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k Paper IF Citations

120
VolatilecmediatedMinteractionsMbetweenMTrichodermaMharzianumMandMwcanthoscelidesMobtectuspMwM
novelMinMvitroMmethodologyMtoMevaluateMtheMimpactMofMmicrobialMvolatileMcompoundsMonMdryMgrainM
storageMpestsdMBiologicalfControlbM2022bMglobMgfjnln

3.8 2

119 NovelMcultureMchamberMtoMevaluateMinMvitroMplantcmicrobeMvolatileMinteractionspMeffectsMofM
TrichodermaMharzianumMvolatilesMonMwheatMplantletsdMPlantfSciencebM2022bMggghnl 5.3 1

118 UseMofMVOyMyhambersMtoMevaluateMtheMimpactMofMmicrobialMvolatileMcompoundsMonMdryMgrainMinsectM
pestsdMMethodsXbM2022bMobMgfgmij 1.9

117 OrganicMandMyonventionalMxeanMPesticidesMinMzevelopmentMofMwutochthonousMTrichodermaMStrainsdM
JournalfoffFungifoBaseltfSwitzerlandpbM2022bMnbMlfi 5.6 0

116 zistributionbMüunctionbMandMEvolutionMofMaMβeneMEssentialMforMTrichotheceneMToxinMxiosynthesisMinMddM
FrontiersfinfMicrobiologybM2021bMghbMmogljg 5.7 0

115 βerminationMandMwgronomicMTraitsMofMPhaseolusMvulgarisMLdMxeansMSprayedMwithMTrichodermaMStrainsM
andMwttackedMbyMwcanthoscelidesMobtectusdMAgronomybM2021bMggbMhgif 3.6

114 PhylogenomicMwnalysisMofMaMkkdgckbMgocβeneMzatasetMResolvesMaMMonophyleticMthatMIncludesMtheM
SpeciesMyomplexdMPhytopathologybM2021bMgggbMgfljcgfmo 3.8 39

113 VolatileMOrganicMyompoundMyhamberpMwMNovelMTechnologyMforMMicrobiologicalMVolatileMInteractionM
wssaysdMJournalfoffFungifoBaseltfSwitzerlandpbM2021bMmbM 5.6 4

112 UseMofMtheMvolatileMtrichodieneMtoMreduceMüusariumMheadMblightMandMtrichotheceneMcontaminationMinM
wheatdMMicrobialfBiotechnologybM2021bM 6.3 4

111 InfluenceMofMüungicideMwpplicationMandMVineMwgeMonMTrichodermaMziversityMasMSourceMofMxiologicalM
yontrolMwgentsdMAgronomybM2021bMggbMjjl 3.6 5

110 InfluenceMofMPhysicochemicalMyharacteristicsMofMxeanMyropMSoilMinMTrichodermaMsppdMzevelopmentdM
AgronomybM2021bMggbMhmj 3.6 5

109 TheMInfluenceMofMTemperatureMonMtheMβrowthbMSporulationbMyolonizationbMandMSurvivalMofM
TrichodermaMsppdMinMβrapevineMPruningMWoundsdMAgronomybM2021bMggbMgmmg 3.6 3

108 üungalMSecondaryMMetabolismM2021bMkjcli

107 EvaluationMofMsubstratesMandMadditivesMtoMTrichodermaMharzianumMdevelopmentMbyMqPyRdMAgronomyf
JournalbM2020bMgghbMignncigoj 2.2 3

106 βeneticMbasesMforMvariationMinMstructureMandMbiologicalMactivityMofMtrichotheceneMtoxinsMproducedMbyM
diverseMfungidMAppliedfMicrobiologyfandfBiotechnologybM2020bMgfjbMkgnkckgoo 5.7 7

105 TrichodermaMtrichothecenesM2020bMhngcifg 3

104 SporesMofMTrichodermaMstrainsMsprayedMoverMwcanthoscelidesMobtectusMandMPhaseolusMvulgarisMLdM
beanspMEffectsMinMtheMbiologyMofMtheMbeanMweevildMJournalfoffStoredfProductsfResearchbM2020bMnnbMgfglll 2.5 4
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103 InfluenceMofMSubstratesMinMtheMzevelopmentMofMxeanMandMinMPathogenicityMofMRhizoctoniaMsolaniMJβM
Kˆ…hndMAgronomybM2020bMgfbMmfm 3.6 0

102 yolonizationMofMLdMbyMtheMEndophyteMspdMStrainMTgkjpMxiocontrolMwctivityMwgainstdMFrontiersfinfPlantf
SciencebM2020bMggbMggmf 6.2 13

101 IdentificationMofMplantMgenesMputativelyMinvolvedMinMtheMperceptionMofMfungalMergosterolcsqualenedM
JournalfoffIntegrativefPlantfBiologybM2020bMlhbMohmcojm 8.3 9

100 EffectMofMandMonMtheMMetabolomeMofMxeanMPlantsMVMLdWdMInternationalfJournalfoffMolecularfSciencesbM
2019bMhfbM 6.3 17

99 üungalMHorizontalMβeneMTransferpMwMHistoryMxeyondMtheMPhylogeneticMKingdomsM2019bMigkciil 3

98 wMcytochromeMPjkfMmonooxygenaseMgeneMrequiredMforMbiosynthesisMofMtheMtrichotheceneMtoxinM
harzianumMwMinMTrichodermadMAppliedfMicrobiologyfandfBiotechnologybM2019bMgfibMnfnmcngfi 5.7 8

97
EffectMofMtrichodieneMsynthaseMencodingMgeneMexpressionMinMTrichodermaMstrainsMonMtheirM
effectivenessMinMtheMcontrolMofMwcanthoscelidesMobtectusdMJournalfoffStoredfProductsfResearchbM2019bM
nibMhmkchnf

2.5 6

96 SynthesisMofMTrichoderminMzerivativesMandMTheirMwntimicrobialMandMyytotoxicMwctivitiesdMMoleculesbM
2019bMhjbM 4.8 3

95
RequirementMofMTwoMwcyltransferasesMforMjcMOcwcylationMduringMxiosynthesisMofMHarzianumMwbManM
wntifungalMTrichotheceneMProducedMbyMTrichodermaMarundinaceumdMJournalfoffAgriculturalfandfFoodf
ChemistrybM2019bMlmbMmhicmij

5.7 8

94 RoleMofMTrichodermaMarundinaceumMtrigfMinMregulationMofMterpeneMbiosyntheticMgenesMandMinMcontrolM
ofMmetabolicMfluxdMFungalfGeneticsfandfBiologybM2019bMghhbMigcjl 3.9 12

93 RelevanceMofMtheMdeletionMofMtheMTatrijMgeneMinMtheMsecondaryMmetabolomeMofMTrichodermaM
arundinaceumdMOrganicfandfBiomolecularfChemistrybM2018bMglbMhokkcholk 3.9 10

92 EvolutionMofMstructuralMdiversityMofMtrichothecenesbMaMfamilyMofMtoxinsMproducedMbyMplantMpathogenicM
andMentomopathogenicMfungidMPLoSfPathogensbM2018bMgjbMegfflojl 7.6 90

91
EffectMofMdeletionMofMaMtrichotheceneMtoxinMregulatoryMgeneMonMtheMsecondaryMmetabolismM
transcriptomeMofMtheMsaprotrophicMfungusMTrichodermaMarundinaceumdMFungalfGeneticsfandfBiologybM
2018bMggobMhocjl

3.9 18

90
InvestigationsMofMTrichodermaMsppdMandMxeauveriaMbassianaMasMbiologicalMcontrolMagentMforM
XylotrechusMarvicolabMaMmajorMinsectMpestMinMSpanishMvineyardsdMJournalfoffEconomicfEntomologybM
2018bMgggbMhknkchkog

2.2 13

89 EffectMofMtrichodieneMproductionMbyMTrichodermaMharzianumMonMwcanthoscelidesMobtectusdMJournalf
offStoredfProductsfResearchbM2018bMmmbMhigchio 2.5 19

88
InhibitoryMactivityMofMxeauveriaMbassianaMandMTrichodermaMsppdMonMtheMinsectMpestsMXylotrechusM
arvicolaMVyoleopterapMyerambycidaeWMandMwcanthoscelidesMobtectusMVyoleopterapMyhrisomelidaepM
xruchinaeWdMEnvironmentalfMonitoringfandfAssessmentbM2017bMgnobMgh

3.1 19

87 InvolvementMofMEplcgMProteinMinMtheMRegulationMofMVirulencecMandMTomatoMzefensecRelatedMβenesdM
FrontiersfinfPlantfSciencebM2017bMnbMnnf 6.2 24

86 InvolvementMofMtheMTranscriptionalMyoactivatorMThMxügMinMtheMxiocontrolMwctivityMofdMFrontiersfinf
MicrobiologybM2017bMnbMhhmi 5.7 11
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85 InsecticidalMactivityMofMTrichodermaMharzianumMagainstMXylotrechusMarvicolaMandMwcanthoscelidesM
obtectusMinmatureMstagesdMPlantafMedicabM2016bMngbMSgcSing 3.1 2

84 EffectMofMüarnesolbMaMcompoundMproducedMbyMTrichodermaMwhenMgrowingMonMbeanMVPhaseolusM
vulgarisMLdWdMPlantafMedicabM2016bMngbMSgcSing 3.1 1

83
NitrogenMMetabolismMandMβrowthMEnhancementMinMTomatoMPlantsMyhallengedMwithMTrichodermaM
harzianumMExpressingMtheMwspergillusMnidulansMwcetamidaseMamdSMβenedMFrontiersfinfMicrobiologybM
2016bMmbMggnh

5.7 19

82
zevelopmentMofMaMqPyRMStrategyMtoMSelectMxeanMβenesMInvolvedMinMPlantMzefenseMResponseMandM
RegulatedMbyMtheMTrichodermaMvelutinumMcMRhizoctoniaMsolaniMInteractiondMFrontiersfinfPlantfSciencebM
2016bMmbMggfo

6.2 29

81 TrichothecenesMandMaspinolidesMproducedMbyMTrichodermaMarundinaceumMregulateMexpressionMofM
xotrytisMcinereaMgenesMinvolvedMinMvirulenceMandMgrowthdMEnvironmentalfMicrobiologybM2016bMgnbMioogcjffj5.2 16

80 xotrydialMandMbotcininsMproducedMbyMxotrytisMcinereaMregulateMtheMexpressionMofMTrichodermaM
arundinaceumMgenesMinvolvedMinMtrichotheceneMbiosynthesisdMMolecularfPlantfPathologybM2016bMgmbMgfgmcig5.7 12

79
EffectsMofMTrichotheceneMProductionMonMtheMPlantMzefenseMResponseMandMüungalMPhysiologypM
OverexpressionMofMtheMTrichodermaMarundinaceumMtrijMβeneMinMTdMharzianumdMAppliedfandf
EnvironmentalfMicrobiologybM2015bMngbMlikkcll

4.8 26

78 NovelMaspinolideMproductionMbyMTrichodermaMarundinaceumMwithMaMpotentialMroleMinMxotrytisMcinereaM
antagonisticMactivityMandMplantMdefenceMprimingdMEnvironmentalfMicrobiologybM2015bMgmbMggficgn 5.2 39

77 ProductionMofMtrichodieneMbyMTrichodermaMharzianumMaltersMtheMperceptionMofMthisMbiocontrolMstrainM
byMplantsMandMantagonizedMfungidMEnvironmentalfMicrobiologybM2015bMgmbMhlhncjl 5.2 51

76
TrichodieneMProductionMinMaMTrichodermaMharzianumMerggcSilencedMStrainMProvidesMEvidenceMofMtheM
ImportanceMofMtheMSterolMxiosyntheticMPathwayMinMInducingMPlantMzefensecRelatedMβeneMExpressiondM
MolecularfPlantuMicrobefInteractionsbM2015bMhnbMggngcom

3.6 29

75 TheMimportanceMofMchorismateMmutaseMinMtheMbiocontrolMpotentialMofMTrichodermaMparareeseidM
FrontiersfinfMicrobiologybM2015bMlbMggng 5.7 24

74 InfluenceMofMRhizoctoniaMsolaniMandMTrichodermaMsppdMinMgrowthMofMbeanMVPhaseolusMvulgarisMLdWMandM
inMtheMinductionMofMplantMdefensecrelatedMgenesdMFrontiersfinfPlantfSciencebM2015bMlbMlnk 6.2 68

73 TrichodermaMTransformationMMethodsdMFungalfBiologybM2015bMjgcjn 2.3 2

72 TheMyeratocPlataninMproteinMEplcgMfromMTrichodermaMharzianumMisMinvolvedMinMmycoparasitismbMplantM
resistanceMinductionMandMselfMcellMwallMprotectiondMScientificfReportsbM2015bMkbMgmoon 4.9 56

71 SecondaryMMetabolismMandMwntimicrobialMMetabolitesMofMTrichodermaM2014bMghkcgim 37

70 OverexpressionMofMerggMgeneMinMTrichodermaMharzianumMyEyTMhjgipMeffectMonMtheMinductionMofM
tomatoMdefencecrelatedMgenesdMJournalfoffAppliedfMicrobiologybM2014bMggmbMnghchi 4.7 19

69 RelevanceMofMtrichothecenesMinMfungalMphysiologypMdisruptionMofMtrikMinMTrichodermaMarundinaceumdM
FungalfGeneticsfandfBiologybM2013bMkibMhhcii 3.9 72

68 TheMcontributionMofMTrichodermaMtoMbalancingMtheMcostsMofMplantMgrowthMandMdefensedMInternationalf
MicrobiologybM2013bMglbMlocnf 3 115
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67 InvolvementMofMTrichodermaMtrichothecenesMinMtheMbiocontrolMactivityMandMinductionMofMplantM
defensecrelatedMgenesdMAppliedfandfEnvironmentalfMicrobiologybM2012bMmnbMjnklcln 4.8 115

66 OverexpressionMofMtheMtrichodieneMsynthaseMgeneMtrikMincreasesMtrichoderminMproductionMandM
antimicrobialMactivityMinMTrichodermaMbrevicompactumdMFungalfGeneticsfandfBiologybM2011bMjnbMhnkcol 3.9 97

65 IdentificationMofMlociMandMfunctionalMcharacterizationMofMtrichotheceneMbiosynthesisMgenesMinM
filamentousMfungiMofMtheMgenusMTrichodermadMAppliedfandfEnvironmentalfMicrobiologybM2011bMmmbMjnlmcmm 4.8 106

64
üunctionalManalysisMofMtheMTrichodermaMharzianumMnoxgMgenebMencodingManMNwzPHMoxidasebMrelatesM
productionMofMreactiveMoxygenMspeciesMtoMspecificMbiocontrolMactivityMagainstMPythiumMultimumdM
AppliedfandfEnvironmentalfMicrobiologybM2011bMmmbMiffocgl

4.8 65

63 OverexpressionMofMtheMTrichodermaMbrevicompactumMtrikMgenepMeffectMonMtheMexpressionMofMtheM
trichoderminMbiosyntheticMgenesMandMonMtomatoMseedlingsdMToxinsbM2011bMibMghhfcih 4.9 36

62 TransgenicMexpressionMofMtheMTrichodermaMharzianumMhspmfMgeneMincreasesMwrabidopsisMresistanceM
toMheatMandMotherMabioticMstressesdMJournalfoffPlantfPhysiologybM2010bMglmbMlkoclk 3.6 135

61 TvzimgMofMTrichodermaMvirensMisMinvolvedMinMredoxcprocessesMandMconfersMresistanceMtoMoxidativeM
stressesdMCurrentfGeneticsbM2010bMklbMlicmi 2.9 16

60 TheMThPβgMendopolygalacturonaseMisMrequiredMforMtheMtrichodermaMharzianumcplantMbeneficialM
interactiondMMolecularfPlantuMicrobefInteractionsbM2009bMhhbMgfhgcig 3.6 130

59 OverexpressionMofMaMTrichodermaMHSPmfMgeneMincreasesMfungalMresistanceMtoMheatMandMotherMabioticM
stressesdMFungalfGeneticsfandfBiologybM2008bMjkbMgkflcgi 3.9 59

58 wgecrelatedMclinicalbMserologicalbMandMhistopathologicalMfeaturesMofMceliacMdiseasedMAmericanfJournalf
offGastroenterologybM2008bMgfibMhilfckqMquizMhill 0.7 82

57 yloningMandMcharacterizationMofMtheMThcutgMgeneMencodingMaMcutinaseMofMTrichodermaMharzianumM
TijdMCurrentfGeneticsbM2008bMkjbMifgcgh 2.9 25

56 TheMheterologousMoverexpressionMofMhsphibMaMsmallMheatcshockMproteinMgeneMfromMTrichodermaM
virensbMconfersMthermotoleranceMtoMTdMharzianumdMCurrentfGeneticsbM2007bMkhbMjkcki 2.9 35

55
PartialMsilencingMofMaMhydroxycmethylglutarylcyowMreductasecencodingMgeneMinMTrichodermaM
harzianumMyEyTMhjgiMresultsMinMaMlowerMlevelMofMresistanceMtoMlovastatinMandMlowerMantifungalM
activitydMFungalfGeneticsfandfBiologybM2007bMjjbMhlocni

3.9 50

54 βenomecwideManalysisMofMdifferentiallyMexpressedMgenesMfromMPenicilliumMchrysogenumMgrownMwithM
aMrepressingMorMaMnoncrepressingMcarbonMsourcedMCurrentfGeneticsbM2006bMjobMnkcol 2.9 12

53 zetectionMofMpeptaibolsMandMpartialMcloningMofMaMputativeMpeptaibolMsynthetaseMgeneMfromMTdM
harzianumMyEyTMhjgidMFoliafMicrobiologicabM2006bMkgbMggjchf 2.8 17

52 βenerationbMannotationMandManalysisMofMESTsMfromMTrichodermaMharzianumMyEyTMhjgidMBMCf
GenomicsbM2006bMmbMgoi 4.5 53

51
yloningMandMcharacterizationMofMtheMerggMgeneMofMTrichodermaMharzianumpMeffectMofMtheMerggM
silencingMonMergosterolMbiosynthesisMandMresistanceMtoMterbinafinedMFungalfGeneticsfandfBiologybM
2006bMjibMgljcmn

3.9 69

50 ThPTRhbMaMdietricpeptideMtransporterMgeneMfromMTrichodermaMharzianumdMFungalfGeneticsfandf
BiologybM2006bMjibMhijcjl 3.9 34

(2006-2012)
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49 wMcomparisonMofMtheMphenotypicMandMgeneticMstabilityMofMrecombinantMTrichodermaMsppdMgeneratedM
byMprotoplastcMandMwgrobacteriumcmediatedMtransformationdMJournalfoffMicrobiologybM2006bMjjbMinicok 3 39

48 zetectionMofMputativeMpeptideMsynthetaseMgenesMinMTrichodermaMspeciespMapplicationMofMthisMmethodM
toMtheMcloningMofMaMgeneMfromMTdMharzianumMyEyTMhjgidMFEMSfMicrobiologyfLettersbM2005bMhjjbMgiocjn 2.9 34

47 ScreeningMofMantimicrobialMactivitiesMinMTrichodermaMisolatesMrepresentingMthreeMtrichodermaM
sectionsdMMycologicalfResearchbM2005bMgfobMgiomcjfl 37

46 StableMtransformantsMofMtheMazaphiloneMpigmentcproducingMMonascusMpurpureusMobtainedMbyM
protoplastMtransformationMandMwgrobacteriumcmediatedMzNwMtransferdMCurrentfGeneticsbM2003bMjibMjjmckh2.9 39

45
ExpressionMofMaMsyntheticMcopyMofMtheMbovineMchymosinMgeneMinMwspergillusMawamoriMfromM
constitutiveMandMpHcregulatedMpromotersMandMsecretionMusingMtwoMdifferentMprecproMsequencesdM
BiotechnologyfandfBioengineeringbM2003bMnibMhjocko

4.9 25

44
TheMisopenicillinMNMacyltransferasesMofMwspergillusMnidulansMandMPenicilliumMchrysogenumMdifferMinM
theirMabilityMtoMmaintainMtheMjfckzaMalphabetaMheterodimerMinManMundissociatedMformdMFEBSfJournalbM
2003bMhmfbMgokncln

18

43
yoctransformationMwithMautonomousMreplicatingMandMintegrativeMplasmidsMinMPenicilliumM
chrysogenumMisMhighlyMefficientMandMleadsMinMsomeMcasesMtoMrescueMofMtheMintactMintegrativeMplasmiddM
FungalfGeneticsfandfBiologybM2003bMjfbMnicoh

3.9 6

42 SubcellularMlocalizationMofMtheMhomocitrateMsynthaseMinMPenicilliumMchrysogenumdMMolecularfGeneticsf
andfGenomicsbM2002bMhllbMmggco 3.1 10

41
TheMcefTMgeneMofMwcremoniumMchrysogenumMygfMencodesMaMputativeMmultidrugMeffluxMpumpMproteinM
thatMsignificantlyMincreasesMcephalosporinMyMproductiondMMolecularfGeneticsfandfGenomicsbM2002bM
hlmbMlmicni

3.1 62

40
wMnovelMepimerizationMsystemMinMfungalMsecondaryMmetabolismMinvolvedMinMtheMconversionMofM
isopenicillinMNMintoMpenicillinMNMinMwcremoniumMchrysogenumdMJournalfoffBiologicalfChemistrybM2002bM
hmmbMjlhglchk

5.4 57

39
SilencingMofMtheMaspergillopepsinMxMVpepxWMgeneMofMwspergillusMawamoriMbyMantisenseMRNwM
expressionMorMproteaseMremovalMbyMgeneMdisruptionMresultsMinMaMlargeMincreaseMinMthaumatinM
productiondMAppliedfandfEnvironmentalfMicrobiologybM2002bMlnbMikkfco

4.8 45

38 yloningMandMcharacterizationMofMtheMgeneMcahxMencodingMaMcephalosporinMyMacetylhydrolaseMfromM
wcremoniumMchrysogenumdMAppliedfMicrobiologyfandfBiotechnologybM2001bMkmbMikfcl 5.7 13

37 IntrachromosomalMrecombinationMafterMtargetedMmonocopyMintegrationMinMPenicilliumMchrysogenumpM
stabilizationMofMtheMdirectMrepeatsMtoMpreventMlossMofMtheMinsertedMgenedMCurrentfGeneticsbM2001bMiobMhigcl2.9 2

36 yharacterizationMofMtheMreverseMtranssulfurationMgeneMmecxMofMwcremoniumMchrysogenumbMwhichM
encodesMaMfunctionalMcystathioninecgammaclyasedMMolecularfGeneticsfandfGenomicsbM2001bMhljbMmjlckj 3.1 10

35 yharacterizationMofMtheMgdhwMgeneMfromMtheMphytopathogenMxotrytisMcinereadMFungalfGeneticsfandf
BiologybM2001bMijbMgoichfl 3.9 4

34
TargetedMinactivationMofMtheMmecxMgenebMencodingMcystathioninecgammaclyasebMshowsMthatMtheM
reverseMtranssulfurationMpathwayMisMrequiredMforMhighclevelMcephalosporinMbiosynthesisMinM
wcremoniumMchrysogenumMygfMbutMnotMforMmethionineMinductionMofMtheMcephalosporinMgenesdM
JournalfoffBacteriologybM2001bMgnibMgmlkcmh

3.5 38

33
TheMspecificMtransportMsystemMforMlysineMisMfullyMinhibitedMbyMammoniumMinMPenicilliumMchrysogenumpM
anMammoniumcinsensitiveMsystemMallowsMuptakeMinMcarboncstarvedMcellsdMAntoniefVanfLeeuwenhoekbM
2000bMmmbMogcgff

2.1 4

32
OverexpressionMofMtheMlysgMgeneMinMPenicilliumMchrysogenumpMhomocitrateMsynthaseMlevelsbM
alphacaminoadipicMacidMpoolMandMpenicillinMproductiondMAppliedfMicrobiologyfandfBiotechnologybM2000
bMkjbMlocmm

5.7 14
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31
OverexpressionMandMlackMofMdegradationMofMthaumatinMinManMaspergillopepsinMwcdefectiveMmutantMofM
wspergillusMawamoriMcontainingManMinsertionMinMtheMpepwMgenedMAppliedfMicrobiologyfandf
BiotechnologybM2000bMkjbMmmhcm

5.7 28

30
wMnovelMheptamericMsequenceMVTTwβTwwWMisMtheMbindingMsiteMforMaMproteinMrequiredMforMhighMlevelM
expressionMofMpcbwxbMtheMfirstMgeneMofMtheMpenicillinMbiosynthesisMinMPenicilliumMchrysogenumdM
JournalfoffBiologicalfChemistrybM2000bMhmkbMhjhicif

5.4 29

29
TranscriptionMofMtheMpcbwxbMpcbyMandMpenzEMgenesMofMPenicilliumMchrysogenumMwScPcmnMisM
repressedMbyMglucoseMandMtheMrepressionMisMnotMreversedMbyMalkalineMpHsdMMicrobiologyfoUnitedf
KingdompbM1999bMgjkMVMPtMhWbMigmcihj

2.9 34

28 PenicillinMandMcephalosporinMbiosynthesispMmechanismMofMcarbonMcataboliteMregulationMofMpenicillinM
productiondMAntoniefVanfLeeuwenhoekbM1999bMmkbMhgcig 2.1 53

27 βeneMorganizationMandMplasticityMofMtheMbetaclactamMgenesMinMdifferentMfilamentousMfungidMAntonief
VanfLeeuwenhoekbM1999bMmkbMngcoj 2.1 52

26 IntrachromosomalMrecombinationMbetweenMdirectMrepeatsMinMPenicilliumMchrysogenumpMgeneM
conversionMandMdeletionMeventsdMMolecularfGeneticsfandfGenomicsbM1999bMhlgbMoojcgfff 31

25 yharacterizationMandMlysineMcontrolMofMexpressionMofMtheMlysgMgeneMofMPenicilliumMchrysogenumM
encodingMhomocitrateMsynthasedMGenebM1999bMhhlbMkgco 3.8 20

24
MolecularMcharacterizationMofMtheMwcremoniumMchrysogenumMcefβMgeneMproductpMtheMnativeM
deacetylcephalosporinMyMacetyltransferaseMisMnotMprocessedMintoMsubunitsdMBiochemicalfJournalbM
1999bMiimbMimocink

3.8 23

23
MolecularMcharacterizationMofMtheMwcremoniumMchrysogenumMcefβMgeneMproductpMtheMnativeM
deacetylcephalosporinMyMacetyltransferaseMisMnotMprocessedMintoMsubunitsdMBiochemicalfJournalbM
1999bMiimbMimo

3.8 8

22 ThaumatinMproductionMinMwspergillusMawamoriMbyMuseMofMexpressionMcassettesMwithMstrongMfungalM
promotersMandMhighMgeneMdosagedMAppliedfandfEnvironmentalfMicrobiologybM1999bMlkbMgglncmj 4.8 45

21 yharacterizationMofMtheMlyshMgeneMofMPenicilliumMchrysogenumMencodingMalphacaminoadipicMacidM
reductasedMMolecularfGeneticsfandfGenomicsbM1998bMhkobMkjockl 28

20
yharacterizationMandMnitrogencsourceMregulationMatMtheMtranscriptionalMlevelMofMtheMgdhwMgeneMofM
wspergillusMawamoriMencodingManMNwzPcdependentMglutamateMdehydrogenasedMCurrentfGeneticsbM
1998bMijbMkfco

2.9 34

19
yharacterizationMofMtheMbipMgeneMofMwspergillusMawamoriMencodingMaMproteinMwithManMHzELMretentionM
signalMhomologousMtoMtheMmammalianMxiPMinvolvedMinMpolypeptideMsecretiondMCurrentfGeneticsbM1997bM
ihbMgiocjl

2.9 18

18 ExpressionMofMtheMcefβMgeneMisMlimitingMforMcephalosporinMbiosynthesisMinMwcremoniumM
chrysogenumdMAppliedfMicrobiologyfandfBiotechnologybM1997bMjnbMlflcgj 5.7 61

17 wutonomouslyMreplicatingMplasmidsMcarryingMtheMwMwgMregionMinMPenicilliumMchrysogenumdMCurrentf
GeneticsbM1996bMhobMjnhco 2.9 50

16
MutantsMblockedMinMpenicillinMbiosynthesisMshowMaMdeletionMofMtheMentireMpenicillinMgeneMclusterMatMaM
specificMsiteMwithinMaMconservedMhexanucleotideMsequencedMAppliedfMicrobiologyfandfBiotechnologybM
1996bMjjbMkomclfj

5.7 79

15 MolecularMgeneticsMasMaMtoolMtoMremoveMbottlenecksMinMtheMbiosynthesisMofM˛†clactamMantibioticsdM
WorldfJournalfoffMicrobiologyfandfBiotechnologybM1996bMghbMkgmchi 4.4 1

14 MutantsMblockedMinMpenicillinMbiosynthesisMshowMaMdeletionMofMtheMentireMpenicillinMgeneMclusterMatMaM
specificMsiteMwithinMaMconservedMhexanucleotideMsequenceM1996bMjjbMkom 7
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13 wutonomouslyMreplicatingMplasmidsMcarryingMthewMwgMregionMinPenicilliumMchrysogenumM1996bMhobMjnh 3

12 βenesMforMbetaclactamMantibioticMbiosynthesisdMAntoniefVanfLeeuwenhoekbM1995bMlmbMgngchff 2.1 34

11 ThreeMgenesMhrdxbMhrdzMandMhrdTMofMStreptomycesMgriseusMIMRUMikmfbMencodingMsigmaMfactorclikeM
proteinsbMareMdifferentiallyMexpressedMunderMspecificMnutritionalMconditionsdMGenebM1995bMgkibMjgcn 3.8 16

10
TheMpenicillinMgeneMclusterMisMamplifiedMinMtandemMrepeatsMlinkedMbyMconservedMhexanucleotideM
sequencesdMProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericabM1995bM
ohbMlhffcj

11.5 157

9 ExpressionMofMgenesMandMprocessingMofMenzymesMforMtheMbiosynthesisMofMpenicillinsMandM
cephalosporinsdMAntoniefVanfLeeuwenhoekbM1994bMlkbMhhmcji 2.1 13

8 MolecularMcharacterizationMofMthreeMlosscofcfunctionMmutationsMinMtheMisopenicillinMNcacyltransferaseM
geneMVpenzEWMofMPenicilliumMchrysogenumdMJournalfoffBacteriologybM1994bMgmlbMjojgcn 3.5 22

7
ExogenousMmethionineMincreasesMlevelsMofMmRNwsMtranscribedMfromMpcbwxbMpcbybMandMcefEüMgenesbM
encodingMenzymesMofMtheMcephalosporinMbiosyntheticMpathwaybMinMwcremoniumMchrysogenumdM
JournalfoffBacteriologybM1994bMgmlbMonkcog

3.5 45

6
ResolutionMofMfourMlargeMchromosomesMinMpenicillincproducingMfilamentousMfungipMtheMpenicillinMgeneM
clusterMisMlocatedMonMchromosomeMIIMVodlMMbWMinMPenicilliumMnotatumMandMchromosomeMIMVgfdjMMbWMinM
PenicilliumMchrysogenumdMMolecularfGeneticsfandfGenomicsbM1993bMhjgbMkmicn

66

5
TheMisopenicillincNMacyltransferaseMofMPenicilliumMchrysogenumMhasMisopenicillincNMamidohydrolasebM
lcaminopenicillanicMacidMacyltransferaseMandMpenicillinMamidaseMactivitiesbMallMofMwhichMareMencodedM
byMtheMsingleMpenzEMgenedMFEBSfJournalbM1993bMhgkbMihicih

66

4
TheMcefβMgeneMofMyephalosporiumMacremoniumMisMlinkedMtoMtheMcefEüMgeneMandMencodesMaM
deacetylcephalosporinMyMacetyltransferaseMcloselyMrelatedMtoMhomoserineMOcacetyltransferasedM
JournalfoffBacteriologybM1992bMgmjbMifklclj

3.5 77

3
ResolutionMofMchromosomesMIIIMandMVIMofMwspergillusMnidulansMbyMpulsedcfieldMgelMelectrophoresisM
showsMthatMtheMpenicillinMbiosyntheticMpathwayMgenesMpcbwxbMpcbybMandMpenzEMareMclusteredMonM
chromosomeMVIMVidfMmegabasesWdMJournalfoffBacteriologybM1992bMgmjbMmflicm

3.5 37

2
ExpressionMofMtheMpenzEMgeneMofMPenicilliumMchrysogenumMencodingMisopenicillinMNMacyltransferaseM
inMyephalosporiumMacremoniumpMproductionMofMbenzylpenicillinMbyMtheMtransformantsdMMolecularf
GeneticsfandfGenomicsbM1991bMhhkbMklclj

45

1
yloningbMcharacterizationMofMtheMacylcyowplcaminoMpenicillanicMacidMacyltransferaseMgeneMofM
wspergillusMnidulansMandMlinkageMtoMtheMisopenicillinMNMsynthaseMgenedMMolecularfGeneticsfandf
GenomicsbM1990bMhhgbMihhcif

52
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