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j Paper IF Citations

131 RotavirusLasLanLyxpressionLPlatformLofLxomainsLofLtheLSuRSawoVafLSpikeLProteinbLVaccines]L2021]Lm]L 5.3 6

130 SimplifiedLReverseLGeneticsLMethodLtoLRecoverLRecombinantLRotavirusesLyxpressingLReporterL
ProteinsbLJournalgofgVisualizedgExperiments]L2020]L 1.6 4

129 RotavirusesLasLNeonatalLVaccineLyxpressionLVectorsLagainstLOtherLyntericLPathogensbLProceedingsg
qmdpir]L2020]Lid]Lig 0.3 3

128 yxpressionLofLSeparateLβeterologousLProteinsLfromLtheLRotavirusLNSPgLGenomeLSegmentLUsingLaL
TranslationalLfuLStopaRestartLylementbLJournalgofgVirology]L2020]Lmh]L 6.6 9

127 RotavirusLSpeciesLvLyncodesLaLzunctionalLzusionaussociatedLSmallLTransmembraneLProteinbLJournalg
ofgVirology]L2019]Lmg]L 6.6 11

126 wollectionLofLRecombinantLRotavirusesLyxpressingLzluorescentLReporterLProteinsbLMicrobiologyg
ResourcegAnnouncements]L2019]Ll]L 1.3 11

125 RotavirusLwalciumLxysregulationLManifestsLasLxynamicLwalciumLSignalingLinLtheLwytoplasmLandL
yndoplasmicLReticulumbLScientificgReports]L2019]Lm]Ledlff 4.9 23

124 GenerationLofLRecombinantLRotavirusLyxpressingLNSPgaUnaGLzusionLProteinLbyLaLSimplifiedL
ReverseLGeneticsLSystembLJournalgofgVirology]L2019]Lmg]L 6.6 22

123 MultipleLκntroductionsLandLuntigenicLMismatchLwithLVaccinesLMayLwontributeLtoLκncreasedL
PredominanceLofLGefP[l]LRotavirusesLinLtheLUnitedLStatesbLJournalgofgVirology]L2019]Lmg]L 6.6 20

122 GenomeLpackagingLinLmultiasegmentedLdsRNuLvirusesnLdistinctLmechanismsLwithLsimilarLoutcomesbL
CurrentgOpiniongingVirology]L2018]Lgg]Ledjaeef 7.5 37

121 VesicleawloakedLVirusLwlustersLureLOptimalLUnitsLforLκnteraorganismalLViralLTransmissionbLCellgHostg
andgMicrobe]L2018]Lfh]Lfdlaffdbel 23.4 129

120 xrebrinLrestrictsLrotavirusLentryLbyLinhibitingLdynaminamediatedLendocytosisbLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmerica]L2017]Leeh]Lygjhfaygjie 11.5 35

119 RotavirusLNSPeLRequiresLwaseinLKinaseLκκaMediatedLPhosphorylationLforLβijackingLofLwullinaRκNGL
LigasesbLMBio]L2017]Ll]L 7.8 17

118 ShutdownLofLinterferonLsignalingLbyLaLviralahijackedLygLubiquitinLligasebLMicrobialgCell]L2017]Lh]Lglkaglm 3.9 10

117 ModelingLofLtheLrotavirusLgroupLwLcapsidLpredictsLaLsurfaceLtopologyLdistinctLfromLotherLrotavirusL
speciesbLVirology]L2016]Lhlk]Leidajf 3.6 6

116 womparativeLProteomicsLRevealsLStrainaSpecificL˛†aTrwPLxegradationLviaLRotavirusLNSPeLβijackingLaL
βostLwullinagaRbxeLwomplexbLPLoSgPathogens]L2016]Lef]Leeddimfm 7.6 38

115 RotavirusLReplicationLandLReverseLGeneticsL2016]Lefeaehg 3
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114 ReassortmentLinLsegmentedLRNuLvirusesnLmechanismsLandLoutcomesbLNaturegReviewsgMicrobiology]L
2016]Leh]Lhhlajd 22.2 166

113 PrevalenceLofLgroupsLuLandLwLrotavirusLantibodiesLinLinfantsLwithLbiliaryLatresiaLandLcholestaticL
controlsbLJournalgofgPediatrics]L2015]Lejj]Lkmalh 3.6 15

112 RotavirusLκnfectsLβumanLviliaryLypithelialLwellsLandLStimulatesLSecretionLofLwytokinesLκLajLandLκLalL
viaLMuPKLPathwaybLBioMedgResearchgInternational]L2015]Lfdei]Ljmkfgl 3 13

111 SilencingLtheLalarmsnLκnnateLimmuneLantagonismLbyLrotavirusLNSPeLandLVPgbLVirology]L2015]L
hkmahld]Lkialh 3.6 34

110 StructuralLbasisLforLfTaiTaoligoadenylateLbindingLandLenzymeLactivityLofLaLviralLRNaseLLLantagonistbL
JournalgofgVirology]L2015]Llm]Ljjggahi 6.6 20

109 PutativeLygLubiquitinLligaseLofLhumanLrotavirusLinhibitsLNza˛”vLactivationLbyLusingLmolecularLmimicryL
toLtargetL˛†aTrwPbLMBio]L2015]Lj]L 7.8 40

108 MolecularLepidemiologyLofLcontemporaryLGfP[h]LhumanLrotavirusesLcocirculatingLinLaLsingleLUbSbL
communitynLfootprintsLofLaLgloballyLtransitioningLgenotypebLJournalgofgVirology]L2014]Lll]Lgklmalde 6.6 43

107 RegulationLofLrotavirusLpolymeraseLactivityLbyLinnerLcapsidLproteinsbLCurrentgOpiniongingVirology]L
2014]Lm]Lgeal 7.5 11

106 unalysisLofLhumanLrotavirusesLfromLaLsingleLlocationLoverLanLelayearLtimeLspanLsuggestsLthatL
proteinLcoadaptionLinfluencesLgeneLconstellationsbLJournalgofgVirology]L2014]Lll]Lmlhfajg 6.6 20

105 ubsenceLofLgeneticLdifferencesLamongLGedP[ee]LrotavirusesLassociatedLwithLasymptomaticLandL
symptomaticLneonatalLinfectionsLinLVellore]LκndiabLJournalgofgVirology]L2014]Lll]Lmdjdake 6.6 10

104 PredictedLstructureLandLdomainLorganizationLofLrotavirusLcappingLenzymeLandLinnateLimmuneL
antagonistLVPgbLJournalgofgVirology]L2014]Lll]Lmdkfali 6.6 25

103 MutationsLinLtheLrotavirusLspikeLproteinLVPhLreduceLtrypsinLsensitivityLbutLnotLviralLspreadbLJournalg
ofgGeneralgVirology]L2013]Lmh]Lefmjaegdd 4.9 6

102 womparativeLanalysisLofLReoviridaeLreverseLgeneticsLmethodsbLMethods]L2013]Lim]Lemmafdj 4.6 7

101 TheLbattleLbetweenLrotavirusLandLitsLhostLforLcontrolLofLtheLinterferonLsignalingLpathwaybLPLoSg
Pathogens]L2013]Lm]Leeddgdjh 7.6 78

100 UlnarLcollateralLligamentLreconstructionLusingLbisuspensoryLfixationnLaLbiomechanicalLcomparisonL
withLtheLdockingLtechniquebLAmericangJournalgofgSportsgMedicine]L2013]Lhe]Leeilajh 6.8 30

99
βomologousLfT]iTaphosphodiesterasesLfromLdisparateLRNuLvirusesLantagonizeLantiviralLinnateL
immunitybLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmerica]L2013]L
eed]Legeeham

11.5 96

98 RotavirusLNSPeLmediatesLdegradationLofLinterferonLregulatoryLfactorsLthroughLtargetingLofLtheL
dimerizationLdomainbLJournalgofgVirology]L2013]Llk]Lmlegafe 6.6 50

97 GenerationLofLgeneticallyLstableLrecombinantLrotavirusesLcontainingLnovelLgenomeL
rearrangementsLandLheterologousLsequencesLbyLreverseLgeneticsbLJournalgofgVirology]L2013]Llk]Ljfeeafd6.6 31

(2013-2016)
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96 MutationalLanalysisLofLresiduesLinvolvedLinLnucleotideLandLdivalentLcationLstabilizationLinLtheL
rotavirusLRNuadependentLRNuLpolymeraseLcatalyticLpocketbLVirology]L2012]Lhge]Lefafd 3.6 16

95 RotavirusLRNuLpolymerasesLresolveLintoLtwoLphylogeneticallyLdistinctLclassesLthatLdifferLinLtheirL
mechanismLofLtemplateLrecognitionbLVirology]L2012]Lhge]Lidak 3.6 14

94 κnteractionsLamongLcapsidLproteinsLorchestrateLrotavirusLparticleLfunctionsbLCurrentgOpinionging
Virology]L2012]Lf]Lgkgam 7.5 28

93
GeneticLanalysesLrevealLdifferencesLinLtheLVPkLandLVPhLantigenicLepitopesLbetweenLhumanL
rotavirusesLcirculatingLinLvelgiumLandLrotavirusesLinLRotarixLandLRotaTeqbLJournalgofgClinicalg
Microbiology]L2012]Lid]Lmjjakj

9.7 117

92 xiversityLandLrelationshipsLofLcocirculatingLmodernLhumanLrotavirusesLrevealedLusingLlargeascaleL
comparativeLgenomicsbLJournalgofgVirology]L2012]Llj]Lmehlajf 6.6 38

91 wrystallographicLunalysisLofLRotavirusLNSPfaRNuLwomplexLRevealsLSpecificLRecognitionLofLiTLGGL
SequenceLforLRTPaseLuctivitybLJournalgofgVirology]L2012]Llj]Ledihkaik 6.6 22

90 StructuralLinsightsLintoLtheLcouplingLofLvirionLassemblyLandLrotavirusLreplicationbLNaturegReviewsg
Microbiology]L2012]Led]Lejiakk 22.2 134

89 VaccineaderivedLNSPfLsegmentLinLrotavirusesLfromLvaccinatedLchildrenLwithLgastroenteritisLinL
NicaraguabLInfectionugGeneticsgandgEvolution]L2012]Lef]Leflfamh 4.5 49

88 RotavirusLvariantLreplicatesLefficientlyLalthoughLencodingLanLaberrantLNSPgLthatLfailsLtoLinduceL
nuclearLlocalizationLofLpolyUuVabindingLproteinbLJournalgofgGeneralgVirology]L2012]Lmg]Lehlgaehmh 4.9 22

87 RotavirusLdiversityLandLevolutionLinLtheLpostavaccineLworldbLDiscoverygMedicine]L2012]Leg]Lliamk 2.5 72

86 ussortmentLandLpackagingLofLtheLsegmentedLrotavirusLgenomebLTrendsgingMicrobiology]L2011]Lem]Legjahh12.4 88

85 κntraagenotypicLdiversityLofLarchivalLGhP[l]LhumanLrotavirusesLfromLWashington]LxwbLInfectionug
GeneticsgandgEvolution]L2011]Lee]Leiljamh 4.5 26

84 UniformityLofLrotavirusLstrainLnomenclatureLproposedLbyLtheLRotavirusLwlassificationLWorkingL
GroupLURwWGVbLArchivesgofgVirology]L2011]Leij]Legmkaheg 2.6 699

83 xiversityLofLinterferonLantagonistLactivitiesLmediatedLbyLNSPeLproteinsLofLdifferentLrotavirusL
strainsbLJournalgofgVirology]L2011]Lli]Lemkdam 6.6 63

82 ResiduesLofLtheLrotavirusLRNuadependentLRNuLpolymeraseLtemplateLentryLtunnelLthatLmediateL
RNuLrecognitionLandLgenomeLreplicationbLJournalgofgVirology]L2011]Lli]Lemilajm 6.6 15

81 RotavirusLVPfLcoreLshellLregionsLcriticalLforLviralLpolymeraseLactivationbLJournalgofgVirology]L2011]L
li]Lgdmiaedi 6.6 49

80 SimianLrotavirusesLpossessLdivergentLgeneLconstellationsLthatLoriginatedLfromLinterspeciesL
transmissionLandLreassortmentbLJournalgofgVirology]L2010]Llh]Lfdegafj 6.6 54

79 xualLselectionLmechanismsLdriveLefficientLsingleageneLreverseLgeneticsLforLrotavirusbLProceedingsgofg
thegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmerica]L2010]Ledk]Leljifak 11.5 64
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78 MechanismLofLintraparticleLsynthesisLofLtheLrotavirusLdoubleastrandedLRNuLgenomebLJournalgofg
BiologicalgChemistry]L2010]Lfli]Lelefgal 5.4 40

77 PrimedLforLxiscoverynLutomicaResolutionLwryoayMLStructureLofLaLReovirusLyntryLκntermediatebL
Viruses]L2010]Lf]Leghdaj 6.2 2

76 zunctionsLofLtheLRotavirusLRNuLPolymeraseLinLVirusLReplicationL2010]Lgeahd

75 wompleteLgenomeLsequenceLanalysisLofLcandidateLhumanLrotavirusLvaccineLstrainsLRVgLandLeejybL
Virology]L2010]Lhdi]Lfdeaeg 3.6 32

74 yvolutionaryLdynamicsLofLhumanLrotavirusesnLbalancingLreassortmentLwithLpreferredLgenomeL
constellationsbLPLoSgPathogens]L2009]Li]Leedddjgh 7.6 153

73 RotavirusLantagonismLofLtheLinnateLimmuneLresponsebLViruses]L2009]Le]Ledgiaij 6.2 18

72 SharedLandLgroupaspecificLfeaturesLofLtheLrotavirusLRNuLpolymeraseLrevealLpotentialLdeterminantsL
ofLgeneLreassortmentLrestrictionbLJournalgofgVirology]L2009]Llg]Ljegiahl 6.6 38

71 TheLinsLandLoutsLofLfouratunneledLReoviridaeLRNuadependentLRNuLpolymerasesbLCurrentgOpinionging
StructuralgBiology]L2009]Lem]Lkkialf 8.1 42

70 woreaussociatedLGenomeLReplicationLMechanismsLofLdsRNuLVirusesL2009]Lfdeaffh

69 wulturing]Lstorage]LandLquantificationLofLrotavirusesbLCurrentgProtocolsgingMicrobiology]L2009]L
whapterLei]LUnitLeiwbg 7.1 96

68 RotavirusLuntagonismLofLtheLβostLκnnateLκmmuneLResponseL2009]Ljiiajkk

67 MechanismLforLcoordinatedLRNuLpackagingLandLgenomeLreplicationLbyLrotavirusLpolymeraseLVPebL
Structure]L2008]Lej]Lejklall 5.2 130

66 GroupLuLhumanLrotavirusLgenomicsnLevidenceLthatLgeneLconstellationsLareLinfluencedLbyLviralL
proteinLinteractionsbLJournalgofgVirology]L2008]Llf]Leeedjaej 6.6 130

65
zullLgenomeabasedLclassificationLofLrotavirusesLrevealsLaLcommonLoriginLbetweenLhumanLWaaLikeL
andLporcineLrotavirusLstrainsLandLhumanLxSaealikeLandLbovineLrotavirusLstrainsbLJournalgofgVirology]L
2008]Llf]Lgfdhaem

6.6 661

64 MolecularLcharacterizationLofLaLsubgroupLspecificityLassociatedLwithLtheLrotavirusLinnerLcapsidL
proteinLVPfbLJournalgofgVirology]L2008]Llf]Lfkifajh 6.6 18

63 RecommendationsLforLtheLclassificationLofLgroupLuLrotavirusesLusingLallLeeLgenomicLRNuLsegmentsbL
ArchivesgofgVirology]L2008]Leig]Lejfeam 2.6 523

62 NonastructuralLproteinLNSPfLinducesLheterotypicLantibodyLresponsesLduringLprimaryLrotavirusL
infectionLandLreinfectionLinLchildrenbLJournalgofgMedicalgVirology]L2008]Lld]Ledmdal 19.7 14

61 GenomeLheterogeneityLofLSueeLrotavirusLdueLtoLreassortmentLwithLNONLagentbLVirology]L2007]Lgim]Lheiafh3.6 28

(2007-2010)
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60 unLuTPaseLactivityLassociatedLwithLtheLrotavirusLphosphoproteinLNSPibLVirology]L2007]Lgjm]Lglmamm 3.6 11

59 RotavirusLNSPeLinhibitsLexpressionLofLtypeLκLinterferonLbyLantagonizingLtheLfunctionLofLinterferonL
regulatoryLfactorsLκRzg]LκRzi]LandLκRzkbLJournalgofgVirology]L2007]Lle]Lhhkgale 6.6 164

58 wrystallographicLandLbiochemicalLanalysisLofLrotavirusLNSPfLwithLnucleotidesLrevealsLaLnucleosideL
diphosphateLkinasealikeLactivitybLJournalgofgVirology]L2007]Lle]Leffkfalh 6.6 36

57 ViralLfactoriesLinLrotavirusainfectedLcellsnLinteractionsLbetweenLproteinLandLRNuLcomponentsbL
FuturegVirology]L2007]Lf]Leikaeje 2.4

56 wouplingLofLrotavirusLgenomeLreplicationLandLcapsidLassemblybLAdvancesgingVirusgResearch]L2007]Ljm]Lejkafde10.7 37

55 uLbaseaspecificLrecognitionLsignalLinLtheLiTLconsensusLsequenceLofLrotavirusLplusastrandLRNusL
promotesLreplicationLofLtheLdoubleastrandedLRNuLgenomeLsegmentsbLRna]L2006]Lef]Leggahj 5.8 38

54 StructureafunctionLanalysisLofLrotavirusLNSPfLoctamerLbyLusingLaLnovelLcomplementationLsystembL
JournalgofgVirology]L2006]Lld]Lkmlhamh 6.6 48

53 writicalLroleLforLwryopyrincNalpgLinLactivationLofLcaspaseaeLinLresponseLtoLviralLinfectionLandL
doubleastrandedLRNubLJournalgofgBiologicalgChemistry]L2006]Lfle]Lgjijdal 5.4 525

52 βistidineLtriadalikeLmotifLofLtheLrotavirusLNSPfLoctamerLmediatesLbothLRTPaseLandLNTPaseL
activitiesbLJournalgofgMoleculargBiology]L2006]Lgjf]Ligmaih 6.5 38

51
RotavirusLnonstructuralLproteinLeLsubvertsLinnateLimmuneLresponseLbyLinducingLdegradationLofLκzNL
regulatoryLfactorLgbLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmerica]L
2005]Ledf]Lheeham

11.5 201

50 RotavirusLglycoproteinLNSPhLisLaLmodulatorLofLviralLtranscriptionLinLtheLinfectedLcellbLJournalgofg
Virology]L2005]Lkm]Leiejiakh 6.6 37

49 RotavirusLreplicationnLplusasenseLtemplatesLforLdoubleastrandedLRNuLsynthesisLareLmadeLinL
viroplasmsbLJournalgofgVirology]L2004]Lkl]Lkkjgakh 6.6 175

48 ReplicationLandLtranscriptionLofLtheLrotavirusLgenomebLCurrentgPharmaceuticalgDesign]L2004]Led]Lgkjmakk3.3 21

47 RoleLofLtheLhistidineLtriadalikeLmotifLinLnucleotideLhydrolysisLbyLtheLrotavirusLRNuapackagingL
proteinLNSPfbLJournalgofgBiologicalgChemistry]L2004]Lfkm]Ledjfhagg 5.4 33

46
βomotypicLandLheterotypicLserumLisotypeaspecificLantibodyLresponsesLtoLrotavirusLnonstructuralL
proteinLhLandLviralLproteinLUVPVLh]LVPj]LandLVPkLinLinfantsLwhoLreceivedLselectedLliveLoralLrotavirusL
vaccinesbLJournalgofgInfectiousgDiseases]L2004]Lelm]Lelggahi

7 25

45 wellalineainducedLmutationLofLtheLrotavirusLgenomeLaltersLexpressionLofLanLκRzgainteractingL
proteinbLEMBOgJournal]L2004]Lfg]Lhdkfale 13 15

44 TranslationLenhancerLinLtheLgTauntranslatedLregionLofLrotavirusLgeneLjLmRNuLpromotesLexpressionL
ofLtheLmajorLcapsidLproteinLVPjbLArchivesgofgVirology]L2004]Lehm]Lgdgafe 2.6 9

43 NonstructuralLproteinsLinvolvedLinLgenomeLpackagingLandLreplicationLofLrotavirusesLandLotherL
membersLofLtheLReoviridaebLVirusgResearch]L2004]Lede]Likajj 6.4 61
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42 κκ]LhbLRotavirusLgenomeLreplicationnLroleLofLtheLRNuabindingLproteinsbLPerspectivesgingMedicalg
Virology]L2003]Lm]Lejiaelg 6

41 RotavirusLNSPfLinterferesLwithLtheLcoreLlatticeLproteinLVPfLinLinitiationLofLminusastrandLsynthesisbL
Virology]L2003]Lgeg]Lfjeakg 3.6 10

40 TemplateLrecognitionLandLformationLofLinitiationLcomplexesLbyLtheLreplicaseLofLaLsegmentedL
doubleastrandedLRNuLvirusbLJournalgofgBiologicalgChemistry]L2003]Lfkl]Lgfjkgalf 5.4 51

39 unalysisLofLaLtemperatureasensitiveLmutantLrotavirusLindicatesLthatLNSPfLoctamersLareLtheL
functionalLformLofLtheLproteinbLJournalgofgVirology]L2002]Lkj]Lkdlfamg 6.6 39

38 RotavirusLproteinLinvolvedLinLgenomeLreplicationLandLpackagingLexhibitsLaLβκTalikeLfoldbLNature]L
2002]Lhek]Lgeeai 50.4 84

37 RNuabindingLactivityLofLtheLrotavirusLphosphoproteinLNSPiLincludesLaffinityLforLdoubleastrandedL
RNubLJournalgofgVirology]L2002]Lkj]Lifmeam 6.6 44

36 RotavirusLRNuLreplicationLandLgeneLexpressionbLNovartisgFoundationgSymposium]L2001]Lfgl]LjhakkoL
discussionLkkale 27

35 RotavirusLassemblyLaLinteractionLofLsurfaceLproteinLVPkLwithLmiddleLlayerLproteinLVPjbLArchivesgofg
Virology]L2001]Lehj]Leeiiake 2.6 6

34 MultimersLofLtheLbluetongueLvirusLnonstructuralLprotein]LNSf]LpossessLnucleotidylLphosphataseL
activitynLsimilaritiesLbetweenLNSfLandLrotavirusLNSPfbLVirology]L2001]Lfld]Lffeage 3.6 38

33 zeaturesLofLtheLgTaconsensusLsequenceLofLrotavirusLmRNusLcriticalLtoLminusLstrandLsynthesisbL
Virology]L2001]Lflf]Lffeam 3.6 35

32 κdentificationLofLsequencesLinLrotavirusLmRNusLimportantLforLminusLstrandLsynthesisLusingL
antisenseLoligonucleotidesbLVirology]L2001]Lfll]Lkeald 3.6 14

31 RotavirusLnonstructuralLproteinLNSPfLselfaassemblesLintoLoctamersLthatLundergoLligandainducedL
conformationalLchangesbLJournalgofgBiologicalgChemistry]L2001]Lfkj]Lmjkmalk 5.4 81

30 yffectLofLintragenicLrearrangementLandLchangesLinLtheLgTLconsensusLsequenceLonLNSPeLexpressionL
andLrotavirusLreplicationbLJournalgofgVirology]L2001]Lki]Lfdkjalj 6.6 51

29 κdentificationLandLcharacterizationLofLtheLhelixadestabilizingLactivityLofLrotavirusLnonstructuralL
proteinLNSPfbLJournalgofgVirology]L2001]Lki]Lhiemafk 6.6 75

28 ReverseLtranscriptaseLaddsLnontemplatedLnucleotidesLtoLcxNusLduringLiTaRuwyLandLprimerL
extensionbLBioTechniques]L2001]Lgd]Likhald]Lilf 2.5 44

27 GenomeLreplicationLandLpackagingLofLsegmentedLdoubleastrandedLRNuLvirusesbLVirology]L2000]Lfkk]Lfekafi3.6 119

26 xeLnovoLsynthesisLofLminusLstrandLRNuLbyLtheLrotavirusLRNuLpolymeraseLinLaLcellafreeLsystemL
involvesLaLnovelLmechanismLofLinitiationbLRna]L2000]Lj]Lehiiajk 5.8 50

25 uLfouranucleotideLtranslationLenhancerLinLtheLgTaterminalLconsensusLsequenceLofLtheL
nonpolyadenylatedLmRNusLofLrotavirusbLRna]L2000]Lj]Llehafi 5.8 36

(2000-2003)
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24 VirusLreplicationbLMethodsgingMoleculargMedicine]L2000]Lgh]Lggajj 17

23 MultimersLformedLbyLtheLrotavirusLnonstructuralLproteinLNSPfLbindLtoLRNuLandLhaveLnucleosideL
triphosphataseLactivitybLJournalgofgVirology]L1999]Lkg]Lmmghahg 6.6 97

22 OpenLreadingLframeLinLrotavirusLmRNuLspecificallyLpromotesLsynthesisLofLdoubleastrandedLRNunL
templateLsizeLalsoLaffectsLreplicationLefficiencybLVirology]L1999]Lfjh]Lejkald 3.6 17

21 RotavirusLopenLcoresLcatalyzeLiTacappingLandLmethylationLofLexogenousLRNunLevidenceLthatLVPgLisL
aLmethyltransferasebLVirology]L1999]Lfji]Lefdagd 3.6 72

20 SynthesisLandLbiologicalLevaluationLofLaLpotentLyaselectinLantagonistbLJournalgofgMedicinalgChemistry
]L1999]Lhf]Lhmdmaeg 8.3 27

19 RNuabindingLandLcappingLactivitiesLofLproteinsLinLrotavirusLopenLcoresbLJournalgofgVirology]L1999]Lkg]Leglfame6.6 46

18 RotavirusLRNuLreplicationLrequiresLaLsingleastrandedLgTLendLforLefficientLminusastrandLsynthesisbL
JournalgofgVirology]L1998]Lkf]Lkglkamj 6.6 63

17 [fh]LUsingLtheLRNuacaptureLassayLtoLassessLtheLRNuabindingLactivityLofLviralLproteinsbLMethodsging
MoleculargGenetics]L1995]Lk]Lgkgaglk 1

16 TheLcarboxylahalfLofLtheLrotavirusLnonstructuralLproteinLNSigLUNSPeVLisLnotLrequiredLforLvirusL
replicationbLVirology]L1994]Leml]Lijkakj 3.6 51

15 TheLrotavirusLRNuabindingLproteinLNSgiLUNSPfVLformsLedSLmultimersLandLinteractsLwithLtheLviralL
RNuLpolymerasebLVirology]L1994]Lfdf]Lldgaeg 3.6 63

14 NucleotideLandLaminoLacidLsequenceLanalysisLofLtheLrotavirusLnonstructuralLRNuabindingLproteinL
NSgibLVirology]L1993]Lemf]Lhglahj 3.6 43

13 womparativeLanalysisLofLtheLrotavirusLNSigLgenenLconservationLofLbasicLandLcysteinearichLregionsLinL
theLproteinLandLpossibleLstemaloopLstructuresLinLtheLRNubLVirology]L1993]Lemj]Lgkfal 3.6 60

12 TheLrotavirusLnonstructuralLprotein]LNSgi]LpossessesLRNuabindingLactivityLinLvitroLandLinLvivobL
Virology]L1992]Leme]Ljmlakdl 3.6 53

11 RotavirusLmorphogenesisnLdomainsLinLtheLmajorLinnerLcapsidLproteinLessentialLforLbindingLtoL
singleashelledLparticlesLandLforLtrimerizationbLVirology]L1991]Leld]Ljmkakdl 3.6 32

10 yvidenceLforLequimolarLsynthesisLofLdoubleastrandLRNuLandLminusastrandLRNuLinLrotavirusainfectedL
cellsbLVirusgResearch]L1990]Lek]Lemmafdl 6.4 22

9 wharacterizationLofLrotavirusLreplicationLintermediatesnLaLmodelLforLtheLassemblyLofLsingleashelledL
particlesbLVirology]L1989]Lekf]Ljejafk 3.6 121

8 StructureLandLproteinLcompositionLofLtheLrotavirusLreplicaseLparticlebLVirology]L1988]Lejj]Lgilaji 3.6 50

7 TheLswitchLfromLtranscriptionLtoLreplicationLofLaLnegativeastrandLRNuLvirusbLColdgSpringgHarborg
SymposiagongQuantitativegBiology]L1987]Lif]Lgjkake 3.9 12
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6 wharacterizationLofLsubviralLparticlesLinLcellsLinfectedLwithLsimianLrotavirusLSueebLVirology]L1986]L
eii]Ljiiaji 3.6 44

5 SynthesisLofLsimianLrotavirusLSueeLdoubleastrandedLRNuLinLaLcellafreeLsystembLVirusgResearch]L1986]L
j]Lfekagg 6.4 44

4 ylectrophoreticLseparationLofLtheLplusLandLminusLstrandsLofLrotavirusLSueeLdoubleastrandedLRNusbL
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