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No evidence of EMAST in whole genome sequencing data from 248 colorectal cancers. Genes
Chromosomes and Cancer, 2021, 60, 463-473.

Prognostic Value of Immune Environment Analysis in Small Bowel Adenocarcinomas with Verified

Mutational Landscape and Predisposing Conditions. Cancers, 2020, 12, 2018. 3.7 5

Retrotransposon insertions can initiate colorectal cancer and are associated with poor survival.
Nature Communications, 2019, 10, 4022.

Association analyses identify 31 new risk loci for colorectal cancer susceptibility. Nature 12.8 179
Communications, 2019, 10, 2154. :

Genomed€wide association study and metad€analysis in Northern European populations replicate multiple
colorectal cancer risk loci. International Journal of Cancer, 2018, 142, 540-546.

Contribution of allelic imbalance to colorectal cancer. Nature Communications, 2018, 9, 3664. 12.8 25

Comprehensive evaluation of coding region point mutations in microsatellited€unstable colorectal
cancer. EMBO Molecular Medicine, 2018, 10, .

Exome-wide somatic mutation characterization of small bowel adenocarcinoma. PLoS Genetics, 2018, a5 62
14, e1007200. :

Mendelian randomisation implicates hyperlipidaemia as a risk factor for colorectal cancer.
International Journal of Cancer, 2017, 140, 2701-2708.

Pro-inflammatory fatty acid profile and colorectal cancer risk: A Mendelian randomisation analysis. 0.8 81
European Journal of Cancer, 2017, 84, 228-238. :

Mendelian randomisation analysis strongly implicates adiposity with risk of developing colorectal

cancer. British Journal of Cancer, 2016, 115, 266-272.

CTCF/cohesin-binding sites are frequently mutated in cancer. Nature Genetics, 2015, 47, 818-821. 21.4 383



