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i Paper IF Citations

569 ~ccasionalGpaternalGinheritanceGofGtheGgermlineTrestrictedGchromosomeGinGsongbirdsUUGProceedingsa
ofatheaNationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaSG2022SGXXeSG 11.5 3

568 orossTtissueGtranscriptomeTwideGassociationGstudiesGidentifyGsusceptibilityGgenesGsharedGbetweenG
schizophreniaGandGinflammatoryGbowelGdiseaseUUGCommunicationsaBiologySG2022SGaSGdW 6.7 1

567 xinkageGanalysisGidentifiesGnovelGgeneticGmodifiersGofGmicrobiomeGtraitsGinGfamiliesGwithG
inflammatoryGbowelGdiseaseUUGGutaMicrobesSG2022SGX4SGYWY44Xa 8.8 0

566 oirculatingGmicrobiomeGinGpatientsGwithGportalGhypertensionUUGGutaMicrobesSG2022SGX4SGYWYebc4 8.8 1

565 ïransethnicGanalysisGofGpsoriasisGsusceptibilityGinGàouthGmsiansGandGquropeansGenhancesG
fineTmappingGinGtheGytoGandGgenomewideUUGHumanaGeneticsaandaGenomicsaAdvancesSG2022SGZSGXWWWbeTXWWWbe0.8 0

564
miRzomeG’rofilingGandGrunctionalGmnalysisGRevealGunvolvementGofGhsaTmiRTXY4bGinGoolonG
mdenomaToarcinomaGïransitionGbyGïargetingGandGUUGInternationalaJournalaofaMolecularaSciencesSG2022
SGYZSG

6.3 1

563 àmRàTooVTYGzspXZGencodesGforGanGtxmTqTstabilizingGpeptideGthatGabrogatesGinhibitionGofG
zwsYmTexpressingGzwGcellsUUGCellaReportsSG2022SGXXWaWZ 10.6 2

562 nTcellTdepletionGreversesGdysbiosisGofGtheGmicrobiomeGinGmultipleGsclerosisGpatientsUUGScientifica
ReportsSG2022SGXYSGZcYd 4.9 0

561 xocalGgeneticGvariationGofGinflammatoryGbowelGdiseaseGinGnasqueGpopulationGandGitsGeffectGinGriskG
predictionUUGScientificaReportsSG2022SGXYSGZZdb 4.9 0

560
senomeTWideGmssociationGàtudyGofGmlzheimerNsGpiseaseGnrainGumagingGniomarkersGandG
zeuropsychologicalG’henotypesGinGtheGquropeanGyedicalGunformationGrrameworkGforGmlzheimerNsG
piseaseGyultimodalGniomarkerGpiscoveryGpatasetUUGFrontiersainaAgingaNeuroscienceSG2022SGX4SGd4WbaX

5.3 0

559 mGmetabolicGaxisGinGobesityGandGtypeGYGdiabetesUUGGutaMicrobesSG2022SGX4SGYWacccd 8.8 2

558 seneticGmssociationsGandGpifferentialGmRzmGqxpressionGxevelsGofGtostGsenesGàuggestGaGViralG
ïriggerGforGqndemicG’emphigusGroliaceusUGVirusesSG2022SGX4SGdce 6.2 1

557 pysbiosisGinGtheGsutGyicrobiotaGinG’atientsGwithGunflammatoryGnowelGpiseaseGduringGRemissionUUG
MicrobiologyaSpectrumSG2022SGeWWbXbYY 8.9 2

556 pifferentialGqffectsGofG~besitySGtyperlipidaemiaSGpietaryGuntakeGandG’hysicalGunactivityGonGïypeGuG
VersusGïypeGuVGmllergiesUGNutrientsSG2022SGX4SGYZaX 6.7

555 pifferentialGandGsharedGgeneticGeffectsGonGkidneyGfunctionGbetweenGdiabeticGandGnonTdiabeticG
individualsUGCommunicationsaBiologySG2022SGaSG 6.7 1

554 ïheGpowerGofGgeneticGdiversityGinGgenomeTwideGassociationGstudiesGofGlipidsUGNatureSG2021SG 50.4 24

553 oommonGandGrareGvariantGassociationGanalysesGinGamyotrophicGlateralGsclerosisGidentifyGXaGriskGlociG
withGdistinctGgeneticGarchitecturesGandGneuronTspecificGbiologyUGNatureaGeneticsSG2021SGaZSGXbZbTXb4d 36.3 19
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552
mntiTglycoproteinGYGOantiTs’YPGugmGandGantiTneutrophilGcytoplasmicGantibodiesGtoGserineGproteinaseGZG
O’RZTmzomPfGantibodiesGtoGpredictGsevereGdiseaseSGpoorGsurvivalGandGcholangiocarcinomaGinGprimaryG
sclerosingGcholangitisUGAlimentaryaPharmacologyaandaTherapeuticsSG2021SGaZSGZWYTZXZ

6.1 5

551 senomeTwideGanalysisGofGaZS4WWGpeopleGwithGirritableGbowelGsyndromeGhighlightsGsharedGgeneticG
pathwaysGwithGmoodGandGanxietyGdisordersUGNatureaGeneticsSG2021SGaZSGXa4ZTXaaY 36.3 11

550 qpigeneticGadaptationsGofGtheGmasticatoryGmucosaGtoGperiodontalGinflammationUGClinicalaEpigeneticsSG
2021SGXZSGYWZ 7.7 0

549 peficiencyGinGʼTlinkedGinhibitorGofGapoptosisGproteinGpromotesGsusceptibilityGtoGmicrobialGtriggersGofG
intestinalGinflammationUGScienceaImmunologySG2021SGbSGeabfc4cZ 28 2

548 üsingGcommonGgeneticGvariantsGtoGfindGdrugsGforGcommonGepilepsiesUUGBrainaCommunicationsSG2021SG
ZSGfcabYdc 4.5 0

547 mGyultiTractorialG~bservationalGàtudyGonGàequentialGrecalGyicrobiotaGïransplantGinG’atientsGwithG
yedicallyGRefractoryGunfectionUGCellsSG2021SGXWSG 7.9 2

546
yethotrexateGïreatmentGofGzewlyGpiagnosedGRmG’atientsGusGmssociatedGWithGpzmGyethylationG
pifferencesGatGsenesGRelevantGforGpiseaseG’athogenesisGandG’harmacologicalGmctionUGFrontiersaina
ImmunologySG2021SGXYSGcXZbXX

8.4 1

545 ValidityGandG’rognosticGValueGofGaG’olygenicGRiskGàcoreGforG’arkinsonNsGpiseaseUUGGenesSG2021SGXYSG 4.2 4

544 RareGvariantGanalysisGinGeczemaGidentifiesGexonicGvariantsGinGpüà’XSGz~ïot4GandGàxoem4UGNaturea
CommunicationsSG2021SGXYSGbbXd 17.4 2

543 yqpïqoGàtudentsGagainstGooronavirusfGunvestigatingGtheGRoleGofGtemostaticGsenesGinGtheG
’redispositionGtoGo~VupTXeGàeverityUGJournalaofaPersonalizedaMedicineSG2021SGXXSG 3.6 1

542 ReportingGguidelinesGforGhumanGmicrobiomeGresearchfGtheGàï~RyàGchecklistUGNatureaMedicineSG2021
SGYcSGXddaTXdeY 50.5 19

541 ïargetingGtheGcytoplasmicGpolyadenylationGelementTbindingGproteinGo’qn4GprotectsGagainstG
dietTinducedGobesityGandGmicrobiomeGdysbiosisUGMolecularaMetabolismSG2021SGa4SGXWXZdd 8.8 2

540
xiquidGniopsyGinGsastricGoancerfGmnalysisGofGàomaticGoancerGïissueGyutationsGinG’lasmaGoellTrreeG
pzmGforG’redictingGpiseaseGàtateGandG’atientGàurvivalUGClinicalaandaTranslationalaGastroenterologySG
2021SGXYSGeWW4WZ

4.2 1

539 mrtificialGintelligenceGenablesGcomprehensiveGgenomeGinterpretationGandGnominationGofGcandidateG
diagnosesGforGrareGgeneticGdiseasesUGGenomeaMedicineSG2021SGXZSGXaZ 14.4 4

538 mdultGsucraseTisomaltaseGdeficiencyGmasqueradingGasGunàUGGutSG2021SG 19.2 0

537 qcologyGimpactsGtheGdecreaseGofGàpirochaetesGandG’revotellaGinGtheGfecalGgutGmicrobiotaGofGurbanG
humansUGBMCaMicrobiologySG2021SGYXSGYcb 4.5 1

536
oarryingGasymptomaticGgallstonesGisGnotGassociatedGwithGchangesGinGintestinalGmicrobiotaG
compositionGandGdiversityGbutGcholecystectomyGwithGsignificantGdysbiosisUGScientificaReportsSG2021SG
XXSGbbcc

4.9 4

535 untestinalGprotozoanGinfectionsGshapeGfecalGbacterialGmicrobiotaGinGchildrenGfromGsuineaTnissauUG
PLoSaNeglectedaTropicalaDiseasesSG2021SGXaSGeWWWeYZY 4.8 2

(2021-2021)

3



534 mgeTdependentGimpactGofGtheGmajorGcommonGgeneticGriskGfactorGforGo~VupTXeGonGseverityGandG
mortalityG2021SG 5

533 mlteredGsutGyicrobialGyetabolismGofGqssentialGzutrientsGinG’rimaryGàclerosingGoholangitisUG
GastroenterologySG2021SGXbWSGXcd4TXcedUeW 13.3 17

532 ’rimateGphageomesGareGstructuredGbyGsuperhostGphylogenyGandGenvironmentUGProceedingsaofathea
NationalaAcademyaofaSciencesaofatheaUnitedaStatesaofaAmericaSG2021SGXXdSG 11.5 6

531 senomeTwideGanalysisGofGe44GXZZGindividualsGprovidesGinsightsGintoGtheGetiologyGofGhaemorrhoidalG
diseaseUGGutSG2021SG 19.2 2

530 udentificationGofGtwoGnovelGbullousGpemphigoidTGassociatedGallelesSGtxmTp mXQWafWaGandG
TpRnXQWcfWXSGinGsermansUGOrphanetaJournalaofaRareaDiseasesSG2021SGXbSGYYd 4.2 3

529 yassGburialGgenomicsGrevealsGoutbreakGofGentericGparatyphoidGfeverGinGtheGxateGyedievalGtradeGcityG
xˆ…beckUGIScienceSG2021SGY4SGXWY4Xe 6.1 3

528 qffectGofGvariousGweightGlossGinterventionsGonGserumGzïTpronz’GconcentrationGinGsevereGobeseG
subjectsGwithoutGclinicalGmanifestGheartGfailureUGScientificaReportsSG2021SGXXSGXWWeb 4.9

527 ïyqyXWbnGandGo’~ʼGareGgeneticGdeterminantsGofGcerebrospinalGfluidGmlzheimerNsGdiseaseG
biomarkerGlevelsUGAlzheimerhsaandaDementiaSG2021SGXcSGXbYdTXb4W 1.2 4

526 udentifyingGgeneticGmodifiersGofGageTassociatedGpenetranceGinGʼTlinkedGdystoniaTparkinsonismUG
NatureaCommunicationsSG2021SGXYSGZYXb 17.4 6

525 ünsuspectedGmssociationsGofGVariantsGwithinGtheGsenesGz~ïot4GandGàïqm’YTmàXGüncoveredGbyGaG
sWmàGinGqndemicG’emphigusGroliaceusUGJournalaofaInvestigativeaDermatologySG2021SGX4XSGYc4XTYc44 4.3 2

524 àhortTtermGphysicalGexerciseGimpactsGonGtheGhumanGholobiontGobtainedGbyGaGrandomisedG
interventionGstudyUGBMCaMicrobiologySG2021SGYXSGXbY 4.5 6

523
xargeTàcaleGumputationGofGwuRGoopyGzumberGandGtxmGmllelesGinGzorthGmmericanGandGquropeanG
’soriasisGoaseToontrolGoohortsGRevealsGmssociationGofGunhibitoryGwuRYpxYGWithG’soriasisUGFrontiersa
inaImmunologySG2021SGXYSGbd4ZYb

8.4 1

522 mGaSWWWTyearToldGhunterTgathererGalreadyGplaguedGbyGαersiniaGpestisUGCellaReportsSG2021SGZaSGXWeYcd 10.6 15

521 mssociationGnetweenGoollagenousGandGxymphocyticGoolitisGandGRiskGofGàevereGooronavirusGpiseaseG
YWXeUGGastroenterologySG2021SGXbWSGYadaTYadcUeZ 13.3 0

520 ïheGalternativeGserotoninGtransporterGpromoterG’YGimpactsGgeneGfunctionGinGfemalesGwithGirritableG
bowelGsyndromeUGJournalaofaCellularaandaMolecularaMedicineSG2021SGYaSGdW4cTdWbX 5.6 1

519 yRuTnasedGuronG’henotypingGandG’atientGàelectionGforGzextTsenerationGàequencingGofG
zonTtomeostaticGuronGRegulatorGtemochromatosisGsenesUGHepatologySG2021SGc4SGY4Y4TY4Za 11.2 2

518 àqïpnXGisGrequiredGforGintestinalGepithelialGdifferentiationGandGtheGpreventionGofGintestinalG
inflammationUGGutSG2021SGcWSG4daT4ed 19.2 11

517 xongTtermGinstabilityGofGtheGintestinalGmicrobiomeGisGassociatedGwithGmetabolicGliverGdiseaseSGlowG
microbiotaGdiversitySGdiabetesGmellitusGandGimpairedGexocrineGpancreaticGfunctionUGGutSG2021SGcWSGaYYTaZW19.2 26
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516
RoleGofGprothrombinGXeeXXGmjsGpolymorphismSGbloodGgroupGandGmaleGgenderGinGpatientsGwithG
venousGthromboembolismfGResultsGofGaGsermanGcohortGstudyUGJournalaofaThrombosisaanda
ThrombolysisSG2021SGaXSG4e4TaWX

5.1 2

515 oirculatingGsp’’T4GisGuncreasedGinG~besityGandGunsulinGResistanceGbutGusGzotGRelatedGtoGàystemicG
yetabolicGunflammationUGJournalaofaClinicalaEndocrinologyaandaMetabolismSG2021SGXWbSGeaeYTebWX 5.6 7

514 àharedGseneticsGofGyultipleGàystemGmtrophyGandGunflammatoryGnowelGpiseaseUGMovementaDisordersSG
2021SGZbSG44eT4ae 7 2

513 ’opulationGconnectivityGofGfanTshapedGspongeGholobiontsGinGtheGdeepGoantabrianGàeaUGDeepoSeaa
ResearchaPartaI:aOceanographicaResearchaPapersSG2021SGXbcSGXWZ4Yc 2.5 3

512 yetaTanalysisGuncoversGgenomeTwideGsignificantGvariantsGforGrapidGkidneyGfunctionGdeclineUGKidneya
InternationalSG2021SGeeSGeYbTeZe 9.9 6

511 seneticGvariabilityGofGimmuneTrelatedGlncRzmsfGpolymorphismsGinGxuzoT’uzïGandGxαdbTmàXGareG
associatedGwithGpemphigusGfoliaceusGsusceptibilityUGExperimentalaDermatologySG2021SGZWSGdZXTd4W 4 4

510 xongitudinalGhighTthroughputGïoRGrepertoireGprofilingGrevealsGtheGdynamicsGofGïTcellGmemoryG
formationGafterGmildGo~VupTXeGinfectionUGELifeSG2021SGXWSG 8.9 44

509 senomeTwideGstudyGofGaGzeolithicGWartbergGgraveGcommunityGrevealsGdistinctGtxmGvariationGandG
hunterTgathererGancestryUGCommunicationsaBiologySG2021SG4SGXXZ 6.7 5

508 qxomeTWideGmssociationGàtudyGudentifiesGrzZwR’GandG’s’GasGzewGoandidateGxongevityGsenesUG
JournalsaofaGerontologyaoaSeriesaAaBiologicalaSciencesaandaMedicalaSciencesSG2021SGcbSGcdbTcea 6.4 4

507 xargeTscaleGassociationGanalysesGidentifyGhostGfactorsGinfluencingGhumanGgutGmicrobiomeG
compositionUGNatureaGeneticsSG2021SGaZSGXabTXba 36.3 80

506 olinicalGcorrelatesGofGantiTàmRàTooVTYGantibodyGprofilesGinGàpanishGo~VupTXeGpatientsGfromGaGhighG
incidenceGregionUGScientificaReportsSG2021SGXXSG4ZbZ 4.9 4

505 àingleTGandGyultimarkerGsenomeTWideGàcansGqvidenceGzovelGseneticGRiskGyodifiersGforGVenousG
ïhromboembolismUGThrombosisaandaHaemostasisSG2021SGXYXSGXXbeTXXdW 7 3

504 tumanG˛†TpefensinGYGyutationsGmreGmssociatedGWithGmsthmaGandGmtopyGinGohildrenGandGutsG
mpplicationG’reventsGmtopicGmsthmaGinGaGyouseGyodelUGFrontiersainaImmunologySG2021SGXYSGbZbWbX 8.4 7

503 mGheterozygousGgermlineGopXWWGmutationGinGaGfamilyGwithGprimaryGsclerosingGcholangitisUGSciencea
TranslationalaMedicineSG2021SGXZSG 17.5 1

502 ïransethnicGanalysisGofGtheGhumanGleukocyteGantigenGregionGforGulcerativeGcolitisGrevealsGnotGonlyG
sharedGbutGalsoGethnicityTspecificGdiseaseGassociationsUGHumanaMolecularaGeneticsSG2021SGZWSGZabTZbe 5.6 4

501 mGsurveyGofGfunctionalGdyspepsiaGinGZbXSZbWGindividualsfG’henotypicGandGgeneticGcrossTdiseaseG
analysesUGNeurogastroenterologyaandaMotilitySG2021SGeX4YZb 4 0

500 àingleTcellGatlasGofGhepaticGïGcellsGrevealsGexpansionGofGliverTresidentGnaiveTlikeGop4GïGcellsGinG
primaryGsclerosingGcholangitisUGJournalaofaHepatologySG2021SGcaSG4X4T4YZ 13.4 5

499 ummunopeptidomicsGtoolkitGlibraryGOu’ïwPfGaGpythonTbasedGmodularGtoolboxGforGanalyzingG
immunopeptidomicsGdataUGBMCaBioinformaticsSG2021SGYYSG4Wa 3.6 0
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498 àexTspecificGgeneticGfactorsGaffectGtheGriskGofGearlyTonsetGperiodontitisGinGquropeansUGJournalaofa
ClinicalaPeriodontologySG2021SG4dSGX4W4TX4XZ 7.7 1

497 senomeTwideGmssociationGàtudyGudentifiesGYGzewGxociGmssociatedGWithGmntiTzypmRGqncephalitisUG
Neurology:aNeuroimmunologyaandaNeuroInflammationSG2021SGdSG 9.1 3

496 seneticGassociationGandGdifferentialGexpressionGofGtxmoomplexsroupGlncRzmsGinGpemphigusUG
JournalaofaAutoimmunitySG2021SGXYZSGXWYcWa 15.5 2

495 RareGgeneticGcodingGvariantsGassociatedGwithGhumanGlongevityGandGprotectionGagainstGageTrelatedG
diseasesUGNatureaAgingSG2021SGXSGcdZTce4 4

494
mnalysisGofGàmRàTooVTYGreverseGtranscriptionTquantitativeGpolymeraseGchainGreactionGcycleG
thresholdGvaluesGvisTˆ TvisGantiTàmRàTooVTYGantibodiesGfromGaGhighGincidenceGregionUGInternationala
JournalaofaInfectiousaDiseasesSG2021SGXXWSGXX4TXYY

10.5 0

493 yicrobialGpiversityGandGmbundanceGofGyediateGtheGmssociationsGnetweenGtigherGuntakeGofG
rlavonoidTRichGroodsGandGxowerGnloodG’ressureUGHypertensionSG2021SGcdSGXWXbTXWYb 8.5 3

492 mgeTdependentGimpactGofGtheGmajorGcommonGgeneticGriskGfactorGforGo~VupTXeGonGseverityGandG
mortalityUGJournalaofaClinicalaInvestigationSG2021SGXZXSG 15.9 15

491 senomeTwideGassociationGstudyGinGdSeabGsermanGindividualsGidentifiesGinfluenceGofGmn~GhistoTbloodG
groupsGonGgutGmicrobiomeUGNatureaGeneticsSG2021SGaZSGX4cTXaa 36.3 19

490 unterplayGbetweenGsenomeSGyetabolomeGandGyicrobiomeGinGoolorectalGoancerUUGCancersSG2021SGXZSG 6.6 4

489 sWmàGofGstoolGfrequencyGprovidesGinsightsGintoGgastrointestinalGmotilityGandGirritableGbowelG
syndromeUUGCellaGenomicsSG2021SGXSGzone 2

488 ïargetedGanalysisGofGpolymorphicGlociGfromGlowTcoverageGshotgunGsequenceGdataGallowsGaccurateG
genotypingGofGtxmGgenesGinGhistoricalGhumanGpopulationsUGScientificaReportsSG2020SGXWSGcZZe 4.9 3

487 qxomeGsequencingGinGZdGpatientsGwithGintracranialGaneurysmsGandGsubarachnoidGhemorrhageUG
JournalaofaNeurologySG2020SGYbcSGYaZZTYa4a 5.5 4

486 RqfG~ralGxeukoplakiaGandGRiskGofG’rogressionGtoG~ralGoancerfGmG’opulationTnasedGoohortGàtudyUG
JournalaofatheaNationalaCanceraInstituteSG2020SGXXYSGebdTebe 9.7 1

485 mGdiseaseTspecificGdeclineGofGtheGrelativeGabundanceGofGnifidobacteriumGinGpatientsGwithG
autoimmuneGhepatitisUGAlimentaryaPharmacologyaandaTherapeuticsSG2020SGaXSGX4XcTX4Yd 6.1 20

484 ïheGmutationalGconstraintGspectrumGquantifiedGfromGvariationGinGX4XS4abGhumansUGNatureSG2020SG
adXSG4Z4T44Z 50.4 2278

483 senomeTwideGassociationsGofGhumanGgutGmicrobiomeGvariationGandGimplicationsGforGcausalG
inferenceGanalysesUGNatureaMicrobiologySG2020SGaSGXWceTXWdc 26.6 55

482 mminoGacidGencodingGforGdeepGlearningGapplicationsUGBMCaBioinformaticsSG2020SGYXSGYZa 3.6 18

481 senomewideGmssociationGàtudyGofGàevereGoovidTXeGwithGRespiratoryGrailureUGNewaEnglandaJournala
ofaMedicineSG2020SGZdZSGXaYYTXaZ4 59.2 913
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480 uxTYYG’aucityGinGm’qoqpGusGmssociatedGWithGyucosalGandGyicrobialGmlterationsGinG~ralGoavityUG
FrontiersainaImmunologySG2020SGXXSGdZd 8.4 11

479 ïranslationGofGmouseGmodelGtoGhumanGgivesGinsightsGintoGperiodontitisGetiologyUGScientificaReportsSG
2020SGXWSG4deY 4.9 7

478 àugarTunducedG~besityGandGunsulinGResistanceGmreGüncoupledGfromGàhortenedGàurvivalGinG
prosophilaUGCellaMetabolismSG2020SGZXSGcXWTcYaUec 24.6 25

477 pzmGmethylationG ïxGanalysisGidentifiesGnewGregulatorsGofGhumanGlongevityUGHumanaMoleculara
GeneticsSG2020SGYeSGXXa4TXXbc 5.6 9

476 mrrhythmicGsutGyicrobiomeGàignaturesG’redictGRiskGofGïypeGYGpiabetesUGCellaHostaandaMicrobeSG2020SG
YdSGYadTYcYUeb 23.4 68

475
yotorSGcognitiveGandGmobilityGdeficitsGinGXWWWGgeriatricGpatientsfGprotocolGofGaGquantitativeG
observationalGstudyGbeforeGandGafterGroutineGclinicalGgeriatricGtreatmentGTGtheGoom~nTstudyUGBMCa
GeriatricsSG2020SGYWSG4a

4.1 7

474
RheumatoidGmrthritisG’atientsSGnothGzewlyGpiagnosedGandGyethotrexateGïreatedSGàhowGyoreGpzmG
yethylationGpifferencesGinGop4GyemoryGïhanGinGop4GzaˆflveGïGoellsUGFrontiersainaImmunologySG2020SG
XXSGXe4

8.4 8

473  uantitativeGcomparisonGofGwithinTsampleGheterogeneityGscoresGforGpzmGmethylationGdataUGNucleica
AcidsaResearchSG2020SG4dSGe4b 20.1 14

472 mGcrossTdiseaseGmetaTsWmàGidentifiesGfourGnewGsusceptibilityGlociGsharedGbetweenGsystemicG
sclerosisGandGorohnNsGdiseaseUGScientificaReportsSG2020SGXWSGXdbY 4.9 11

471 unGàilicoGsuidedGpiscoveryGofGzovelGolassGuGandGuuGqpitopesGRecognizedGbyGïGoellsGfromGohagasNG
piseaseG’atientsUGJournalaofaImmunologySG2020SGYW4SGXacXTXadX 5.3 2

470 pepletionGofGerythropoieticGmiRT4dbTapGandGmiRT4aXaGimprovesGdetectabilityGofGrareGmicroRzmsGinG
peripheralGbloodTderivedGsmallGRzmGsequencingGlibrariesUGNARaGenomicsaandaBioinformaticsSG2020SGYSGlqaaWWd3.7 7

469 yonocytesGasGpotentialGmediatorsGofGpathogenTinducedGïhXcGdifferentiationGinGpatientsGwithG
primaryGsclerosingGcholangitisGO’àoPUGHepatologySG2020SGcYSGXZXW 11.2 15

468 sutGmycobiomeGofGprimaryGsclerosingGcholangitisGpatientsGisGcharacterisedGbyGanGincreaseGofGandG
speciesUGGutSG2020SGbeSGXdeWTXdeY 19.2 6

467 RareGVariantsGinGàpecificGxysosomalGsenesGmreGmssociatedGWithG’arkinsonNsGpiseaseUGMovementa
DisordersSG2020SGZaSGXY4aTXY4d 7 23

466 mGbenchmarkGofGhemoglobinGblockingGduringGlibraryGpreparationGforGmRzmTàequencingGofGhumanG
bloodGsamplesUGScientificaReportsSG2020SGXWSGabZW 4.9 1

465 yolecularGàubtypesGwithGpistinctGolinicalG’henotypesGandGmctionableGïargetsGinGmdultGnGoellG
’recursorGmxxGïreatmentGmccordingGtoGsymxxG’rotocolsUGBloodSG2020SGXZbSGXXTXY 2.2 0

464 ïheGsutGyicrobiomeGinG’atientsGWithGohronicG’ancreatitisGusGoharacterizedGbyGàignificantGpysbiosisG
andG~vergrowthGbyG~pportunisticG’athogensUGClinicalaandaTranslationalaGastroenterologySG2020SGXXSGeWWYZY4.2 13

463 ~nGgiantGshouldersfGhowGaGseamountGaffectsGtheGmicrobialGcommunityGcompositionGofGseawaterGandG
spongesUGBiogeosciencesSG2020SGXcSGZ4cXTZ4db 4.6 9

(2020-2020)
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462 ’rimaryGandGsecondaryGantiTviralGresponseGcapturedGbyGtheGdynamicsGandGphenotypeGofGindividualGïG
cellGclonesUGELifeSG2020SGeSG 8.9 25

461 muthorGresponsefGxongitudinalGhighTthroughputGïoRGrepertoireGprofilingGrevealsGtheGdynamicsGofG
ïTcellGmemoryGformationGafterGmildGo~VupTXeGinfectionG2020SG 2

460 ’rivateGvariantsGinG’RwzGareGassociatedGwithGlateTonsetG’arkinsonNsGdiseaseUGParkinsonismaanda
RelatedaDisordersSG2020SGcaSGY4TYb 3.6 2

459 ’roteinTcodingGvariantsGcontributeGtoGtheGriskGofGatopicGdermatitisGandGskinTspecificGgeneG
expressionUGJournalaofaAllergyaandaClinicalaImmunologySG2020SGX4aSGXYWdTXYXd 11.5 19

458
udentificationGofGpiseaseTassociatedGïraitsGandGolonotypesGinGtheGïGoellGReceptorGRepertoireGofG
yonozygoticGïwinsGmffectedGbyGunflammatoryGnowelGpiseasesUGJournalaofaCrohnhsaandaColitisSG2020SG
X4SGccdTceW

1.5 5

457 senomicGoharacterizationGofGoholangiocarcinomaGinG’rimaryGàclerosingGoholangitisGRevealsG
ïherapeuticG~pportunitiesUGHepatologySG2020SGcYSGXYaZTXYbb 11.2 15

456
RapidGresponseGofGstageGuVGcolorectalGcancerGwithGm’oVï’aZVwRmàGmutationsGtoGr~xruRuGandG
nevacizumabGcombinationGchemotherapyfGaGcaseGreportGofGuseGofGliquidGbiopsyUGBMCaMedicala
GeneticsSG2020SGYXSGZ

2.1 4

455 ïheGroleGofGtheGgutGmicrobiomeGinGtheGassociationGbetweenGhabitualGanthocyaninGintakeGandGvisceralG
abdominalGfatGinGpopulationTlevelGanalysisUGAmericanaJournalaofaClinicalaNutritionSG2020SGXXXSGZ4WTZaW 7 10

454 ohloroflexiGpominateGtheGpeepTàeaGsolfGnallGàpongesGoraniellaGzetlandicaGandGoraniellaGinfrequensG
ïhroughoutGpifferentGxifeGàtagesUGFrontiersainaMarineaScienceSG2020SGcSG 4.5 8

453
qlucidatingGtheGunfluenceGofGohromosomalGmrchitectureGonGïranscriptionalGRegulationGinG
’rokaryotesGTG~bservingGàtrongGxocalGqffectsGofGzucleoidGàtructureGonGseneGRegulationUGFrontiersaina
MicrobiologySG2020SGXXSGYWWY

5.7 3

452 seneticGriskGforGmlzheimerGdiseaseGpredictsGhippocampalGvolumeGthroughGtheGhumanGlifespanUG
Neurology:aGeneticsSG2020SGbSGeaWb 3.8 10

451 oirculatingGlevelsGofGsolubleGpipeptidylpeptidaseT4GareGreducedGinGhumanGsubjectsGhospitalizedGforG
severeGo~VupTXeGinfectionsUGInternationalaJournalaofaObesitySG2020SG44SGYZZaTYZZd 5.5 21

450 ïwoG’revalentG~XWWTkbGpeletionsGoausativeGofGtheGs’nTpeficientGnloodGsroupGyzàG’henotypeG
àTsTüTGinGnlackGmfricansUGTransfusionaMedicineaandaHemotherapySG2020SG4cSGZYbTZZb 4.2 4

449 oomparativeGàtudiesGofGtheGsutGyicrobiotaGinGtheG~ffspringGofGyothersGWithGandGWithoutG
sestationalGpiabetesUGFrontiersainaCellularaandaInfectionaMicrobiologySG2020SGXWSGaZbYdY 5.9 4

448 senomeTwideGassociationGstudyGofGmlzheimerNsGdiseaseGoàrGbiomarkersGinGtheGqyurTmpGyultimodalG
niomarkerGpiscoveryGdatasetUGTranslationalaPsychiatrySG2020SGXWSG4WZ 8.6 10

447 xongitudinalGyultiTomicsGmnalysesGudentifyGResponsesGofGyegakaryocytesSGqrythroidGoellsSGandG
’lasmablastsGasGtallmarksGofGàevereGo~VupTXeUGImmunitySG2020SGaZSGXYebTXZX4Uee 32.3 109

446 xowTmvidityGop4GïGoellGResponsesGtoGàmRàTooVTYGinGünexposedGundividualsGandGtumansGwithGàevereG
o~VupTXeUGImmunitySG2020SGaZSGXYadTXYcXUea 32.3 119

445 penseGsamplingGofGbirdGdiversityGincreasesGpowerGofGcomparativeGgenomicsUGNatureSG2020SGadcSGYaYTYac 50.4 89
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444
ünbiasedGoharacterizationGofG’eptideTtxmGolassGuuGunteractionsGnasedGonGxargeTàcaleG’eptideG
yicroarraysgGmssessmentGofGtheGumpactGonGtxmGolassGuuGxigandGandGqpitopeG’redictionUGFrontiersaina
ImmunologySG2020SGXXSGXcWa

8.4 1

443 ooncentrationGandGchemicalGformGofGdietaryGzincGshapeGtheGporcineGcolonGmicrobiomeSGitsGfunctionalG
capacityGandGantibioticGresistanceGgeneGrepertoireUGISMEaJournalSG2020SGX4SGYcdZTYceZ 11.9 15

442
ïheGumpactGofG~ralGàodiumGohlorideGàupplementationGonGïhriveGandGtheGuntestinalGyicrobiomeGinG
zeonatesGWithGàmallGnowelG~stomiesfGmG’rospectiveGoohortGàtudyUGFrontiersainaImmunologySG2020SG
XXSGX4YX

8.4 5

441 mutoantibodyTnegativeGinsulinTdependentGdiabetesGmellitusGafterGàmRàTooVTYGinfectionfGaGcaseG
reportUGNatureaMetabolismSG2020SGYSGXWYXTXWY4 14.6 86

440 pickkopfTXG~verexpressionGinGvitroGzominatesGoandidateGnloodGniomarkersGRelatingGtoGmlzheimerNsG
piseaseG’athologyUGJournalaofaAlzheimerhsaDiseaseSG2020SGccSGXZaZTXZbd 4.3 4

439 seneticGriskGfactorsGpredictGdiseaseGprogressionGinGorohnNsGdiseaseGpatientsGofGtheGàwissG
inflammatoryGbowelGdiseaseGcohortUGTherapeuticaAdvancesainaGastroenterologySG2020SGXZSGXcabYd4dYWeaeYaY4.7 4

438 rirstGknownGcaseGofGpaediatricGinflammatoryGbowelGdiseaseGinGaGwesternGlowlandGgorillaGmayGbeG
linkedGtoGaGfamilialGmutationGinGtheGgeneUGGutSG2020SGbeSGXXaZTXXa4 19.2 1

437 seneticGbackgroundGofGhighGbloodGpressureGisGassociatedGwithGreducedGmortalityGinGprematureG
neonatesUGArchivesaofaDiseaseainaChildhood:aFetalaandaNeonatalaEditionSG2020SGXWaSGXd4TXde 4.7 5

436 seneticGVariationGinGtàpXcnXZGReducesGtheGRiskGofGpevelopingGoirrhosisGandGtepatocellularG
oarcinomaGinGmlcoholGyisusersUGHepatologySG2020SGcYSGddTXWY 11.2 46

435 mlterationsGofGtheGbileGmicrobiomeGinGprimaryGsclerosingGcholangitisUGGutSG2020SGbeSGbbaTbcY 19.2 41

434 oopyGnumberGvariantsGinGlipidGmetabolismGgenesGareGassociatedGwithGgallstonesGdiseaseGinGmenUG
EuropeanaJournalaofaHumanaGeneticsSG2020SGYdSGYb4TYcZ 5.3 2

433 mGfungalGpathogenGinducesGsystemicGsusceptibilityGandGsystemicGshiftsGinGwheatGmetabolomeGandG
microbiomeGcompositionUGNatureaCommunicationsSG2020SGXXSGXeXW 17.4 35

432 ourrentGpevelopmentsGofGolinicalGàequencingGandGtheGolinicalGütilityGofG’olygenicGRiskGàcoresGinG
unflammatoryGpiseasesUGFrontiersainaImmunologySG2020SGXXSGaccbcc 8.4 0

431 tostTyicrobeTprugTzutrientGàcreenGudentifiesGnacterialGqffectorsGofGyetforminGïherapyUGCellSG2019SG
XcdSGXYeeTXZXYUeYe 56.2 109

430 mutomatedGrealTtimeGmonitoringGofGhumanGpluripotentGstemGcellGaggregationGinGstirredGtankG
reactorsUGScientificaReportsSG2019SGeSGXYYec 4.9 16

429 piscoveryGandGvalidationGofGplasmaGproteomicGbiomarkersGrelatingGtoGbrainGamyloidGburdenGbyG
à~ymscanGassayUGAlzheimerhsaandaDementiaSG2019SGXaSGX4cdTX4dd 1.2 22

428 senomeTwideGassociationGmetaTanalysesGandGfineTmappingGelucidateGpathwaysGinfluencingG
albuminuriaUGNatureaCommunicationsSG2019SGXWSG4XZW 17.4 43

427 oomparativeGanalysisGofGampliconGandGmetagenomicGsequencingGmethodsGrevealsGkeyGfeaturesGinG
theGevolutionGofGanimalGmetaorganismsUGMicrobiomeSG2019SGcSGXZZ 16.6 73

(2019-2020)
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426 udentifyingGorohnNsGdiseaseGsignalGfromGvariomeGanalysisUGGenomeaMedicineSG2019SGXXSGae 14.4 7

425 yetabolicGrunctionsGofGsutGyicrobesGmssociateGWithGqfficacyGof´ ïumorGzecrosisGractorGmntagonistsG
inG’atientsGWithGunflammatoryGnowelGpiseasesUGGastroenterologySG2019SGXacSGXYceTXYeYUeXX 13.3 101

424 senomeTwideGassociationGanalysisGofGdiverticularGdiseaseGpointsGtowardsGneuromuscularSG
connectiveGtissueGandGepithelialGpathomechanismsUGGutSG2019SGbdSGda4Tdba 19.2 39

423 VariantsGinGmnosdGandGïRmrZGgenesGconferGriskGforGgallstoneGdiseaseGinGadmixedGxatinosGwithG
yapucheGzativeGmmericanGancestryUGScientificaReportsSG2019SGeSGccY 4.9 16

422
senomeTwideGassociationGstudyGofGmyocardialGinfarctionSGatrialGfibrillationSGacuteGstrokeSGacuteG
kidneyGinjuryGandGdeliriumGafterGcardiacGsurgeryGTGaGsubTanalysisGofGtheGRu’teartTàtudyUGBMCa
CardiovascularaDisordersSG2019SGXeSGYb

2.3 10

421 yissenseGvariantsGinGz~ʼXGandGpYYphoxGinGaGcaseGofGveryTearlyTonsetGinflammatoryGbowelGdiseaseG
areGfunctionallyGlinkedGtoGz~pYUGJournalaofaPhysicalaEducationaandaSportsaManagementSG2019SGaSG 2.8 11

420 xiverGinfiltratingGïGcellsGregulateGbileGacidGmetabolismGinGexperimentalGcholangitisUGJournalaofa
HepatologySG2019SGcXSGcdZTceY 13.4 18

419 mGcatalogGofGgeneticGlociGassociatedGwithGkidneyGfunctionGfromGanalysesGofGaGmillionGindividualsUG
NatureaGeneticsSG2019SGaXSGeacTecY 36.3 217

418 xinkingGpreTexistingGbiorepositoriesGforGmedicalGresearchfGtheG’opsenGYUWGzetworkUGJournalaofa
CommunityaGeneticsSG2019SGXWSGaYZTaZW 2.5 4

417 seneticGmechanismGunderlyingGsexualGplasticityGandGitsGassociationGwithGcolourGpatterningGinG
zebrafishGOpanioGrerioPUGBMCaGenomicsSG2019SGYWSGZ4X 4.5 7

416 VarWatchTmGstandTaloneGsoftwareGtoolGforGvariantGmatchingUGPLoSaONESG2019SGX4SGeWYXabXd 3.7

415 untegratingGoultureTbasedGmntibioticGResistanceG’rofilesGwithGWholeTgenomeGàequencingGpataGforG
XXSWdcGolinicalGusolatesUGGenomicsnaProteomicsaandaBioinformaticsSG2019SGXcSGXbeTXdY 6.5 6

414 senomeTwideGsurveyGofGcopyGnumberGvariantsGfindsGym’ïGduplicationsGinGprogressiveGsupranuclearG
palsyUGMovementaDisordersSG2019SGZ4SGXW4eTXWae 7 15

413 zoGassociationGbetweenG’arkinsonGdiseaseGandGautoantibodiesGagainstGzypmTtypeGglutamateG
receptorsUGTranslationalaNeurodegenerationSG2019SGdSGXX 10.3 8

412 ValidatedGReferenceG’anelGfromGRenewableGàourceGofGsenomicGpzmGmvailableGforGàtandardizationG
ofGnloodGsroupGsenotypingUGJournalaofaMolecularaDiagnosticsSG2019SGYXSGaYaTaZc 5.1 4

411 mtopicGpermatitisGusGanGuxTXZTpominantGpiseaseGwithGsreaterGyolecularGteterogeneityGoomparedGtoG
’soriasisUGJournalaofaInvestigativeaDermatologySG2019SGXZeSGX4dWTX4de 4.3 122

410 βzrXZZGisGassociatedGwithGinfliximabGresponsivenessGinGpatientsGwithGinflammatoryGbowelGdiseasesUG
JournalaofaGastroenterologyaandaHepatologyaiAustraliakSG2019SGZ4SGXcYcTXcZa 4 4

409 senomeTwideGassociationGstudyGofGpsoriasisGinGanGqgyptianGpopulationUGExperimentalaDermatologySG
2019SGYdSGbYZTbYc 4 10
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408 mnalysisGofGlongGnonTcodingGRzmGandGmRzmGexpressionGinGbovineGmacrophagesGbringsGupGnovelG
aspectsGofGyycobacteriumGaviumGsubspeciesGparatuberculosisGinfectionsUGScientificaReportsSG2019SGeSGXacX4.9 15

407 runctionalGabdominalGpainGandGdiscomfortGOunàPGisGnotGassociatedGwithGfaecalGmicrobiotaG
compositionGinGtheGgeneralGpopulationUGGutSG2019SGbdSGXXZXTXXZZ 19.2 9

406 ~beseGundividualsGwithGandGwithoutGïypeGYGpiabetesGàhowGpifferentGsutGyicrobialGrunctionalG
oapacityGandGoompositionUGCellaHostaandaMicrobeSG2019SGYbSGYaYTYb4UeXW 23.4 120

405 mGstructuredGweightGlossGprogramGincreasesGgutGmicrobiotaGphylogeneticGdiversityGandGreducesG
levelsGofGoollinsellaGinGobeseGtypeGYGdiabeticsfGmGpilotGstudyUGPLoSaONESG2019SGX4SGeWYXe4de 3.7 44

404 oonsistentGalterationsGinGfaecalGmicrobiomesGofGpatientsGwithGprimaryGsclerosingGcholangitisG
independentGofGassociatedGcolitisUGAlimentaryaPharmacologyaandaTherapeuticsSG2019SGaWSGadWTade 6.1 36

403 mGcombinedGepigenomeTGandGtranscriptomeTwideGassociationGstudyGofGtheGoralGmasticatoryGmucosaG
assignsGoα’XnXGaGcentralGroleGforGepithelialGhealthGinGsmokersUGClinicalaEpigeneticsSG2019SGXXSGXWa 7.7 7

402 ’seudomonasGaeruginosaGpopulationsGinGtheGcysticGfibrosisGlungGloseGsusceptibilityGtoGnewlyGappliedG
˛†TlactamsGwithinGZGdaysUGJournalaofaAntimicrobialaChemotherapySG2019SGc4SGYeXbTYeYa 5.1 14

401 pifferentialGgeneticGandGfunctionalGbackgroundGinGinflammatoryGbowelGdiseaseGphenotypesGofGaG
sreekGpopulationfGaGsystemsGbioinformaticsGapproachUGGutaPathogensSG2019SGXXSGZX 5.4 5

400 sWmàGforGsystemicGsclerosisGidentifiesGmultipleGriskGlociGandGhighlightsGfibroticGandGvasculopathyG
pathwaysUGNatureaCommunicationsSG2019SGXWSG4eaa 17.4 46

399 mssociationsGofGautozygosityGwithGaGbroadGrangeGofGhumanGphenotypesUGNatureaCommunicationsSG
2019SGXWSG4eac 17.4 40

398 unpGsenomicGRiskGxociGandG~verlapGwithG~therGunflammatoryGpiseasesG2019SGeXTXXa

397 yicroRzmsGandGunflammatoryGnowelGpiseaseG2019SGYWZTYZW 0

396 umpairedGqxocrineG’ancreaticGrunctionGmssociatesGWithGohangesGinGuntestinalGyicrobiotaG
oompositionGandGpiversityUGGastroenterologySG2019SGXabSGXWXWTXWXa 13.3 42

395 zormalGgutGmicrobiomeGinGzypmGreceptorGencephalitisUGNeurology:aNeuroimmunologyaanda
NeuroInflammationSG2019SGbSG 9.1 6

394
oomplementGReceptorGXGOoRXSGopZaPG’olymorphismsGandGàolubleGoRXfGmG’roposedG
mntiTinflammatoryGRoleGtoG uenchGtheGrireGofGIrogoGàelvagemIG’emphigusGroliaceusUGFrontiersaina
ImmunologySG2019SGXWSGYada

8.4 7

393 telicobacterGpyloriGinfectionGassociatesGwithGfecalGmicrobiotaGcompositionGandGdiversityUGScientifica
ReportsSG2019SGeSGYWXWW 4.9 29

392 yinorGcompositionalGalterationsGinGfaecalGmicrobiotaGafterGfiveGweeksGandGfiveGmonthsGstorageGatG
roomGtemperatureGonGfilterGpapersUGScientificaReportsSG2019SGeSGXeWWd 4.9 5

391 xeptinGinducesGïzr˛–TdependentGinflammationGinGacquiredGgeneralizedGlipodystrophyGandGcombinedG
orohnNsGdiseaseUGNatureaCommunicationsSG2019SGXWSGabYe 17.4 19

(2019-2019)
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390 yetaTanalysisGofGgenomeTwideGassociationGstudiesGofGaggressiveGandGchronicGperiodontitisGidentifiesG
twoGnovelGriskGlociUGEuropeanaJournalaofaHumanaGeneticsSG2019SGYcSGXWYTXXZ 5.3 36

389 uxTXcmGisGfunctionallyGrelevantGandGaGpotentialGtherapeuticGtargetGinGbullousGpemphigoidUGJournalaofa
AutoimmunitySG2019SGebSGXW4TXXY 15.5 39

388 senomeTwideGmetaTanalysisGrevealsGsharedGnewGinGsystemicGseropositiveGrheumaticGdiseasesUGAnnalsa
ofatheaRheumaticaDiseasesSG2019SGcdSGZXXTZXe 2.4 41

387 seneticGdeterminantsGofGriskGinGpulmonaryGarterialGhypertensionfGinternationalGgenomeTwideG
associationGstudiesGandGmetaTanalysisUGLancetaRespiratoryaMedicinentheSG2019SGcSGYYcTYZd 35.1 55

386 seneticGmarkersGassociatedGwithGlongTtermGcardiovascularGoutcomeGinGkidneyGtransplantGrecipientsUG
AmericanaJournalaofaTransplantationSG2019SGXeSGX444TX4aX 8.7 3

385 oonstructionGandGbenchmarkingGofGaGmultiTethnicGreferenceGpanelGforGtheGimputationGofGtxmGclassGuG
andGuuGallelesUGHumanaMolecularaGeneticsSG2019SGYdSGYWcdTYWeY 5.6 22

384
typomorphicGcaspaseGactivationGandGrecruitmentGdomainGXXGOomRpXXPGmutationsGassociatedGwithG
diverseGimmunologicGphenotypesGwithGorGwithoutGatopicGdiseaseUGJournalaofaAllergyaandaClinicala
ImmunologySG2019SGX4ZSGX4dYTX4ea

11.5 70

383 àucraseTisomaltaseGXa’heGunàGriskGvariantGinGrelationGtoGdietaryGcarbohydratesGandGfaecalGmicrobiotaG
compositionUGGutSG2019SGbdSGXccTXcd 19.2 10

382 VedolizumabGisGassociatedGwithGchangesGinGinnateGratherGthanGadaptiveGimmunityGinGpatientsGwithG
inflammatoryGbowelGdiseaseUGGutSG2019SGbdSGYaTZe 19.2 91

381 uncreasedG’revalenceGofGRareGàucraseTisomaltaseG’athogenic´ VariantsGinGurritableGnowelGàyndromeG
’atientsUGClinicalaGastroenterologyaandaHepatologySG2018SGXbSGXbcZTXbcb 6.9 37

380 qpidermalGlipidGcompositionSGbarrierGintegritySGandGeczematousGinflammationGareGassociatedGwithG
skinGmicrobiomeGconfigurationUGJournalaofaAllergyaandaClinicalaImmunologySG2018SGX4XSGXbbdTXbcbUeXb 11.5 71

379 WhitherGsystemsGmedicinekUGExperimentalaandaMolecularaMedicineSG2018SGaWSGe4aZ 12.8 37

378 àmallGncRzmTàeqGResultsGofGtumanGïissuesfGVariationsGpependingGonGàampleGuntegrityUGClinicala
ChemistrySG2018SGb4SGXWc4TXWd4 5.5 4

377 zsàTbasedGmethylationGprofilingGdifferentiatesGïorZTtxrGandGïorZT’nʼXGpositiveGnTcellGacuteG
lymphoblasticGleukemiaUGEpigenomicsSG2018SGXWSGXZZTX4c 4.4 7

376 mGhighTresolutionGmapGofGtheGhumanGsmallGnonTcodingGtranscriptomeUGBioinformaticsSG2018SGZ4SGXbYXTXbYd7.2 19

375 runctionalGsequencingGreadGannotationGforGhighGprecisionGmicrobiomeGanalysisUGNucleicaAcidsa
ResearchSG2018SG4bSGeYZ 20.1 21

374 rormulaGreedingG’redisposesGzeonatalG’igletsGtoGolostridiumGdifficileGsutGunfectionUGJournalaofa
InfectiousaDiseasesSG2018SGYXcSGX44YTX4aY 7 14

373 qxposureGtoGtheGgutGmicrobiotaGdrivesGdistinctGmethylomeGandGtranscriptomeGchangesGinGintestinalG
epithelialGcellsGduringGpostnatalGdevelopmentUGGenomeaMedicineSG2018SGXWSGYc 14.4 76
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372 ïheGantibioticGresistomeGandGmicrobiotaGlandscapeGofGrefugeesGfromGàyriaSGuraqGandGmfghanistanGinG
sermanyUGMicrobiomeSG2018SGbSGZc 16.6 15

371 mncientGpzmGstudyGrevealsGtxmGsusceptibilityGlocusGforGleprosyGinGmedievalGquropeansUGNaturea
CommunicationsSG2018SGeSGXabe 17.4 41

370 remaleTàpecificGmssociationGnetweenGVariantsGonGohromosomeGeGandGàelfTReportedGpiagnosisGofG
urritableGnowelGàyndromeUGGastroenterologySG2018SGXaaSGXbdTXce 13.3 31

369 seneticGpredispositionGinGantiTxsuXGandGantiTzypmGreceptorGencephalitisUGAnnalsaofaNeurologySG2018
SGdZSGdbZTdbe 9.4 82

368 runctionalGvariantsGinGtheGsucraseTisomaltaseGgeneGassociateGwithGincreasedGriskGofGirritableGbowelG
syndromeUGGutSG2018SGbcSGYbZTYcW 19.2 79

367 ïheGohangingGxandscapeGofGzaiveGïGoellGReceptorGRepertoireGWithGtumanGmgingUGFrontiersaina
ImmunologySG2018SGeSGXbXd 8.4 58

366 WholeTexomeGsequencingGidentifiesGrareGgeneticGvariationsGinGsermanGfamiliesGwithGpulmonaryG
sarcoidosisUGHumanaGeneticsSG2018SGXZcSGcWaTcXb 6.3 12

365 yetaTanalysisGofGhumanGgenomeTmicrobiomeGassociationGstudiesfGtheGyiniosenGconsortiumG
initiativeUGMicrobiomeSG2018SGbSGXWX 16.6 53

364 sestationalGdiabetesGisGassociatedGwithGchangeGinGtheGgutGmicrobiotaGcompositionGinGthirdGtrimesterG
ofGpregnancyGandGpostpartumUGMicrobiomeSG2018SGbSGde 16.6 155

363 ïheGucemanNsGxastGyealGoonsistedGofGratSGWildGyeatSGandGoerealsUGCurrentaBiologySG2018SGYdSGYZ4dTYZaaUee6.3 25

362 senetikGdesGyorbusGorohnGundGderGoolitisGulcerosaUGWieneraKlinischesaMagazin:aBeilageaZuraWienera
KlinischenaWochenschriftSG2018SGYXSG4TXZ 0

361 tighTResolutionGtxmTïypingGbyGzextTsenerationGàequencingGofGRandomlyGrragmentedGïargetGpzmUG
MethodsainaMolecularaBiologySG2018SGXdWYSGbZTdd 1.4 3

360 àerumGantiTglycanTantibodiesGinGrelativesGofGpatientsGwithGinflammatoryGbowelGdiseaseUGPLoSaONESG
2018SGXZSGeWXe4YYY 3.7 3

359 unsightsGintoGtheGgeneticGepidemiologyGofGorohnNsGandGrareGdiseasesGinGtheGmshkenaziGvewishG
populationUGPLoSaGeneticsSG2018SGX4SGeXWWcZYe 6 41

358 ummuneTrelatedGgeneticGenrichmentGinGfrontotemporalGdementiafGmnGanalysisGofGgenomeTwideG
associationGstudiesUGPLoSaMedicineSG2018SGXaSGeXWWY4dc 11.6 77

357 pzmGmethylationGasGaGmediatorGofGtxmTpRnXQXafWXGandGaGprotectiveGvariantGinGmultipleGsclerosisUG
NatureaCommunicationsSG2018SGeSGYZec 17.4 81

356 raecalGmicrobiotaGcompositionGassociatesGwithGabdominalGpainGinGtheGgeneralGpopulationUGGutSG2018SG
bcSGccdTcce 19.2 21

355 ’roteinTalteringGvariantsGassociatedGwithGbodyGmassGindexGimplicateGpathwaysGthatGcontrolGenergyG
intakeGandGexpenditureGinGobesityUGNatureaGeneticsSG2018SGaWSGYbT4X 36.3 186

(2018-2018)
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354 oomparingGgenomeGversusGproteomeTbasedGidentificationGofGclinicalGbacterialGisolatesUGBriefingsaina
BioinformaticsSG2018SGXeSG4eaTaWa 13.4 6

353 ïargetedGyicrobiomeGunterventionGbyGyicroencapsulatedGpelayedTReleaseGziacinGneneficiallyG
mffectsGunsulinGàensitivityGinGtumansUGDiabetesaCareSG2018SG4XSGZedT4Wa 14.6 36

352 mpplicationGofGtheGdistanceTbasedGrGtestGinGanGmsWmàGinvestigatingG˛†GdiversityGofGintestinalG
microbiotaGidentifiesGvariantsGinGàxoemdGOztqdPGandGZGotherGlociUGGutaMicrobesSG2018SGeSGbdTca 8.8 16

351 seneticGassociationGanalysisGidentifiesGvariantsGassociatedGwithGdiseaseGprogressionGinGprimaryG
sclerosingGcholangitisUGGutSG2018SGbcSGXaXcTXaY4 19.2 28

350 uwβrXGpefinesGaGzewGyinimalGResidualGpiseaseTpependentGVeryT’oorG’rognosticG’rofileGinG’ediatricG
nToellG’recursorGmcuteGxymphoblasticGxeukemiaUGJournalaofaClinicalaOncologySG2018SGZbSGXY4WTXY4e 2.2 121

349
umpactGofGredGandGprocessedGmeatGandGfibreGintakeGonGtreatmentGoutcomesGamongGpatientsGwithG
chronicGinflammatoryGdiseasesfGprotocolGforGaGprospectiveGcohortGstudyGofGprognosticGfactorsGandG
personalisedGmedicineUGBMJaOpenSG2018SGdSGeWXdXbb

3 11

348 qvolutionaryGpistanceG’redictsGRecurrenceGmfterGxiverGïransplantationGinGyultifocalGtepatocellularG
oarcinomaUGTransplantationSG2018SGXWYSGe4Y4Te4ZW 1.8 1

347
oompoundGheterozygousGmutationsGinGuxXWRmGcombinedGwithGaGcomplementGfactorGproperdinG
mutationGinGinfantileTonsetGinflammatoryGbowelGdiseaseUGEuropeanaJournalaofaGastroenterologyaanda
HepatologySG2018SGZWSGX4eXTX4eb

2.2 4

346 udentificationGofGlongGintergenicGnonTcodingGRzmsGOlincRzmsPGderegulatedGinGgastrointestinalG
stromalGtumorsGOsuàïsPUGPLoSaONESG2018SGXZSGeWYWeZ4Y 3.7 16

345 RhinovirusGinfectionsGchangeGpzmGmethylationGandGmRzmGexpressionGinGchildrenGwithGasthmaUGPLoSa
ONESG2018SGXZSGeWYWaYca 3.7 24

344 yucosalGmutoimmunityGtoGoellTnoundGs’YGusoformsGusGaGàensitiveGyarkerGinG’àoGandGmssociatedG
WithGtheGolinicalG’henotypeUGFrontiersainaImmunologySG2018SGeSGXeae 8.4 8

343 seneticGsignatureGtoGprovideGrobustGriskGassessmentGofGpsoriaticGarthritisGdevelopmentGinGpsoriasisG
patientsUGNatureaCommunicationsSG2018SGeSG4Xcd 17.4 61

342 seneticGandGtranscriptionalGanalysisGofGinflammatoryGbowelGdiseaseTassociatedGpathwaysGinGpatientsG
withGsüoαYoTlinkedGfamilialGdiarrheaUGScandinavianaJournalaofaGastroenterologySG2018SGaZSGXYb4TXYcZ 2.4 4

341 seneticGcorrelationsGamongGpsychiatricGandGimmuneTrelatedGphenotypesGbasedGonGgenomeTwideG
associationGdataUGAmericanaJournalaofaMedicalaGeneticsaPartaB:aNeuropsychiatricaGeneticsSG2018SGXccSGb4XTbac3.5 75

340 RzmGbasedGindividualizedGdrugGselectionGinGbreastGcancerGpatientsGwithoutGpatientTmatchedGnormalG
tissueUGOncotargetSG2018SGeSGZYZbYTZYZcY 3.3 1

339 RoleGofGwntaaGinGyetabolicGunflammationGinGtumansUGJournalaofaClinicalaEndocrinologyaanda
MetabolismSG2018SGXWZSG4YaZT4Yb4 5.6 16

338 xowTrrequencyGnloodGsroupGmntigensGinGàwitzerlandUGTransfusionaMedicineaandaHemotherapySG2018SG
4aSGYZeTYaW 4.2 5

337 senomeTwideGassociationGmetaTanalysisGofGcoronaryGarteryGdiseaseGandGperiodontitisGrevealsGaG
novelGsharedGriskGlocusUGScientificaReportsSG2018SGdSGXZbcd 4.9 17
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336 ’henotypeSGpenetranceSGandGtreatmentGofGXZZGcytotoxicGïTlymphocyteGantigenG4TinsufficientG
subjectsUGJournalaofaAllergyaandaClinicalaImmunologySG2018SGX4YSGXeZYTXe4b 11.5 204

335 penseGgenotypingGofGimmuneTrelatedGlociGidentifiesGtxmGvariantsGassociatedGwithGincreasedGriskGofG
collagenousGcolitisUGGutSG2017SGbbSG4YXT4Yd 19.2 33

334 üncouplingGofGmucosalGgeneGregulationSGmRzmGsplicingGandGadherentGmicrobiotaGsignaturesGinG
inflammatoryGbowelGdiseaseUGGutSG2017SGbbSGYWdcTYWec 19.2 47

333 unflammatoryGbowelGdiseaseGandGoralGhealthfGsystematicGreviewGandGaGmetaTanalysisUGJournalaofa
ClinicalaPeriodontologySG2017SG44SGZdYTZeZ 7.7 66

332 mssociationGmappingGofGmorphologicalGtraitsGinGwildGandGcaptiveGzebraGfinchesfGreliableGwithinSGbutG
notGbetweenGpopulationsUGMolecularaEcologySG2017SGYbSGXYdaTXZWa 5.7 14

331 mssociationGnetweenGïelomereGxengthGandGRiskGofGoancerGandGzonTzeoplasticGpiseasesfGmG
yendelianGRandomizationGàtudyUGJAMAaOncologySG2017SGZSGbZbTbaX 13.4 236

330 àtoolGfrequencyGisGassociatedGwithGgutGmicrobiotaGcompositionUGGutSG2017SGbbSGaaeTabW 19.2 30

329 raecalGmicrobiotaGprofilesGasGdiagnosticGbiomarkersGinGprimaryGsclerosingGcholangitisUGGutSG2017SGbbSGcaZTca419.2 56

328 RareGgeneticGvariantsGinGàym’XSGnZsmïYSGandGRuyàXGcontributeGtoGpediatricGvenousG
thromboembolismUGBloodSG2017SGXYeSGcdZTceW 2.2 16

327 ~pportunitiesGandGchallengesGofGwholeTgenomeGandGTexomeGsequencingUGBMCaGeneticsSG2017SGXdSGX4 2.6 110

326 àystematicGqvaluationGofG’leiotropyGudentifiesGbGrurtherGxociGmssociatedGWith´ ooronaryG
mrtery´ piseaseUGJournalaofatheaAmericanaCollegeaofaCardiologySG2017SGbeSGdYZTdZb 15.1 146

325 senomeTwideGassociationGanalysisGforGchronicGvenousGdiseaseGidentifiesGqrqy’XGandGwoztdGasG
susceptibilityGlociUGScientificaReportsSG2017SGcSG4abaY 4.9 26

324 seneticGractorsGunteractGWithGïobaccoGàmokeGtoGyodifyGRiskGforGunflammatoryGnowelGpiseaseGinG
tumansGandGyiceUGGastroenterologySG2017SGXaZSGaaWTaba 13.3 43

323 mGgenomeTwideGassociationGstudyGidentifiesGnucleotideGvariantsGatGàusxqoaGandGpqrmXmZGasGriskGlociG
forGperiodontitisUGHumanaMolecularaGeneticsSG2017SGYbSGYaccTYadd 5.6 55

322 WorkingGtowardGprecisionGmedicinefG’redictingGphenotypesGfromGexomesGinGtheGoriticalGmssessmentG
ofGsenomeGunterpretationGOomsuPGchallengesUGHumanaMutationSG2017SGZdSGXXdYTXXeY 4.7 28

321
yetastaticGtripleTnegativeGbreastGcancerGpatientGwithGtumorGmutationGexperiencedGXXGmonthsG
progressionTfreeGsurvivalGonGbortezomibGmonotherapyGwithoutGadverseGeventsGafterGendingG
standardGtreatmentsGwithGgradeGZGadverseGeventsUGJournalaofaPhysicalaEducationaandaSportsa
ManagementSG2017SGZSG

2.8 9

320 senomeTwideG’leiotropyGnetweenG’arkinsonGpiseaseGandGmutoimmuneGpiseasesUGJAMAaNeurologySG
2017SGc4SGcdWTceY 17.2 150

319 typothalamicGunflammationGinGtumanG~besityGusGyediatedGbyGqnvironmentalGandGseneticGractorsUG
DiabetesSG2017SGbbSGY4WcTY4Xa 0.9 79

(2017-2018)
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318 xargeGscaleGmetaTanalysisGcharacterizesGgeneticGarchitectureGforGcommonGpsoriasisGassociatedG
variantsUGNatureaCommunicationsSG2017SGdSGXaZdY 17.4 136

317 mGhaplotypeGblockGdownstreamGofGplasminogenGisGassociatedGwithGchronicGandGaggressiveG
periodontitisUGJournalaofaClinicalaPeriodontologySG2017SG44SGebYTecW 7.7 15

316 ooldTinducedGconversionGofGcholesterolGtoGbileGacidsGinGmiceGshapesGtheGgutGmicrobiomeGandG
promotesGadaptiveGthermogenesisUGNatureaMedicineSG2017SGYZSGdZeTd4e 50.5 158

315 miRTX4bbG’robablyGmssistsGmiRzmTX4baGin´ theGàuppressionGofGweratinocyteG’roliferationGandG
unflammatoryGResponses´ inG’soriasisUGJournalaofaInvestigativeaDermatologySG2017SGXZcSGXe4aTXea4 4.3 48

314 mssociationGnetweenGxossTofTrunctionGyutationsGWithinGtheGrmzoyGseneGandGqarlyT~nsetGramilialG
nreastGoancerUGJAMAaOncologySG2017SGZSGXY4aTXY4d 13.4 55

313 senomeTwideGassociationGstudyGofGprimaryGsclerosingGcholangitisGidentifiesGnewGriskGlociGandG
quantifiesGtheGgeneticGrelationshipGwithGinflammatoryGbowelGdiseaseUGNatureaGeneticsSG2017SG4eSGYbeTYcZ36.3 140

312 àharedGgeneticGoriginGofGasthmaSGhayGfeverGandGeczemaGelucidatesGallergicGdiseaseGbiologyUGNaturea
GeneticsSG2017SG4eSGXcaYTXcac 36.3 256

311 udentificationGofGnovelGriskGlociGforGrestlessGlegsGsyndromeGinGgenomeTwideGassociationGstudiesGinG
individualsGofGquropeanGancestryfGaGmetaTanalysisUGLancetaNeurologynaTheSG2017SGXbSGdedTeWc 24.1 121

310 ~verviewGofGmethodologiesGforGïTcellGreceptorGrepertoireGanalysisUGBMCaBiotechnologySG2017SGXcSGbX 3.5 133

309 unterdisciplinaryGapproachGtowardsGaGsystemsGmedicineGtoolboxGusingGtheGexampleGofGinflammatoryG
diseasesUGBriefingsainaBioinformaticsSG2017SGXdSG4ceT4dc 13.4 10

308 mGsenomeTwideGmssociationGàtudyGofGpupuytrenGpiseaseGRevealsGXcGmdditionalGVariantsGumplicatedG
inGribrosisUGAmericanaJournalaofaHumanaGeneticsSG2017SGXWXSG4XcT4Yc 11 35

307 ïargetedGseneG’anelGàequencingGforGqarlyTonsetGunflammatoryGnowelGpiseaseGandGohronicG
piarrheaUGInflammatoryaBowelaDiseasesSG2017SGYZSGYXWeTYXYW 4.5 14

306 yicrobiomarkersGinGinflammatoryGbowelGdiseasesfGcaveatsGcomeGwithGcaviarUGGutSG2017SGbbSGXcZ4TXcZd 19.2 29

305 teartGfailureGisGassociatedGwithGdepletionGofGcoreGintestinalGmicrobiotaUGESCaHeartaFailureSG2017SG4SGYdYTYeW3.7 114

304 mGsexTchromosomeGinversionGcausesGstrongGoverdominanceGforGspermGtraitsGthatGaffectGsiringG
successUGNatureaEcologyaandaEvolutionSG2017SGXSGXXccTXXd4 12.3 36

303 uterativeGàequencingGandGVariantGàcreeningGOuàVàPGasGaGnovelGpathogenicGmutationsGsearchGstrategyGTG
applicationGforGïy’RààZGmutationsGscreenUGScientificaReportsSG2017SGcSGYa4Z 4.9 7

302 mGcomprehensiveSGcellGspecificGmicroRzmGcatalogueGofGhumanGperipheralGbloodUGNucleicaAcidsa
ResearchSG2017SG4aSGeYeWTeZWX 20.1 110

301 WebTbasedGzsàGdataGanalysisGusingGmiRyasterfGaGlargeTscaleGmetaTanalysisGofGhumanGmiRzmsUG
NucleicaAcidsaResearchSG2017SG4aSGdcZXTdc44 20.1 44

AndretFranke

16



300 udentificationGandGcharacterizationGofGtwoGfunctionalGvariantsGinGtheGhumanGlongevityGgeneGr~ʼ~ZUG
NatureaCommunicationsSG2017SGdSGYWbZ 17.4 46

299 cUYWcojsGmutationGinGsepiapterinGreductaseGcausesGautosomalGdominantGdopaTresponsiveGdystoniaUG
Neurology:aGeneticsSG2017SGZSGeXec 3.8 8

298 rineTmappingGinflammatoryGbowelGdiseaseGlociGtoGsingleTvariantGresolutionUGNatureSG2017SGa4cSGXcZTXcd 50.4 311

297 xitpnGTGweepingGïrackGofGResearchG’apersGrromGαourGunstituteGyadeGàimpleUGSourceaCodeaforaBiologya
andaMedicineSG2017SGXYSGa 1.9

296 op4RGïGcellsGfromGpatientsGwithGprimaryGsclerosingGcholangitisGexhibitGreducedGapoptosisGandG
downTregulationGofGproapoptoticGnimGinGperipheralGbloodUGJournalaofaLeukocyteaBiologySG2017SGXWXSGadeTaec6.5 6

295 qxomeTwideGassociationGstudyGrevealsGnovelGpsoriasisGsusceptibilityGlocusGatGïzràrXaGandGrareG
protectiveGallelesGinGgenesGcontributingGtoGtypeGuGurzGsignallingUGHumanaMolecularaGeneticsSG2017SGYbSG4ZWXT4ZXZ5.6 25

294 yiRzmGprofilingGofGgastrointestinalGstromalGtumorsGbyGnextTgenerationGsequencingUGOncotargetSG
2017SGdSGZcYYaTZcYZd 3.3 24

293
mG’roposalGforGaGàtudyGonGïreatmentGàelectionGandGxifestyleGRecommendationsGinGohronicG
unflammatoryGpiseasesfGmGpanishGyultidisciplinaryGoollaborationGonG’rognosticGractorsGandG
’ersonalisedGyedicineUGNutrientsSG2017SGeSG

6.7 16

292 ïranscriptomicGmnalysisGofGuntestinalGïissuesGfromGïwoGeWTpayGreedingGàtudiesGinGRatsGüsingG
seneticallyGyodifiedGy~zdXWGyaizeGVarietiesUGFrontiersainaGeneticsSG2017SGdSGYYY 4.5 5

291 qxomeGàequencingGudentifiesGaGzovelGyutationGinGRecessiveGmtypicalGoombinedGummunodeficiencyUG
FrontiersainaImmunologySG2017SGdSGXbY4 8.4 10

290 nooleanGanalysisGrevealsGsystematicGinteractionsGamongGlowTabundanceGspeciesGinGtheGhumanGgutG
microbiomeUGPLoSaComputationalaBiologySG2017SGXZSGeXWWaZbX 5 26

289 mGpostTsWmàGanalysisGofGpredictedGregulatoryGvariantsGandGtuberculosisGsusceptibilityUGPLoSaONESG
2017SGXYSGeWXc4cZd 3.7 13

288 miRzmsGinGmncientGïissueGàpecimensGofGtheGïyroleanGucemanUGMolecularaBiologyaandaEvolutionSG2017SG
Z4SGceZTdWX 8.3 13

287 unheritedGdeterminantsGofGorohnNsGdiseaseGandGulcerativeGcolitisGphenotypesfGaGgeneticGassociationG
studyUGLancetnaTheSG2016SGZdcSGXabTbc 40 449

286 RareGphenotypesGinGtheGunderstandingGofGautoimmunityUGImmunologyaandaCellaBiologySG2016SGe4SGe4ZTe4d5 1

285 mGproteinTtruncatingGRXceʼGvariantGinGRzrXdbGconfersGprotectionGagainstGulcerativeGcolitisUGNaturea
CommunicationsSG2016SGcSGXYZ4Y 17.4 41

284 seneticGractorsGofGtheGpiseaseGoourseGmfterGàepsisfGRareGpeleteriousGVariantsGmreG’redictiveUG
EBioMedicineSG2016SGXYSGYYcTYZd 8.8 22

283 zeuromuscularGendplateGpathologyGinGrecessiveGdesminopathiesfGxessonsGfromGmanGandGmiceUG
NeurologySG2016SGdcSGceeTdWa 6.5 14

(2016-2017)
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282 senomeTwideGassociationGanalysesGidentifyGnewGriskGvariantsGandGtheGgeneticGarchitectureGofG
amyotrophicGlateralGsclerosisUGNatureaGeneticsSG2016SG4dSGXW4ZTd 36.3 328

281 ’aternalGchronicGcolitisGcausesGepigeneticGinheritanceGofGsusceptibilityGtoGcolitisUGScientificaReportsSG
2016SGbSGZXb4W 4.9 12

280 zovelGmultipleGsclerosisGsusceptibilityGlociGimplicatedGinGepigeneticGregulationUGScienceaAdvancesSG
2016SGYSGeXaWXbcd 14.3 75

279 senomeTwideGrareGcopyGnumberGvariationGscreeningGinGulcerativeGcolitisGidentifiesGpotentialG
susceptibilityGlociUGBMCaMedicalaGeneticsSG2016SGXcSGYb 2.1 10

278 oongenitalGsecretoryGdiarrhoeaGcausedGbyGactivatingGgermlineGmutationsGinGsüoαYoUGGutSG2016SGbaSGXZWbTXZ19.2 56

277
tighTpensityGseneticGyappingGudentifiesGzewGàusceptibilityGVariantsGinGàarcoidosisG’henotypesGandG
àhowsGsenomicTdrivenG’henotypicGpifferencesUGAmericanaJournalaofaRespiratoryaandaCriticalaCarea
MedicineSG2016SGXeZSGXWWdTYY

10.2 44

276 taplotypeGsynthesisGanalysisGrevealsGfunctionalGvariantsGunderlyingGknownGgenomeTwideGassociatedG
susceptibilityGlociUGBioinformaticsSG2016SGZYSGYXZbT4Y 7.2 2

275 peepGcharacterizationGofGbloodGcellGmiRzomesGbyGzsàUGCellularaandaMolecularaLifeaSciencesSG2016SG
cZSGZXbeTdX 10.3 14

274 seneticGassociationsGatGaZGlociGhighlightGcellGtypesGandGbiologicalGpathwaysGrelevantGforGkidneyG
functionUGNatureaCommunicationsSG2016SGcSGXWWYZ 17.4 295

273 mnalysisGofGfiveGchronicGinflammatoryGdiseasesGidentifiesGYcGnewGassociationsGandGhighlightsG
diseaseTspecificGpatternsGatGsharedGlociUGNatureaGeneticsSG2016SG4dSGaXWTd 36.3 404

272 zoGsignificantGimpactGofGurzT˛‡GpathwayGgeneGvariantsGonGtuberculosisGsusceptibilityGinGaGWestG
mfricanGpopulationUGEuropeanaJournalaofaHumanaGeneticsSG2016SGY4SGc4dTaa 5.3 7

271
mtopicGdermatitisGisGassociatedGwithGanGincreasedGriskGforGrheumatoidGarthritisGandGinflammatoryG
bowelGdiseaseSGandGaGdecreasedGriskGforGtypeGXGdiabetesUGJournalaofaAllergyaandaClinicalaImmunologySG
2016SGXZcSGXZWTXZb

11.5 108

270 zewGtechnologiesGforGpzmGanalysisTTaGreviewGofGtheGRqmpzmG’rojectUGNewaBiotechnologySG2016SGZZSGZXXTZW6.4 10

269 ’ooledGResequencingGofGXYYGülcerativeGoolitisGsenesGinGaGxargeGputchGoohortGàuggestsG
’opulationTàpecificGmssociationsGofGRareGVariantsGinGyüoYUGPLoSaONESG2016SGXXSGeWXaebWe 3.7 18

268 ’airedGproteomicsSGtranscriptomicsGandGmiRzomicsGinGnonTsmallGcellGlungGcancersfGknownGandGnovelG
signalingGcascadesUGOncotargetSG2016SGcSGcXaX4TcXaYa 3.3 5

267 untegratedGquantitativeGproteomicGandGtranscriptomicGanalysisGofGlungGtumorGandGcontrolGtissuefGaG
lungGcancerGshowcaseUGOncotargetSG2016SGcSGX4dacTcW 3.3 12

266 ritnessGconsequencesGofGpolymorphicGinversionsGinGtheGzebraGfinchGgenomeUGGenomeaBiologySG2016SG
XcSGXee 18.3 31

265
yetaTmnalysisGofGsenomeTWideGmssociationGàtudiesGandGzetworkGmnalysisTnasedGuntegrationGwithG
seneGqxpressionGpataGudentifyGzewGàuggestiveGxociGandGünravelGaGWntToentricGzetworkGmssociatedG
withGpupuytrenNsGpiseaseUGPLoSaONESG2016SGXXSGeWXadXWX

3.7 16
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264 neneficialGqffectsGofGaGpietaryGWeightGxossGunterventionGonGtumanGsutGyicrobiomeGpiversityGandG
yetabolismGmreGzotGàustainedGduringGWeightGyaintenanceUGObesityaFactsSG2016SGeSGZceTZeX 5.1 36

263 yicroRzmGResponseGofG’rimaryGtumanGyacrophagesGtoGmrcobacterGnutzleriGunfectionUGEuropeana
JournalaofaMicrobiologyaandaImmunologySG2016SGbSGeeTXWd 4.6 9

262 àerologicGmntiTs’YGmntibodiesGmreGmssociatedGwithGseneticG’olymorphismsSGribrostenosisSGandG
zeedGforGàurgicalGResectionGinGorohnNsGpiseaseUGInflammatoryaBowelaDiseasesSG2016SGYYSGYb4dTYbac 4.5 20

261 yaleTspecificGassociationGbetweenGyïTzp4GXXcXeGmVsGpolymorphismGandGulcerativeGcolitisfGaG
mitochondriaTwideGgeneticGassociationGstudyUGBMCaGastroenterologySG2016SGXbSGXXd 3 10

260
XWaZGnloomGofGrecalGyegamonasGmfterGaG4GWeekGtighG~ralGrructoseGohallengeGpisturbsGqnergyGandG
xipidGyetabolismfGxinkingGpietGtoGyicrobiotaSGnileGmcidGandGtostGyetabolismGmlterationsUG
GastroenterologySG2016SGXaWSGàXWabTàXWac

13.3 2

259
poublesexGandGmabTZGrelatedGtranscriptionGfactorGXGOpyRïXPGisGaGsexTspecificGgeneticGdeterminantG
ofGchildhoodTonsetGasthmaGandGisGexpressedGinGtestisGandGmacrophagesUGJournalaofaAllergyaanda
ClinicalaImmunologySG2016SGXZdSG4YXTZX

11.5 12

258 oodingGVariationGinGmzs’ïx4SGx’xSGandGàVq’XGandGtheGRiskGofGooronaryGpiseaseUGNewaEnglanda
JournalaofaMedicineSG2016SGZc4SGXXZ4T44 59.2 325

257 mssociationGnetweenGseneticGïraitsGforGummuneTyediatedGpiseasesGandGmlzheimerGpiseaseUGJAMAa
NeurologySG2016SGcZSGbeXTc 17.2 100

256 senomeTwideGassociationGstudyGofGserumGcoenzymeG XWGlevelsGidentifiesGsusceptibilityGlociGlinkedG
toGneuronalGdiseasesUGHumanaMolecularaGeneticsSG2016SGYaSGYddXTYdeX 5.6 10

255 txmGmssociationsGpistinguishGoollagenousGrromGxymphocyticGoolitisUGAmericanaJournalaofa
GastroenterologySG2016SGXXXSGXYXXTZ 0.7 16

254 senomeTwideGassociationGanalysisGidentifiesGvariationGinGvitaminGpGreceptorGandGotherGhostGfactorsG
influencingGtheGgutGmicrobiotaUGNatureaGeneticsSG2016SG4dSGXZebTX4Wb 36.3 369

253
ïargetedGResequencingGandGrunctionalGïestingGudentifiesGxowTrrequencyGyissenseGVariantsGinGtheG
seneGqncodingGsmR’GasGàignificantGoontributorsGtoGmtopicGpermatitisGRiskUGJournalaofaInvestigativea
DermatologySG2016SGXZbSGYZdWTYZdb

4.3 23

252 àystematicGreviewfGgeneticGbiomarkersGassociatedGwithGantiTïzrGtreatmentGresponseGinG
inflammatoryGbowelGdiseasesUGAlimentaryaPharmacologyaandaTherapeuticsSG2016SG44SGaa4Tbc 6.1 62

251 ummunochipGanalysisGidentifiesGassociationGofGtheGRmpaWVuxXZGregionGwithGhumanGlongevityUGAginga
CellSG2016SGXaSGadaTd 9.9 15

250 usGthereGaGmaleTspecificGeffectGonGhypertensionkUGHumanaGeneticsSG2015SGXZ4SGZaeTbW 6.3

249 senomicsGandGdrugGprofilingGofGfatalGïorZTtxrTpositiveGacuteGlymphoblasticGleukemiaGidentifiesG
recurrentGmutationGpatternsGandGtherapeuticGoptionsUGNatureaGeneticsSG2015SG4cSGXWYWTXWYe 36.3 127

248 mssociationGanalysesGidentifyGZdGsusceptibilityGlociGforGinflammatoryGbowelGdiseaseGandGhighlightG
sharedGgeneticGriskGacrossGpopulationsUGNatureaGeneticsSG2015SG4cSGeceTedb 36.3 1278

247 qxomeGsequencingGanalysisGrevealsGvariantsGinGprimaryGimmunodeficiencyGgenesGinGpatientsGwithG
veryGearlyGonsetGinflammatoryGbowelGdiseaseUGGastroenterologySG2015SGX4eSGX4XaTY4 13.3 68

(2015-2016)

19



246 VyT’qRfGeliminatingGfalseGpositiveGdetectionGofGvirusGintegrationGeventsGinGnextGgenerationG
sequencingGdataUGScientificaReportsSG2015SGaSGXXaZ4 4.9 29

245 nurdenGanalysisGofGrareGmicrodeletionsGsuggestsGaGstrongGimpactGofGneurodevelopmentalGgenesGinG
geneticGgeneralisedGepilepsiesUGPLoSaGeneticsSG2015SGXXSGeXWWaYYb 6 70

244 oardiometabolicGeffectsGofGgeneticGupregulationGofGtheGinterleukinGXGreceptorGantagonistfGaG
yendelianGrandomisationGanalysisUGLancetaDiabetesaandaEndocrinologyntheSG2015SGZSGY4ZTaZ 18.1 81

243 mssociationGofGoxqoXbmGwithGhumanGcommonGvariableGimmunodeficiencyGdisorderGandGroleGinG
murineGnGcellsUGNatureaCommunicationsSG2015SGbSGbdW4 17.4 53

242 mGlargeTscaleGgeneticGanalysisGrevealsGaGstrongGcontributionGofGtheGtxmGclassGuuGregionGtoGgiantGcellG
arteritisGsusceptibilityUGAmericanaJournalaofaHumanaGeneticsSG2015SGebSGabaTdW 11 96

241 mnalysisGofGintestinalGmicrobiotaGinGhybridGhouseGmiceGrevealsGevolutionaryGdivergenceGinGaG
vertebrateGhologenomeUGNatureaCommunicationsSG2015SGbSGb44W 17.4 83

240 ïransTancestryGgenomeTwideGassociationGstudyGidentifiesGXYGgeneticGlociGinfluencingGbloodGpressureG
andGimplicatesGaGroleGforGpzmGmethylationUGNatureaGeneticsSG2015SG4cSGXYdYTXYeZ 36.3 223

239 WidespreadGnonTadditiveGandGinteractionGeffectsGwithinGtxmGlociGmodulateGtheGriskGofGautoimmuneG
diseasesUGNatureaGeneticsSG2015SG4cSGXWdaTeW 36.3 112

238 mGgenomeTwideGassociationGstudyGconfirmsG’z’xmZGandGidentifiesGïybàrYGandGyn~mïcGasGriskGlociG
forGalcoholTrelatedGcirrhosisUGNatureaGeneticsSG2015SG4cSGX44ZTd 36.3 303

237 yultiTancestryGgenomeTwideGassociationGstudyGofGYXSWWWGcasesGandGeaSWWWGcontrolsGidentifiesGnewG
riskGlociGforGatopicGdermatitisUGNatureaGeneticsSG2015SG4cSGX44eTX4ab 36.3 329

236 umputationGofGwuRGïypesGfromGàz’GVariationGpataUGAmericanaJournalaofaHumanaGeneticsSG2015SGecSGaeZTbWc11 44

235 ReducedGsodiumVprotonGexchangerGztqZGactivityGcausesGcongenitalGsodiumGdiarrheaUGHumana
MolecularaGeneticsSG2015SGY4SGbbX4TYZ 5.6 80

234 mGgenomeTwideGassociationGstudyGrevealsGYGnewGsusceptibilityGlociGforGatopicGdermatitisUGJournalaofa
AllergyaandaClinicalaImmunologySG2015SGXZbSGdWYTb 11.5 32

233 senomeTwideGmssociationGmnalysisGofG’soriaticGmrthritisGandGoutaneousG’soriasisGRevealsG
pifferencesGinGïheirGseneticGmrchitectureUGAmericanaJournalaofaHumanaGeneticsSG2015SGecSGdXbTZb 11 185

232 senomeTwideGassociationGstudyGofGkidneyGfunctionGdeclineGinGindividualsGofGquropeanGdescentUG
KidneyaInternationalSG2015SGdcSGXWXcTYe 9.9 83

231 oqmomyXGregulatesGïuyTZTmediatedGtoleranceGandGexhaustionUGNatureSG2015SGaXcSGZdbTeW 50.4 350

230 ʼum’GvariantsGinGmaleGorohnNsGdiseaseUGGutSG2015SGb4SGbbTcb 19.2 106

229 qarlyTonsetGorohnNsGdiseaseGandGautoimmunityGassociatedGwithGaGvariantGinGoïxmT4UGGutSG2015SGb4SGXddeTec19.2 90
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228 RecurrentGoodingGàequenceGVariationGqxplainsG~nlyGmGàmallGrractionGofGtheGseneticGmrchitectureGofG
oolorectalGoancerUGScientificaReportsSG2015SGaSGXbYdb 4.9 21

227 ohildhoodGasthmaGisGassociatedGwithGmutationsGandGgeneGexpressionGdifferencesGofG~RypxGgenesG
thatGcanGinteractUGAllergy:aEuropeanaJournalaofaAllergyaandaClinicalaImmunologySG2015SGcWSGXYddTee 9.3 28

226 senomeTwideGassociationGstudyGidentifiesGnewGsusceptibilityGlociGforGcutaneousGlupusG
erythematosusUGExperimentalaDermatologySG2015SGY4SGaXWTa 4 37

225 àuccessfulGReplicationGofGsWmàGtitsGforGyultipleGàclerosisGinGXWSWWWGsermansGüsingGtheGqxomeG
mrrayUGGeneticaEpidemiologySG2015SGZeSGbWXTd 2.6 9

224 ïheGunfluenceGofGtheGmutoimmunityTmssociatedGmncestralGtxmGtaplotypeGmtdUXGonGtheGtumanGsutG
yicrobiotafGmGorossTàectionalGàtudyUGPLoSaONESG2015SGXWSGeWXZZdW4 3.7 17

223 pevelopmentGofGaGhighTresolutionGzsàTbasedGtxmTtypingGandGanalysisGpipelineUGNucleicaAcidsa
ResearchSG2015SG4ZSGecW 20.1 55

222 senomeTwideGmetaTanalysisGidentifiesGmultipleGnovelGassociationsGandGethnicGheterogeneityGofG
psoriasisGsusceptibilityUGNatureaCommunicationsSG2015SGbSGbeXb 17.4 115

221 qnhancedGmetaTanalysisGandGreplicationGstudiesGidentifyGfiveGnewGpsoriasisGsusceptibilityGlociUGNaturea
CommunicationsSG2015SGbSGcWWX 17.4 122

220 udentificationGofGummuneTRelevantGractorsGoonferringGàarcoidosisGseneticGRiskUGAmericanaJournalaofa
RespiratoryaandaCriticalaCareaMedicineSG2015SGXeYSGcYcTZb 10.2 66

219 xessGfunctionalGvariantsGofGïxRTXVTbVTXWGgenesGareGassociatedGwithGageUGImmunityaandaAgeingSG2015SG
XYSGc 9.7 4

218 yetaTanalysisGidentifiesGsevenGsusceptibilityGlociGinvolvedGinGtheGatopicGmarchUGNaturea
CommunicationsSG2015SGbSGddW4 17.4 105

217 umpairedGhepcidinGexpressionGinGalphaTXTantitrypsinGdeficiencyGassociatedGwithGironGoverloadGandG
progressiveGliverGdiseaseUGHumanaMolecularaGeneticsSG2015SGY4SGbYa4TbZ 5.6 26

216 ïheGgeneticsGofGorohnNsGdiseaseGandGulcerativeGcolitisTTstatusGquoGandGbeyondUGScandinavianaJournala
ofaGastroenterologySG2015SGaWSGXZTYZ 2.4 59

215
ohildhoodGacuteGlymphoblasticGleukemiaTassociatedGriskTlociGuwβrXSGmRupanGandGoqn’qGandGriskGofG
pediatricGnonTtodgkinGlymphomafGaGreportGfromGtheGnerlinTrrankfurtTyˆ…nsterGàtudyGsroupUG
LeukemiaaandaLymphomaSG2015SGabSGdX4Tb

1.9 5

214 tighTdensityGmappingGofGtheGytoGidentifiesGaGsharedGroleGforGtxmTpRnXQWXfWZGinGinflammatoryG
bowelGdiseasesGandGheterozygousGadvantageGinGulcerativeGcolitisUGNatureaGeneticsSG2015SG4cSGXcYTe 36.3 201

213 senomeTwideGcomparativeGanalysisGofGatopicGdermatitisGandGpsoriasisGgivesGinsightGintoGopposingG
geneticGmechanismsUGAmericanaJournalaofaHumanaGeneticsSG2015SGebSGXW4TYW 11 113

212 ’soriasisGandGcardiometabolicGtraitsfGmodestGassociationGbutGdistinctGgeneticGarchitecturesUGJournala
ofaInvestigativeaDermatologySG2015SGXZaSGXYdZTXYeZ 4.3 38

211 mbundantGgeneticGoverlapGbetweenGbloodGlipidsGandGimmuneTmediatedGdiseasesGindicatesGsharedG
molecularGgeneticGmechanismsUGPLoSaONESG2015SGXWSGeWXYZWac 3.7 30

(2015-2015)
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210 àparseGyodelingGRevealsGmiRzmGàignaturesGforGpiagnosticsGofGunflammatoryGnowelGpiseaseUGPLoSa
ONESG2015SGXWSGeWX4WXaa 3.7 23

209 zewGinsightsGintoGtheGgeneticsGofGglioblastomaGmultiformeGbyGfamilialGexomeGsequencingUG
OncotargetSG2015SGbSGaeXdTZX 3.3 19

208 ~scmRsWeltfGmGoollaborativeGmugmentedGRealityGsameUGLectureaNotesainaComputeraScienceSG2015SGXZaTXaW0.9

207 qvaluationGofGgenomeTwideGlociGofGironGmetabolismGinGhereditaryGhemochromatosisGidentifiesG
’oàwcGasGaGhostGriskGfactorGofGliverGcirrhosisUGHumanaMolecularaGeneticsSG2014SGYZSGZddZTeW 5.6 36

206 udentificationGandGcharacterizationGofGaGdefectiveGoα’Zm4GgenotypeGinGaGkidneyGtransplantGpatientG
withGseverelyGdiminishedGtacrolimusGclearanceUGClinicalaPharmacologyaandaTherapeuticsSG2014SGeaSG4XbTYY 6.1 30

205 oomprehensiveGanalysisGofGmicroRzmGprofilesGinGmultipleGsclerosisGincludingGnextTgenerationG
sequencingUGMultipleaSclerosisaJournalSG2014SGYWSGYeaTZWZ 5 97

204 mutosomalGdominantGimmuneGdysregulationGsyndromeGinGhumansGwithGoïxm4GmutationsUGNaturea
MedicineSG2014SGYWSGX4XWTX4Xb 50.5 540

203 àxoYZmXGpolymorphismGrsbaeb4cZGinGtheGvitaminGoGtransporterGàVoïXGisGassociatedGwithGaggressiveG
periodontitisUGJournalaofaClinicalaPeriodontologySG2014SG4XSGaZXT4W 7.7 21

202 yetaTanalysisGinGmoreGthanGXcSeWWGcasesGofGischemicGstrokeGrevealsGaGnovelGassociationGatGXYqY4UXYUG
NeurologySG2014SGdZSGbcdTda 6.5 78

201 rineGmappingGmajorGhistocompatibilityGcomplexGassociationsGinGpsoriasisGandGitsGclinicalGsubtypesUG
AmericanaJournalaofaHumanaGeneticsSG2014SGeaSGXbYTcY 11 151

200 WholeGgenomeGandGexomeGsequencingGofGmonozygoticGtwinsGdiscordantGforGorohnNsGdiseaseUGBMCa
GenomicsSG2014SGXaSGab4 4.5 36

199 srabnlurTTaGframeworkGtoGfacilitateGtheGsecureGexchangeGofGwholeTexomeGandGTgenomeGàzVGdataG
usingGVorGfilesUGBMCaGenomicsSG2014SGXaGàupplG4SGàd 4.5 4

198 seneticGassociationGstudyGofG ïGintervalGhighlightsGroleGforGcalciumGsignalingGpathwaysGinG
myocardialGrepolarizationUGNatureaGeneticsSG2014SG4bSGdYbTZb 36.3 199

197 seneticGvariationGinGïtXcGpathwayGgenesSGchildhoodGasthmaSGandGtotalGserumGugqGlevelsUGJournalaofa
AllergyaandaClinicalaImmunologySG2014SGXZZSGdddTeX 11.5 8

196 txmGvariantsGrelatedGtoGprimaryGsclerosingGcholangitisGinfluenceGrejectionGafterGliverG
transplantationUGWorldaJournalaofaGastroenterologySG2014SGYWSGZedbT4WWW 5.6 10

195 unvestigationGofGcomplementGcomponentGo4GcopyGnumberGvariationGinGhumanGlongevityUGPLoSaONESG
2014SGeSGedbXdd 3.7 9

194 RefinementGofGtheGytoGriskGmapGinGaGscandinavianGprimaryGsclerosingGcholangitisGpopulationUGPLoSa
ONESG2014SGeSGeXX44db 3.7 17

193
olinicalGandGlaboratoryGcharacteristicsGofGpaediatricGandGadolescentGindexGcasesGwithGvenousG
thromboembolismGandGantithrombinGdeficiencyUGmnGobservationalGmulticentreGcohortGstudyUG
ThrombosisaandaHaemostasisSG2014SGXXYSG4cdTda

7 19
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192 XbpXXUYGbWWGkbGpuplicationsGconferGriskGforGtypicalGandGatypicalGRolandicGepilepsyUGHumanaMoleculara
GeneticsSG2014SGYZSGbWbeTdW 5.6 45

191 ïruncatingGandGmissenseGmutationsGinGustyn’YGcauseGoharcotTyarieGïoothGdiseaseGtypeGYUG
AmericanaJournalaofaHumanaGeneticsSG2014SGeaSGaeWTbWX 11 48

190 miRzmsGcanGbeGgenerallyGassociatedGwithGhumanGpathologiesGasGexemplifiedGforGmiRTX44UGBMCa
MedicineSG2014SGXYSGYY4 11.4 65

189 rrequentGandGsexTbiasedGdeletionGofGàxʼ4u’GbyGillegitimateGVOpPvTmediatedGrecombinationGinG
childhoodGacuteGlymphoblasticGleukemiaUGHumanaMolecularaGeneticsSG2014SGYZSGaeWTbWX 5.6 11

188 àystematicGpermutationGtestingGinGsWmàGpathwayGanalysesfGidentificationGofGgeneticGnetworksGinG
dilatedGcardiomyopathyGandGulcerativeGcolitisUGBMCaGenomicsSG2014SGXaSGbYY 4.5 21

187 rineTmappingGofGugqTassociatedGlociGXqYZSGaqZXSGandGXYqXZGusingGXWWWGsenomesG’rojectGdataUG
Allergy:aEuropeanaJournalaofaAllergyaandaClinicalaImmunologySG2014SGbeSGXWccTd4 9.3 21

186 uterativeGphenotypingGofGXaqXXUYSGXaqXZUZGandGXbpXZUXXGmicrodeletionGcarriersGinGpediatricG
epilepsiesUGEpilepsyaResearchSG2014SGXWdSGXWeTXb 3 17

185 yitochondrialGpzmGvariantsGinGobesityUGPLoSaONESG2014SGeSGee4ddY 3.7 16

184 ïheGageGrelatedGmarkersGlipofuscinGandGapoptosisGshowGdifferentGgeneticGarchitectureGbyG ïxG
mappingGinGshortTlivedGzothobranchiusGfishUGAgingSG2014SGbSG4bdTdW 5.6 11

183
mnalysesGofGaG’airGofGooncordantGïwinsGwithGunfantGmxxGandGpiscordantGolinicalG~utcomeGRevealsG
ummunoescapeGmsGaGyechanismGofGpiseaseG’ersistenceGinGyxxTRearrangedGxeukemiaUGBloodSG2014SG
XY4SGZceXTZceX

2.2 1

182 mGfunctionalGuxTbGreceptorGOuxbRPGvariantGisGaGriskGfactorGforGpersistentGatopicGdermatitisUGJournalaofa
AllergyaandaClinicalaImmunologySG2013SGXZYSGZcXTc 11.5 65

181 ’olymorphismsGinGextracellularGsignalTregulatedGkinaseGfamilyGinfluenceGgeneticGsusceptibilityGtoG
asthmaUGJournalaofaAllergyaandaClinicalaImmunologySG2013SGXZXSGXY4aTc 11.5 1

180 mnalysisGofGimmuneTrelatedGlociGidentifiesG4dGnewGsusceptibilityGvariantsGforGmultipleGsclerosisUG
NatureaGeneticsSG2013SG4aSGXZaZTbW 36.3 934

179 mssociationGbetweenGvariantsGofG’RpyXGandGzp’aYGandGorohnNsGdiseaseSGbasedGonGexomeG
sequencingGandGfunctionalGstudiesUGGastroenterologySG2013SGX4aSGZZeT4c 13.3 125

178 yutationsGinGsRuzYmGcauseGidiopathicGfocalGepilepsyGwithGrolandicGspikesUGNatureaGeneticsSG2013SG4aSGXWbcTcY36.3 301

177 seneticGfactorsGconferringGanGincreasedGsusceptibilityGtoGdevelopGorohnNsGdiseaseGalsoGinfluenceG
diseaseGphenotypefGresultsGfromGtheGunpchipGquropeanG’rojectUGGutSG2013SGbYSGXaabTba 19.2 184

176 senomeTwideGinvestigationGofGgeneTenvironmentGinteractionsGinGcolorectalGcancerUGHumanaGeneticsSG
2013SGXZYSGYXeTZX 6.3 32

175 oommonGvariantsGinGyendelianGkidneyGdiseaseGgenesGandGtheirGassociationGwithGrenalGfunctionUG
JournalaofatheaAmericanaSocietyaofaNephrology:aJASNSG2013SGY4SGYXWaTXc 12.7 27

(2013-2014)
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174 senomeTwideGassociationGanalysisGinGprimaryGsclerosingGcholangitisGandGulcerativeGcolitisGidentifiesG
riskGlociGatGs’RZaGandGïor4UGHepatologySG2013SGadSGXWc4TdZ 11.2 118

173 tighTdensityGgenotypingGstudyGidentifiesGfourGnewGsusceptibilityGlociGforGatopicGdermatitisUGNaturea
GeneticsSG2013SG4aSGdWdTXY 36.3 131

172 mssociationGofGvitaminGpGreceptorGgeneGpolymorphismsGwithGsevereGatopicGdermatitisGinGadultsUG
BritishaJournalaofaDermatologySG2013SGXbdSGdaaTd 4 55

171 penseGgenotypingGofGimmuneTrelatedGdiseaseGregionsGidentifiesGnineGnewGriskGlociGforGprimaryG
sclerosingGcholangitisUGNatureaGeneticsSG2013SG4aSGbcWTa 36.3 267

170 zetworkTbasedGmultipleGsclerosisGpathwayGanalysisGwithGsWmàGdataGfromGXaSWWWGcasesGandGZWSWWWG
controlsUGAmericanaJournalaofaHumanaGeneticsSG2013SGeYSGda4Tba 11 132

169 ’aleoproteomicGstudyGofGtheGucemanNsGbrainGtissueUGCellularaandaMolecularaLifeaSciencesSG2013SGcWSGZcWeTYY10.3 33

168 mssociationGofGaGcommonGïxRTbGpolymorphismGwithGcoronaryGarteryGdiseaseGTGimplicationsGforG
healthyGageingkUGImmunityaandaAgeingSG2013SGXWSG4Z 9.7 16

167 seneticGvariationGinGtheGïollTlikeGreceptorGsignalingGpathwayGisGassociatedGwithGchildhoodGasthmaUG
JournalaofaAllergyaandaClinicalaImmunologySG2013SGXZXSGbWYTa 11.5 9

166 senomeTwideGassociationGanalysisGrevealsGXYqXZUZTqX4UXGasGnewGriskGlocusGforGsarcoidosisUGEuropeana
RespiratoryaJournalSG2013SG4XSGdddTeWW 13.6 26

165 xowGpenetranceGsusceptibilityGtoGgliomaGisGcausedGbyGtheGï’aZGvariantGrscdZcdYYYUGBritishaJournalaofa
CancerSG2013SGXWdSGYXcdTda 8.7 42

164 peepGresequencingGofGsWmàGlociGidentifiesGrareGvariantsGinGomRpeSGuxYZRGandGRzrXdbGthatGareG
associatedGwithGulcerativeGcolitisUGPLoSaGeneticsSG2013SGeSGeXWWZcYZ 6 149

163 mutophagyGreceptorGomxo~o~YVzp’aYGtakesGcenterGstageGinGorohnGdiseaseUGAutophagySG2013SGeSGXYabTc10.2 21

162 ReplicationGstudyGofGulcerativeGcolitisGriskGlociGinGaGxithuanianTxatvianGcaseTcontrolGsampleUG
InflammatoryaBowelaDiseasesSG2013SGXeSGYZ4eTaa 4.5 10

161 mGgenomeTwideGassociationGstudyGofGatopicGdermatitisGidentifiesGlociGwithGoverlappingGeffectsGonG
asthmaGandGpsoriasisUGHumanaMolecularaGeneticsSG2013SGYYSG4d4XTab 5.6 140

160 rromGnextTgenerationGsequencingGalignmentsGtoGaccurateGcomparisonGandGvalidationGofG
singleTnucleotideGvariantsfGtheGpibaseGsoftwareUGNucleicaAcidsaResearchSG2013SG4XSGeXb 20.1 18

159 pecipheringGtheGdqY4UYXGassociationGforGgliomaUGHumanaMolecularaGeneticsSG2013SGYYSGYYeZTZWY 5.6 45

158 RareGexonicGdeletionsGofGtheGRnr~ʼXGgeneGincreaseGriskGofGidiopathicGgeneralizedGepilepsyUGEpilepsia
SG2013SGa4SGYbaTcX 6.4 51

157 qxonTdisruptingGdeletionsGofGzRʼzXGinGidiopathicGgeneralizedGepilepsyUGEpilepsiaSG2013SGa4SGYabTb4 6.4 48
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156 naseTpairGresolutionGpzmGmethylomeGofGtheGqnVTpositiveGqndemicGnurkittGlymphomaGcellGlineG
pmüpuGdeterminedGbyGà~xipGbisulfiteTsequencingUGLeukemiaSG2013SGYcSGXcaXTZ 10.7 28

155 seneticGandGfunctionalGidentificationGofGtheGlikelyGcausativeGvariantGforGcholesterolGgallstoneGdiseaseG
atGtheGmnosaVdGlithogenicGlocusUGHepatologySG2013SGacSGY4WcTXc 11.2 61

154 mGgenomeTwideGanalysisGofGpopulationsGfromGquropeanGRussiaGrevealsGaGnewGpoleGofGgeneticG
diversityGinGnorthernGquropeUGPLoSaONESG2013SGdSGeadaaY 3.7 24

153
untestinalGpynïXGexpressionGisGmodulatedGbyGorohnNsGdiseaseTassociatedGuxYZRGvariantsGandGbyGaG
pynïXGvariantGwhichGinfluencesGbindingGofGtheGtranscriptionGfactorsGoRqnXGandGmïrTYUGPLoSaONESG
2013SGdSGeccccZ

3.7 18

152 ïheGseneticsGofGorohnâ��sGpiseaseG2013SGeeTXXd

151 mGcaseTonlyGstudyGofGgeneTenvironmentGinteractionGbetweenGgeneticGsusceptibilityGvariantsGinGz~pYG
andGcigaretteGsmokingGinGorohnNsGdiseaseGaetiologyUGBMCaMedicalaGeneticsSG2012SGXZSGX4 2.1 17

150 senomeTwideGassociationGanalysisGofGgeneticGgeneralizedGepilepsiesGimplicatesGsusceptibilityGlociGatG
Xq4ZSGYpXbUXSGYqYYUZGandGXcqYXUZYUGHumanaMolecularaGeneticsSG2012SGYXSGaZaeTcY 5.6 114

149 pzmGmethylomeGanalysisGusingGshortGbisulfiteGsequencingGdataUGNatureaMethodsSG2012SGeSGX4aTaX 21.6 262

148 zewGinsightsGintoGtheGïyroleanGucemanNsGoriginGandGphenotypeGasGinferredGbyGwholeTgenomeG
sequencingUGNatureaCommunicationsSG2012SGZSGbed 17.4 301

147 yappingGofGquantitativeGtraitGlociGcontrollingGlifespanGinGtheGshortTlivedGfishGzothobranchiusG
furzeriTTaGnewGvertebrateGmodelGforGageGresearchUGAgingaCellSG2012SGXXSGYaYTbX 9.9 63

146 senomeTwideGmiRzmGsignaturesGofGhumanGlongevityUGAgingaCellSG2012SGXXSGbWcTXb 9.9 118

145 XWWWGsenomesTbasedGimputationGidentifiesGnovelGandGrefinedGassociationsGforGtheGWellcomeGïrustG
oaseGoontrolGoonsortiumGphaseGXGpataUGEuropeanaJournalaofaHumanaGeneticsSG2012SGYWSGdWXTa 5.3 111

144 qxtendedGanalysisGofGaGgenomeTwideGassociationGstudyGinGprimaryGsclerosingGcholangitisGdetectsG
multipleGnovelGriskGlociUGJournalaofaHepatologySG2012SGacSGZbbTca 13.4 173

143 zetworkTbasedGàz’GmetaTanalysisGidentifiesGjointGandGdisjointGgeneticGfeaturesGacrossGcommonG
humanGdiseasesUGBMCaGenomicsSG2012SGXZSG4eW 4.5 1

142 mccurateGvariantGdetectionGacrossGnonTamplifiedGandGwholeGgenomeGamplifiedGpzmGusingGtargetedG
nextGgenerationGsequencingUGBMCaGenomicsSG2012SGXZSGaWW 4.5 21

141 tostTmicrobeGinteractionsGhaveGshapedGtheGgeneticGarchitectureGofGinflammatoryGbowelGdiseaseUG
NatureSG2012SG4eXSGXXeTY4 50.4 3239

140 udentificationGofGXaGnewGpsoriasisGsusceptibilityGlociGhighlightsGtheGroleGofGinnateGimmunityUGNaturea
GeneticsSG2012SG44SGXZ4XTd 36.3 681

139 yechanismsGofGurzT˛‡TinducedGapoptosisGofGhumanGskinGkeratinocytesGinGpatientsGwithGatopicG
dermatitisUGJournalaofaAllergyaandaClinicalaImmunologySG2012SGXYeSGXYecTZWb 11.5 99

(2012-2013)
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138 ïheGmz~ZVyüoXaGlocusGisGassociatedGwithGeczemaGinGfamiliesGascertainedGthroughGasthmaUGJournala
ofaAllergyaandaClinicalaImmunologySG2012SGXYeSGXa4cTaZUeZ 11.5 14

137 seneticsGinGprimaryGsclerosingGcholangitisUGClinicsaandaResearchainaHepatologyaandaGastroenterologySG
2012SGZbSGZYaTZZ 2.4 17

136 yicrobialGexposureGduringGearlyGlifeGhasGpersistentGeffectsGonGnaturalGkillerGïGcellGfunctionUGScienceSG
2012SGZZbSG4deTeZ 33.3 1127

135 umprovingGmappingGandGàz’TcallingGperformanceGinGmultiplexedGtargetedGnextTgenerationG
sequencingUGBMCaGenomicsSG2012SGXZSG4Xc 4.5 6

134 ximitedGevidenceGforGparentTofToriginGeffectsGinGinflammatoryGbowelGdiseaseGassociatedGlociUGPLoSa
ONESG2012SGcSGe4aYdc 3.7 9

133 ’ïsqR4GexpressionTmodulatingGpolymorphismsGinGtheGapXZUXGregionGpredisposeGtoGorohnNsGdiseaseG
andGaffectGzrT˛”nGandGʼn’XGbindingGsitesUGPLoSaONESG2012SGcSGeaYdcZ 3.7 33

132 xeveragingGethnicGgroupGincidenceGvariationGtoGinvestigateGgeneticGsusceptibilityGtoGgliomafGaGnovelG
candidateGàz’GapproachUGFrontiersainaGeneticsSG2012SGZSGYWZ 4.5 11

131 oombinedGanalysisGofGgenomeTwideGassociationGstudiesGforGorohnGdiseaseGandGpsoriasisGidentifiesG
sevenGsharedGsusceptibilityGlociUGAmericanaJournalaofaHumanaGeneticsSG2012SGeWSGbZbT4c 11 224

130 senomeTwideGmetaTanalysisGofGpsoriaticGarthritisGidentifiesGsusceptibilityGlocusGatGRqxUGJournalaofa
InvestigativeaDermatologySG2012SGXZYSGXXZZT4W 4.3 89

129 nTà~xmzmfGanGapproachGforGtheGanalysisGofGtwoTbaseGencodingGbisulfiteGsequencingGdataUG
BioinformaticsSG2012SGYdSG4YdTe 7.2 25

128 senomeTwideGassociationGandGfunctionalGfollowTupGrevealsGnewGlociGforGkidneyGfunctionUGPLoSa
GeneticsSG2012SGdSGeXWWYad4 6 143

127
ummunochipGanalysesGidentifyGaGnovelGriskGlocusGforGprimaryGbiliaryGcirrhosisGatGXZqX4SGmultipleG
independentGassociationsGatGfourGestablishedGriskGlociGandGepistasisGbetweenGXpZXGandGcqZYGriskG
variantsUGHumanaMolecularaGeneticsSG2012SGYXSGaYWeTYX

5.6 122

126 rineGmappingGandGreplicationGofGgeneticGriskGlociGinGprimaryGsclerosingGcholangitisUGScandinaviana
JournalaofaGastroenterologySG2012SG4cSGdYWTb 2.4 36

125 untegrationGofGgenomeTwideGassociationGstudiesGwithGbiologicalGknowledgeGidentifiesGsixGnovelG
genesGrelatedGtoGkidneyGfunctionUGHumanaMolecularaGeneticsSG2012SGYXSGaZYeT4Z 5.6 54

124 senomeTwideGassociationGstudyGindicatesGtwoGnovelGresistanceGlociGforGsevereGmalariaUGNatureSG2012SG
4deSG44ZTb 50.4 173

123 mGfunctionalGmethylomeGmapGofGulcerativeGcolitisUGGenomeaResearchSG2012SGYYSGYXZWTc 9.7 96

122 udentificationGofGgermlineGsusceptibilityGlociGinGqïVbTRüzʼXTrearrangedGchildhoodGacuteG
lymphoblasticGleukemiaUGLeukemiaSG2012SGYbSGeWYTe 10.7 89

121 olassicalGtxmTpRnXGandGp’nXGallelesGaccountGforGtxmGassociationsGwithGprimaryGbiliaryGcirrhosisUG
GenesaandaImmunitySG2012SGXZSG4bXTd 4.4 66
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120 mGnovelGsarcoidosisGriskGlocusGforGquropeansGonGchromosomeGXXqXZUXUGAmericanaJournalaofa
RespiratoryaandaCriticalaCareaMedicineSG2012SGXdbSGdccTda 10.2 34

119 ’ï’zYGisGmssociatedGwithGorohnâ��sGpiseaseGandGutsGqxpressionGusGRegulatedGbyGzwʼYTZUGDiseasea
MarkersSG2012SGZYSGdZTeX 3.2 10

118 seneticGvariationGinGtheGepidermalGtransglutaminaseGgenesGisGnotGassociatedGwithGatopicGdermatitisUG
PLoSaONESG2012SGcSGe4ebe4 3.7 7

117 yetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGthreeGnewGriskGlociGforGatopicG
dermatitisUGNatureaGeneticsSG2011SG44SGXdcTeY 36.3 244

116 mGcomprehensiveGanalysisGofGtheGo~xYemXGgeneGdoesGnotGsupportGaGroleGinGeczemaUGJournalaofa
AllergyaandaClinicalaImmunologySG2011SGXYcSGXXdcTe4Uec 11.5 13

115 zewGgeneGfunctionsGinGmegakaryopoiesisGandGplateletGformationUGNatureSG2011SG4dWSGYWXTd 50.4 330

114 peepGresequencingGofGsWmàGlociGidentifiesGindependentGrareGvariantsGassociatedGwithGinflammatoryG
bowelGdiseaseUGNatureaGeneticsSG2011SG4ZSGXWbbTcZ 36.3 584

113 seneticsGinGprimaryGsclerosingGcholangitisUGBaillierehsaBestaPracticeaandaResearchainaClinicala
GastroenterologySG2011SGYaSGcXZTYb 2.5 17

112 ohromosomeGcpXXUYGOqsrRPGvariationGinfluencesGgliomaGriskUGHumanaMolecularaGeneticsSG2011SGYWSGYdecTeW45.6 129

111 senomeTwideGassociationGstudyGidentifiesGtwoGnewGsusceptibilityGlociGforGatopicGdermatitisGinGtheG
ohineseGtanGpopulationUGNatureaGeneticsSG2011SG4ZSGbeWT4 36.3 153

110 ’olymorphismsGinGtheGZNTuntranslatedGregionGofGtheGoptXGgeneGareGaGriskGfactorGforGprimaryGgastricG
diffuseGlargeGnTcellGlymphomaUGHaematologicaSG2011SGebSGedcTea 6.6 15

109 seneticGpolymorphismsGofGmatrixGmetalloproteinaseGZGinGprimaryGsclerosingGcholangitisUGLivera
InternationalSG2011SGZXSGcdaTeX 7.9 18

108 oomprehensiveGanalysisGofGcandidateGgenesGforGphotosensitivityGusingGaGcomplementaryG
bioinformaticGandGexperimentalGapproachUGEpilepsiaSG2011SGaYSGeX4ZTc 6.4 7

107 pistinctGbarrierGintegrityGphenotypesGinGfilaggrinTrelatedGatopicGeczemaGfollowingGsequentialGtapeG
strippingGandGlipidGprofilingUGExperimentalaDermatologySG2011SGYWSGZaXTb 4 80

106 senomeTwideGassociationGanalysisGinGprimaryGsclerosingGcholangitisGidentifiesGtwoGnonTtxmG
susceptibilityGlociUGNatureaGeneticsSG2011SG4ZSGXcTe 36.3 181

105 yetaTanalysisGidentifiesGYeGadditionalGulcerativeGcolitisGriskGlociSGincreasingGtheGnumberGofGconfirmedG
associationsGtoG4cUGNatureaGeneticsSG2011SG4ZSGY4bTaY 36.3 1028

104 mGgenomeTwideGassociationGstudyGconfirmsGm’~qGasGtheGmajorGgeneGinfluencingGsurvivalGinG
longTlivedGindividualsUGMechanismsaofaAgeingaandaDevelopmentSG2011SGXZYSGZY4TZW 5.6 162

103 ïowardGtheGbloodTborneGmiRzomeGofGhumanGdiseasesUGNatureaMethodsSG2011SGdSGd4XTZ 21.6 282

(2011-2012)
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102
mssessmentGofGheterogeneityGbetweenGquropeanG’opulationsfGaGnalticGandGpanishGreplicationG
caseTcontrolGstudyGofGàz’sGfromGaGrecentGquropeanGulcerativeGcolitisGgenomeGwideGassociationG
studyUGBMCaMedicalaGeneticsSG2011SGXYSGXZe

2.1 6

101 mGtissueTspecificGlandscapeGofGsenseVantisenseGtranscriptionGinGtheGmouseGintestineUGBMCaGenomicsSG
2011SGXYSGZWa 4.5 17

100 ïhreeGulcerativeGcolitisGsusceptibilityGlociGareGassociatedGwithGprimaryGsclerosingGcholangitisGandG
indicateGaGroleGforGuxYSGRqxSGandGomRpeUGHepatologySG2011SGaZSGXeccTda 11.2 96

99 pifferentialGanalysisGofGorohnNsGdiseaseGandGulcerativeGcolitisGbyGmassGspectrometryUGInflammatorya
BowelaDiseasesSG2011SGXcSGXWaXTY 4.5 7
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