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Thermostable potassium channel-inhibiting neurotoxins in processed scorpion medicinal material
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Proteomics Profiling of Host Cell Response via Protein Expression and Phosphorylation upon Dengue
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Quantitative Proteomics Identified TTC4 as a TBK1 Interactor and a Positive Regulator of SeVa€induced

Innate Immunity. Proteomics, 2018, 18, 1700403. 2.2 15
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Comparative Proteomic Analysis of Histone Post-translational Modifications upon
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Phosphoproteome Analysis of Functional Mitochondria Isolated from Resting Human Muscle Reveals
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