
Aron Marchler-Bauer

ListeofePublicationsebyeYeareine
DescendingeOrder

Source:ehttps:uuexalytcomuauthorspdfu79v6783uaronsmarchlersbauerspublicationssbysyeartpdf

Version:eyvy4sv4sy5e

ThisedocumentehasebeenegeneratedebasedeonetheepublicationseandecitationserecordedebyeexalytcomteFore

theelatesteversioneofethisepublicationelistrevisitetheelinkegiveneabovet

TheethirdecolumneisetheeimpactefactoremIFneofetheejournalreandetheefourthecolumneisetheenumbereofe

citationseofetheearticlet

64
papers

20,283
citations

38
h-index

70
g-index

70
ext. papers

26,328
ext. citations

14.1
avg, IF

6.82
L-index



h Paper IF Citations

64 iCnlDsMFromMWebeBasedMlDMViewerMtoMStructuralMznalysisMToolMinMBatchMModeffMFrontierspinp
MolecularpBiosciencesdM2022dMrdMqlipmh 5.6 3

63 DatabaseMresourcesMofMtheMnationalMcenterMforMbiotechnologyMinformationfMNucleicpAcidspResearchdM
2021dM 20.1 55

62 TheMInterProMproteinMfamiliesMandMdomainsMdatabasesMkhMyearsMonfMNucleicpAcidspResearchdM2021dMmrdMDlmmeDlnm20.1 358

61 RefSeqsMexpandingMtheMProkaryoticMGenomeMznnotationMPipelineMreachMwithMproteinMfamilyMmodelM
curationfMNucleicpAcidspResearchdM2021dMmrdMDihkheDihkq 20.1 110

60 DatabaseMresourcesMofMtheMNationalMCenterMforMBiotechnologyMInformationfMNucleicpAcidspResearchdM
2021dMmrdMDiheDip 20.1 143

59 ObtainingMextremelyMlargeMandMaccurateMproteinMmultipleMsequenceMalignmentsMfromMcuratedM
hierarchicalMalignmentsfMDatabase:pthepJournalpofpBiologicalpDatabasespandpCurationdM2020dMkhkhdM 5 1

58 NCBIVsMConservedMDomainMDatabaseMandMToolsMforMProteinMDomainMznalysisfMCurrentpProtocolspinp
BioinformaticsdM2020dMordMerh 24.2 34

57 CDDgSPzRCLEsMtheMconservedMdomainMdatabaseMinMkhkhfMNucleicpAcidspResearchdM2020dMmqdMDkoneDkoq 20.1 652

56 iCnlDdMaMwebebasedMlDMviewerMforMsharingMiDgkDglDMrepresentationsMofMbiomolecularMstructuresfM
BioinformaticsdM2020dMlodMilieiln 7.2 50

55 BiologicalMzssemblyMComparisonMwithMVzSTfMMethodspinpMolecularpBiologydM2020dMkiikdMipneiqo 1.4 3

54 PubMedMTextMSimilarityMModelMandMitsMapplicationMtoMcurationMeffortsMinMtheMConservedMDomainM
DatabasefMDatabase:pthepJournalpofpBiologicalpDatabasespandpCurationdM2019dMkhirdM 5 8

53 DatabaseMresourcesMofMtheMNationalMCenterMforMBiotechnologyMInformationfMNucleicpAcidspResearchdM
2019dMmpdMDkleDkq 20.1 301

52 InterProMinMkhirsMimprovingMcoveragedMclassificationMandMaccessMtoMproteinMsequenceMannotationsfM
NucleicpAcidspResearchdM2019dMmpdMDlnieDloh 20.1 835

51 DatabaseMresourcesMofMtheMNationalMCenterMforMBiotechnologyMInformationfMNucleicpAcidspResearchdM
2018dMmodMDqeDil 20.1 746

50 RefSeqsManMupdateMonMprokaryoticMgenomeMannotationMandMcurationfMNucleicpAcidspResearchdM2018dM
modMDqnieDqoh 20.1 428

49 DatabaseMResourcesMofMtheMNationalMCenterMforMBiotechnologyMInformationfMNucleicpAcidspResearchdM
2017dMmndMDikeDip 20.1 608

48 InterProMinMkhipebeyondMproteinMfamilyMandMdomainMannotationsfMNucleicpAcidspResearchdM2017dMmndMDirheDirr20.1 970

Aron Marchler-Bauer

2



47 CDDgSPzRCLEsMfunctionalMclassificationMofMproteinsMviaMsubfamilyMdomainMarchitecturesfMNucleicp
AcidspResearchdM2017dMmndMDkhheDkhl 20.1 1514

46 cddzppsMaMCytoscapeMappMforMaccessingMtheMNCBIMconservedMdomainMdatabasefMBioinformaticsdM2015dM
lidMilmeo 7.2 3

45 ImprovingMtheMconsistencyMofMdomainMannotationMwithinMtheMConservedMDomainMDatabasefMDatabase:p
thepJournalpofpBiologicalpDatabasespandpCurationdM2015dMkhindM 5 12
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35 CDDsMaMConservedMDomainMDatabaseMforMtheMfunctionalMannotationMofMproteinsfMNucleicpAcidsp
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15 CDDsMaMdatabaseMofMconservedMdomainMalignmentsMwithMlinksMtoMdomainMthreeedimensionalMstructurefM
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11 MMDBsMEntrezVsMlDMstructureMdatabasefMNucleicpAcidspResearchdM1999dMkpdMkmhel 20.1 41
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4 zMretrospectiveManalysisMofMCzSPkMthreadingMpredictionsM1997dMkrdMqleri 21
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