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m Paper IF Citations

293 PL~NKlKaKtoolKsetKforKwholeXgenomeKassociationKandKpopulationXbasedKlinkageKanalysesYKAmericanf
JournalfoffHumanfGeneticsWK2007WKjcWKggkXig 11 19239

292 snalysisKofKproteinXcodingKgeneticKvariationKinKhbWibhKhumansYKNatureWK2016WKgehWKdjgXkc 50.4 6940

291 TheKmutationalKconstraintKspectrumKquantifiedKfromKvariationKinKcfcWfghKhumansYKNatureWK2020WK
gjcWKfefXffe 50.4 2278

290 LvKScoreKregressionKdistinguishesKconfoundingKfromKpolygenicityKinKgenomeXwideKassociationK
studiesYKNaturefGeneticsWK2015WKfiWKdkcXg 36.3 2096

289 ulonalKhematopoiesisKandKbloodXcancerKriskKinferredKfromKbloodKvNsKsequenceYKNewfEnglandf
JournalfoffMedicineWK2014WKeicWKdfiiXji 59.2 1855

288 snKatlasKofKgeneticKcorrelationsKacrossKhumanKdiseasesKandKtraitsYKNaturefGeneticsWK2015WKfiWKcdehXfc 36.3 1841

287 yeneticKrelationshipKbetweenKfiveKpsychiatricKdisordersKestimatedKfromKgenomeXwideKSNPsYKNaturef
GeneticsWK2013WKfgWKkjfXkf 36.3 1628

286 SynapticWKtranscriptionalKandKchromatinKgenesKdisruptedKinKautismYKNatureWK2014WKgcgWKdbkXcg 50.4 1581

285 PatternsKandKratesKofKexonicKdeKnovoKmutationsKinKautismKspectrumKdisordersYKNatureWK2012WKfjgWKdfdXg 50.4 1300

284 yenomeXwideKassociationKanalysisKidentifiesKceKnewKriskKlociKforKschizophreniaYKNaturefGeneticsWK
2013WKfgWKccgbXk 36.3 1153

283 PartitioningKheritabilityKbyKfunctionalKannotationKusingKgenomeXwideKassociationKsummaryK
statisticsYKNaturefGeneticsWK2015WKfiWKcddjXeg 36.3 1143

282 vetectionKofKwidespreadKhorizontalKpleiotropyKinKcausalKrelationshipsKinferredKfromKMendelianK
randomizationKbetweenKcomplexKtraitsKandKdiseasesYKNaturefGeneticsWK2018WKgbWKhkeXhkj 36.3 970

281 sKmegaXanalysisKofKgenomeXwideKassociationKstudiesKforKmajorKdepressiveKdisorderYKMolecularf
PsychiatryWK2013WKcjWKfkiXgcc 15.1 853

280 viscoveryKofKtheKfirstKgenomeXwideKsignificantKriskKlociKforKattentionKdeficitahyperactivityKdisorderYK
NaturefGeneticsWK2019WKgcWKheXig 36.3 826

279 wfficientKtayesianKmixedXmodelKanalysisKincreasesKassociationKpowerKinKlargeKcohortsYKNaturef
GeneticsWK2015WKfiWKdjfXkb 36.3 758

278 ~dentificationKofKcommonKgeneticKriskKvariantsKforKautismKspectrumKdisorderYKNaturefGeneticsWK2019WK
gcWKfecXfff 36.3 746

277 ulinicalKuseKofKcurrentKpolygenicKriskKscoresKmayKexacerbateKhealthKdisparitiesYKNaturefGeneticsWK
2019WKgcWKgjfXgkc 36.3 711
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276 TheKgeneticKarchitectureKofKtypeKdKdiabetesYKNatureWK2016WKgehWKfcXfi 50.4 704

275 snalysisKofKsharedKheritabilityKinKcommonKdisordersKofKtheKbrainYKScienceWK2018WKehbWK 33.3 666

274 zumanKvemographicKzistoryK~mpactsKyeneticKRiskKPredictionKacrossKviverseKPopulationsYKAmericanf
JournalfoffHumanfGeneticsWK2017WKcbbWKhegXhfk 11 665

273 yenomeXwideKassociationKstudyKidentifiesKebKlociKassociatedKwithKbipolarKdisorderYKNaturefGeneticsWK
2019WKgcWKikeXjbe 36.3 662

272 sKframeworkKforKtheKinterpretationKofKdeKnovoKmutationKinKhumanKdiseaseYKNaturefGeneticsWK2014WK
fhWKkffXgb 36.3 656

271 ModelingKLinkageKvisequilibriumK~ncreasesKsccuracyKofKPolygenicKRiskKScoresYKAmericanfJournalfoff
HumanfGeneticsWK2015WKkiWKgihXkd 11 649

270 uommonKvariantsKassociatedKwithKplasmaKtriglyceridesKandKriskKforKcoronaryKarteryKdiseaseYKNaturef
GeneticsWK2013WKfgWKcefgXgd 36.3 597

269 veepKresequencingKofKyWsSKlociKidentifiesKindependentKrareKvariantsKassociatedKwithKinflammatoryK
bowelKdiseaseYKNaturefGeneticsWK2011WKfeWKcbhhXie 36.3 584

268 LargeXScaleKwxomeKSequencingKStudyK~mplicatesKtothKvevelopmentalKandKxunctionalKuhangesKinK
theKNeurobiologyKofKsutismYKCellWK2020WKcjbWKghjXgjfYede 56.2 578

267 SharedKmolecularKneuropathologyKacrossKmajorKpsychiatricKdisordersKparallelsKpolygenicKoverlapYK
ScienceWK2018WKegkWKhkeXhki 33.3 547

266
LvKzublKaKcentralizedKdatabaseKandKwebKinterfaceKtoKperformKLvKscoreKregressionKthatKmaximizesK
theKpotentialKofKsummaryKlevelKyWsSKdataKforKSNPKheritabilityKandKgeneticKcorrelationKanalysisYK
BioinformaticsWK2017WKeeWKdidXdik

7.2 541

265 uontributionKofKcopyKnumberKvariantsKtoKschizophreniaKfromKaKgenomeXwideKstudyKofKfcWedcK
subjectsYKNaturefGeneticsWK2017WKfkWKdiXeg 36.3 530

264 TheKfutureKofKassociationKstudieslKgeneXbasedKanalysisKandKreplicationYKAmericanfJournalfoffHumanf
GeneticsWK2004WKigWKegeXhd 11 510

263 yenomeXwideKassociationKidentifiesKmultipleKulcerativeKcolitisKsusceptibilityKlociYKNaturefGeneticsWK
2010WKfdWKeedXi 36.3 491

262 TestingKforKanKunusualKdistributionKofKrareKvariantsYKPLoSfGeneticsWK2011WKiWKecbbcedd 6 465

261 TwoKindependentKallelesKatKhqdeKassociatedKwithKriskKofKrheumatoidKarthritisYKNaturefGeneticsWK2007WK
ekWKcfiiXjd 36.3 449

260 SequencingKchromosomalKabnormalitiesKrevealsKneurodevelopmentalKlociKthatKconferKriskKacrossK
diagnosticKboundariesYKCellWK2012WKcfkWKgdgXei 56.2 441

259 SearchingKforKmissingKheritabilitylKdesigningKrareKvariantKassociationKstudiesYKProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2014WKcccWKwfggXhf 11.5 437

(2014-2016)
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258 yenomeXwideKmetaXanalysisKidentifiesKccKnewKlociKforKanthropometricKtraitsKandKprovidesKinsightsK
intoKgeneticKarchitectureYKNaturefGeneticsWK2013WKfgWKgbcXcd 36.3 437

257 PracticalKaspectsKofKimputationXdrivenKmetaXanalysisKofKgenomeXwideKassociationKstudiesYKHumanf
MolecularfGeneticsWK2008WKciWKRcddXj 5.6 423

256 VariantsKofKtheKelongatorKproteinKeKSwLPeTKgeneKareKassociatedKwithKmotorKneuronKdegenerationYK
HumanfMolecularfGeneticsWK2009WKcjWKfidXjc 5.6 421

255 uommonKvariantsKatKuvfbKandKotherKlociKconferKriskKofKrheumatoidKarthritisYKNaturefGeneticsWK2008WK
fbWKcdchXde 36.3 416

254 PervasiveKsharingKofKgeneticKeffectsKinKautoimmuneKdiseaseYKPLoSfGeneticsWK2011WKiWKecbbddgf 6 413

253 PartitioningKheritabilityKofKregulatoryKandKcellXtypeXspecificKvariantsKacrossKccKcommonKdiseasesYK
AmericanfJournalfoffHumanfGeneticsWK2014WKkgWKgegXgd 11 411

252 zeritabilityKenrichmentKofKspecificallyKexpressedKgenesKidentifiesKdiseaseXrelevantKtissuesKandKcellK
typesYKNaturefGeneticsWK2018WKgbWKhdcXhdk 36.3 400

251 TheKmutationalKconstraintKspectrumKquantifiedKfromKvariationKinKcfcWfghKhumans 381

250 VariationKinKcomplementKfactorKeKisKassociatedKwithKriskKofKageXrelatedKmacularKdegenerationYK
NaturefGeneticsWK2007WKekWKcdbbXc 36.3 364

249 MetaXanalysisKofKgenomeXwideKassociationKstudiesKofKattentionXdeficitahyperactivityKdisorderYK
JournalfoffthefAmericanfAcademyfoffChildfandfAdolescentfPsychiatryWK2010WKfkWKjjfXki 7.2 357

248 MetaXanalysisKofKeigWbbbKindividualsKidentifiesKejKsusceptibilityKlociKforKmigraineYKNaturefGeneticsWK
2016WKfjWKjghXhh 36.3 355

247
yenomeXwideKassociationKstudyKofKadvancedKageXrelatedKmacularKdegenerationKidentifiesKaKroleKofK
theKhepaticKlipaseKgeneKSL~PuTYKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesf
offAmericaWK2010WKcbiWKiekgXfbb

11.5 345

246 MultiXtraitKanalysisKofKgenomeXwideKassociationKsummaryKstatisticsKusingKMTsyYKNaturefGeneticsWK
2018WKgbWKddkXdei 36.3 339

245 yenomeXwideKassociationKstudiesKinKsvzvYKHumanfGeneticsWK2009WKcdhWKceXgb 6.3 316

244 sKglobalKoverviewKofKpleiotropyKandKgeneticKarchitectureKinKcomplexKtraitsYKNaturefGeneticsWK2019WK
gcWKceekXcefj 36.3 311

243 wxomeKsequencingKandKtheKgeneticKbasisKofKcomplexKtraitsYKNaturefGeneticsWK2012WKffWKhdeXeb 36.3 303

242 uontrastingKgeneticKarchitecturesKofKschizophreniaKandKotherKcomplexKdiseasesKusingKfastK
varianceXcomponentsKanalysisYKNaturefGeneticsWK2015WKfiWKcejgXkd 36.3 299

241
yenomeXwideKassociationKscanKofKquantitativeKtraitsKforKattentionKdeficitKhyperactivityKdisorderK
identifiesKnovelKassociationsKandKconfirmsKcandidateKgeneKassociationsYKAmericanfJournalfoffMedicalf
GeneticsfPartfB:fNeuropsychiatricfGeneticsWK2008WKcfitWKcefgXgf

3.5 299
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240 VariationKnearKcomplementKfactorK~KisKassociatedKwithKriskKofKadvancedKsMvYKEuropeanfJournalfoff
HumanfGeneticsWK2009WKciWKcbbXf 5.3 290

239 yenomeXwideKmetaXanalysisKidentifiesKnewKsusceptibilityKlociKforKmigraineYKNaturefGeneticsWK2013WK
fgWKkcdXkci 36.3 276

238 yeneticsKofKbloodKlipidsKamongK~ebbWbbbKmultiXethnicKparticipantsKofKtheKMillionKVeteranKProgramYK
NaturefGeneticsWK2018WKgbWKcgcfXcgde 36.3 260

237 TransancestralKyWsSKofKalcoholKdependenceKrevealsKcommonKgeneticKunderpinningsKwithK
psychiatricKdisordersYKNaturefNeuroscienceWK2018WKdcWKchghXchhk 25.5 257

236 yeneticKriskKforKautismKspectrumKdisordersKandKneuropsychiatricKvariationKinKtheKgeneralK
populationYKNaturefGeneticsWK2016WKfjWKggdXg 36.3 238

235 LargeXscaleKgenomicKanalysesKlinkKreproductiveKagingKtoKhypothalamicKsignalingWKbreastKcancerK
susceptibilityKandKtRuscXmediatedKvNsKrepairYKNaturefGeneticsWK2015WKfiWKcdkfXcebe 36.3 226

234 sKstructuralKvariationKreferenceKforKmedicalKandKpopulationKgeneticsYKNatureWK2020WKgjcWKfffXfgc 50.4 223

233 TranscriptomeXwideKassociationKstudyKofKschizophreniaKandKchromatinKactivityKyieldsKmechanisticK
diseaseKinsightsYKNaturefGeneticsWK2018WKgbWKgejXgfj 36.3 222

232 wxomeKarrayKanalysisKidentifiesKnewKlociKandKlowXfrequencyKvariantsKinfluencingKinsulinKprocessingK
andKsecretionYKNaturefGeneticsWK2013WKfgWKckiXdbc 36.3 212

231 LinkageKdisequilibriumXdependentKarchitectureKofKhumanKcomplexKtraitsKshowsKactionKofKnegativeK
selectionYKNaturefGeneticsWK2017WKfkWKcfdcXcfdi 36.3 204

230 RefiningKtheKroleKofKdeKnovoKproteinXtruncatingKvariantsKinKneurodevelopmentalKdisordersKbyKusingK
populationKreferenceKsamplesYKNaturefGeneticsWK2017WKfkWKgbfXgcb 36.3 203

229 yenomeXwideKassociationKscanKofKattentionKdeficitKhyperactivityKdisorderYKAmericanfJournalfoff
MedicalfGeneticsfPartfB:fNeuropsychiatricfGeneticsWK2008WKcfitWKceeiXff 3.5 201

228 RareKcompleteKknockoutsKinKhumanslKpopulationKdistributionKandKsignificantKroleKinKautismK
spectrumKdisordersYKNeuronWK2013WKiiWKdegXfd 13.9 190

227 PartitioningKtheKheritabilityKofKTouretteKsyndromeKandKobsessiveKcompulsiveKdisorderKrevealsK
differencesKinKgeneticKarchitectureYKPLoSfGeneticsWK2013WKkWKecbbejhf 6 189

226 uomparativeKgeneticKarchitecturesKofKschizophreniaKinKwastKssianKandKwuropeanKpopulationsYKNaturef
GeneticsWK2019WKgcWKchibXchij 36.3 185

225 wxtremelyKlowXcoverageKsequencingKandKimputationKincreasesKpowerKforKgenomeXwideKassociationK
studiesYKNaturefGeneticsWK2012WKffWKhecXg 36.3 184

224 PredictingKPolygenicKRiskKofKPsychiatricKvisordersYKBiologicalfPsychiatryWK2019WKjhWKkiXcbk 7.9 170

223 PolygenicKadaptationKonKheightKisKoverestimatedKdueKtoKuncorrectedKstratificationKinKgenomeXwideK
associationKstudiesYKELifeWK2019WKjWK 8.9 166

(2019-2009)
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222 LargeXscaleKgenomeXwideKmetaXanalysisKofKpolycysticKovaryKsyndromeKsuggestsKsharedKgeneticK
architectureKforKdifferentKdiagnosisKcriteriaYKPLoSfGeneticsWK2018WKcfWKecbbijce 6 166

221 yeneticKinfluencesKonKschizophreniaKandKsubcorticalKbrainKvolumeslKlargeXscaleKproofKofKconceptYK
NaturefNeuroscienceWK2016WKckWKfdbXfec 25.5 163

220 TheKstatisticalKpropertiesKofKgeneXsetKanalysisYKNaturefReviewsfGeneticsWK2016WKciWKegeXhf 30.1 162

219 MappingKtheKhumanKgeneticKarchitectureKofKuOV~vXckYKNatureWK2021WK 50.4 162

218 snKanalyticalKframeworkKforKwholeXgenomeKsequenceKassociationKstudiesKandKitsKimplicationsKforK
autismKspectrumKdisorderYKNaturefGeneticsWK2018WKgbWKidiXieh 36.3 156

217 zualllKaKrareKvariantKcallerKforKarrayXbasedKgenotypinglKgeneticsKandKpopulationKanalysisYK
BioinformaticsWK2012WKdjWKdgfeXg 7.2 154

216 ~nternationalKmetaXanalysisKofKPTSvKgenomeXwideKassociationKstudiesKidentifiesKsexXKandK
ancestryXspecificKgeneticKriskKlociYKNaturefCommunicationsWK2019WKcbWKfggj 17.4 151

215 LargeXscaleKyWsSKrevealsKinsightsKintoKtheKgeneticKarchitectureKofKsameXsexKsexualKbehaviorYK
ScienceWK2019WKehgWK 33.3 139

214 yenomeXwideKdeKnovoKriskKscoreKimplicatesKpromoterKvariationKinKautismKspectrumKdisorderYKScience
WK2018WKehdWK 33.3 134

213 uomparisonKofKmethodsKthatKuseKwholeKgenomeKdataKtoKestimateKtheKheritabilityKandKgeneticK
architectureKofKcomplexKtraitsYKNaturefGeneticsWK2018WKgbWKieiXifg 36.3 131

212 uaseXcontrolKgenomeXwideKassociationKstudyKofKattentionXdeficitahyperactivityKdisorderYKJournalfoff
thefAmericanfAcademyfoffChildfandfAdolescentfPsychiatryWK2010WKfkWKkbhXdb 7.2 131

211 PhenomeXwideKheritabilityKanalysisKofKtheKUKKtiobankYKPLoSfGeneticsWK2017WKceWKecbbhicc 6 131

210
PolygenicKtransmissionKandKcomplexKneuroKdevelopmentalKnetworkKforKattentionKdeficitK
hyperactivityKdisorderlKgenomeXwideKassociationKstudyKofKbothKcommonKandKrareKvariantsYKAmericanf
JournalfoffMedicalfGeneticsfPartfB:fNeuropsychiatricfGeneticsWK2013WKchdtWKfckXfeb

3.5 125

209 ulozapineXinducedKagranulocytosisKisKassociatedKwithKrareKzLsXvQtcKandKzLsXtKallelesYKNaturef
CommunicationsWK2014WKgWKfigi 17.4 118

208 yenomeXwideKsssociationKStudiesKofKPosttraumaticKStressKvisorderKinKdKuohortsKofKUSKsrmyK
SoldiersYKJAMAfPsychiatryWK2016WKieWKhkgXibf 14.5 114

207 zighKloadingKofKpolygenicKriskKforKsvzvKinKchildrenKwithKcomorbidKaggressionYKAmericanfJournalfoff
PsychiatryWK2013WKcibWKkbkXch 11.9 110

206 PolygenicKandKclinicalKriskKscoresKandKtheirKimpactKonKageKatKonsetKandKpredictionKofK
cardiometabolicKdiseasesKandKcommonKcancersYKNaturefMedicineWK2020WKdhWKgfkXggi 50.5 109

205 snalysisKofKrareWKexonicKvariationKamongstKsubjectsKwithKautismKspectrumKdisordersKandKpopulationK
controlsYKPLoSfGeneticsWK2013WKkWKecbbeffe 6 108
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204 WholeKexomeKsequencingKstudyKidentifiesKnovelKrareKandKcommonKslzheimerRsXsssociatedKvariantsK
involvedKinKimmuneKresponseKandKtranscriptionalKregulationYKMolecularfPsychiatryWK2020WKdgWKcjgkXcjig 15.1 106

203 UltraXRareKyeneticKVariationKinKtheKwpilepsieslKsKWholeXwxomeKSequencingKStudyKofKciWhbhK
~ndividualsYKAmericanfJournalfoffHumanfGeneticsWK2019WKcbgWKdhiXdjd 11 104

202 RareKuopyKNumberKVariantsKinKNRXNcKandKuNTNhK~ncreaseKRiskKforKTouretteKSyndromeYKNeuronWK
2017WKkfWKccbcXccccYei 13.9 103

201 RegionalKmissenseKconstraintKimprovesKvariantKdeleteriousnessKprediction 102

200 urossXdisorderKgenomeXwideKanalysesKsuggestKaKcomplexKgeneticKrelationshipKbetweenKTouretteRsK
syndromeKandKOuvYKAmericanfJournalfoffPsychiatryWK2015WKcidWKjdXke 11.9 101

199 WholeXgenomeKanalysesKofKwholeXbrainKdatalKworkingKwithinKanKexpandedKsearchKspaceYKNaturef
NeuroscienceWK2014WKciWKikcXjbb 25.5 98

198 ~nterrogatingKtheKyeneticKveterminantsKofKTouretteRsKSyndromeKandKOtherKTicKvisordersKThroughK
yenomeXWideKsssociationKStudiesYKAmericanfJournalfoffPsychiatryWK2019WKcihWKdciXddi 11.9 95

197 WholeKgenomeKsequencingKinKpsychiatricKdisorderslKtheKWySPvKconsortiumYKNaturefNeuroscienceWK
2017WKdbWKchhcXchhj 25.5 95

196 sKgenomeXwideKassociationKstudyKofKsharedKriskKacrossKpsychiatricKdisordersKimplicatesKgeneK
regulationKduringKfetalKneurodevelopmentYKNaturefNeuroscienceWK2019WKddWKegeXehc 25.5 93

195
uonductKdisorderKandKsvzvlKevaluationKofKconductKproblemsKasKaKcategoricalKandKquantitativeKtraitK
inKtheKinternationalKmulticentreKsvzvKgeneticsKstudyYKAmericanfJournalfoffMedicalfGeneticsfPartfB:f
NeuropsychiatricfGeneticsWK2008WKcfitWKcehkXij

3.5 93

194 sKyeneticK~nvestigationKofKSexKtiasKinKtheKPrevalenceKofKsttentionXveficitazyperactivityKvisorderYK
BiologicalfPsychiatryWK2018WKjeWKcbffXcbge 7.9 93

193
sutismKspectrumKdisorderKseverityKreflectsKtheKaverageKcontributionKofKdeKnovoKandKfamilialK
influencesYKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2014WK
cccWKcgchcXg

11.5 92

192 uommonKbodyKmassKindexXassociatedKvariantsKconferKriskKofKextremeKobesityYKHumanfMolecularf
GeneticsWK2009WKcjWKegbdXi 5.6 91

191 veepXcoverageKwholeKgenomeKsequencesKandKbloodKlipidsKamongKchWedfKindividualsYKNaturef
CommunicationsWK2018WKkWKeekc 17.4 90

190 veKNovoKuodingKVariantsKsreKStronglyKsssociatedKwithKTouretteKvisorderYKNeuronWK2017WKkfWKfjhXfkkYek 13.9 89

189 xunctionalKequivalenceKofKgenomeKsequencingKanalysisKpipelinesKenablesKharmonizedKvariantKcallingK
acrossKhumanKgeneticsKprojectsYKNaturefCommunicationsWK2018WKkWKfbej 17.4 87

188 uopyKnumberKvariationKinKobsessiveXcompulsiveKdisorderKandKtouretteKsyndromelKaKcrossXdisorderK
studyYKJournalfoffthefAmericanfAcademyfoffChildfandfAdolescentfPsychiatryWK2014WKgeWKkcbXk 7.2 86

187 MappingKandKcharacterizationKofKstructuralKvariationKinKciWikgKhumanKgenomesYKNatureWK2020WKgjeWKjeXjk50.4 84

(2020-2020)
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186 sKsyntheticXdiploidKbenchmarkKforKaccurateKvariantXcallingKevaluationYKNaturefMethodsWK2018WKcgWKgkgXgki21.6 83

185 yenomeXwideKassociationKstudyKofKmoreKthanKfbWbbbKbipolarKdisorderKcasesKprovidesKnewKinsightsK
intoKtheKunderlyingKbiologyYKNaturefGeneticsWK2021WKgeWKjciXjdk 36.3 83

184
sKyenomeXWideKsssociationKMetaXsnalysisKofKsttentionXveficitazyperactivityKvisorderKSymptomsK
inKPopulationXtasedKPediatricKuohortsYKJournalfoffthefAmericanfAcademyfoffChildfandfAdolescentf
PsychiatryWK2016WKggWKjkhXkbgYeh

7.2 80

183 yeneticKvifferencesKinKtheK~mmediateKTranscriptomeKResponseKtoKStressKPredictKRiskXRelatedKtrainK
xunctionKandKPsychiatricKvisordersYKNeuronWK2015WKjhWKccjkXdbd 13.9 79

182 ReplyKtoKuiprianiKetKalYKEuropeanfJournalfoffHumanfGeneticsWK2012WKdbWKeXe 5.3 78

181 yenomeXwideKassociationKstudiesKinKanKisolatedKfounderKpopulationKfromKtheKPacificK~slandKofK
KosraeYKPLoSfGeneticsWK2009WKgWKecbbbehg 6 75

180 todyKdissatisfactionKandKdriveKforKthinnessKinKyoungKadultKtwinsYKInternationalfJournalfoffEatingf
DisordersWK2005WKeiWKcjjXkk 6.3 74

179 R~uOP~L~lKRapidK~mputationKforKuOnsortiasKP~peL~neYKBioinformaticsWK2020WKehWKkebXkee 7.2 72

178 sutismKspectrumKdisorderKandKattentionKdeficitKhyperactivityKdisorderKhaveKaKsimilarKburdenKofKrareK
proteinXtruncatingKvariantsYKNaturefNeuroscienceWK2019WKddWKckhcXckhg 25.5 64

177 UltraXrareKdisruptiveKandKdamagingKmutationsKinfluenceKeducationalKattainmentKinKtheKgeneralK
populationYKNaturefNeuroscienceWK2016WKckWKcgheXcghg 25.5 63

176 viscoveryKofKtheKfirstKgenomeXwideKsignificantKriskKlociKforKsvzv 62

175 TheKstructureKofKperfectionismlKaKtwinKstudyYKBehaviorfGeneticsWK2004WKefWKfjeXkf 3.2 59

174 ’ointKuontributionsKofKRareKuopyKNumberKVariantsKandKuommonKSNPsKtoKRiskKforKSchizophreniaYK
AmericanfJournalfoffPsychiatryWK2019WKcihWKdkXeg 11.9 59

173 QuantifyingKtheK~mpactKofKRareKandKUltraXrareKuodingKVariationKacrossKtheKPhenotypicKSpectrumYK
AmericanfJournalfoffHumanfGeneticsWK2018WKcbdWKcdbfXcdcc 11 59

172 wxomeKsequencingKinKamyotrophicKlateralKsclerosisKimplicatesKaKnovelKgeneWKvNs’uiWKencodingKaK
heatXshockKproteinYKNaturefNeuroscienceWK2019WKddWKckhhXckif 25.5 56

171 wstimationKofKyeneticKuorrelationKviaKLinkageKvisequilibriumKScoreKRegressionKandKyenomicK
RestrictedKMaximumKLikelihoodYKAmericanfJournalfoffHumanfGeneticsWK2018WKcbdWKccjgXcckf 11 55

170 SpatiotemporalKprofileKofKpostsynapticKinteractomesKintegratesKcomponentsKofKcomplexKbrainK
disordersYKNaturefNeuroscienceWK2017WKdbWKccgbXcchc 25.5 54

169 veepKcoverageKwholeKgenomeKsequencesKandKplasmaKlipoproteinSaTKinKindividualsKofKwuropeanKandK
sfricanKancestriesYKNaturefCommunicationsWK2018WKkWKdhbh 17.4 53
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168
PrevalenceKofKrearrangementsKinKtheKddqccYdKregionKandKpopulationXbasedKriskKofKneuropsychiatricK
andKdevelopmentalKdisordersKinKaKvanishKpopulationlKaKcaseXcohortKstudyYKLancetfPsychiatryttheWK
2018WKgWKgieXgjb

23.3 53

167 yeneticKanalysisKofKschizophreniaKandKbipolarKdisorderKrevealsKpolygenicityKbutKalsoKsuggestsKnewK
directionsKforKmolecularKinterrogationYKCurrentfOpinionfinfNeurobiologyWK2015WKebWKcecXj 7.6 52

166 wxomeKsequencingKinKschizophreniaXaffectedKparentXoffspringKtriosKrevealsKriskKconferredKbyK
proteinXcodingKdeKnovoKmutationsYKNaturefNeuroscienceWK2020WKdeWKcjgXcke 25.5 52

165 veKNovoKSequenceKandKuopyKNumberKVariantsKsreKStronglyKsssociatedKwithKTouretteKvisorderKandK
~mplicateKuellKPolarityKinKPathogenesisYKCellfReportsWK2018WKdfWKeffcXefgfYecd 10.6 51

164 xunctionalKsrchitecturesKofKLocalKandKvistalKRegulationKofKyeneKwxpressionKinKMultipleKzumanK
TissuesYKAmericanfJournalfoffHumanfGeneticsWK2017WKcbbWKhbgXhch 11 50

163 LargeXScaleKtransXeQTLsKsffectKzundredsKofKTranscriptsKandKMediateKPatternsKofKTranscriptionalK
uoXregulationYKAmericanfJournalfoffHumanfGeneticsWK2017WKcbbWKgjcXgkc 11 46

162 sssociationsKofKuxzRcXuxzReKdeletionKandKaKuxzKSNPKtoKageXrelatedKmacularKdegenerationKareKnotK
independentYKNaturefGeneticsWK2010WKfdWKggeXgmKauthorKreplyKgggXh 36.3 46

161 PhenotypicKextremesKinKrareKvariantKstudyKdesignsYKEuropeanfJournalfoffHumanfGeneticsWK2016WKdfWKkdfXeb5.3 43

160
NoKevidenceKforKassociationKofKautismKwithKrareKheterozygousKpointKmutationsKinK
uontactinXsssociatedKProteinXLikeKdKSuNTNsPdTWKorKinKOtherKuontactinXsssociatedKProteinsKorK
uontactinsYKPLoSfGeneticsWK2015WKccWKecbbfjgd

6 43

159 NewKdataKandKanKoldKpuzzlelKtheKnegativeKassociationKbetweenKschizophreniaKandKrheumatoidK
arthritisYKInternationalfJournalfoffEpidemiologyWK2015WKffWKcibhXdc 7.8 43

158 uommonKVariantKturdenKuontributesKtoKtheKxamilialKsggregationKofKMigraineKinKcWgjkKxamiliesYK
NeuronWK2018WKkjWKifeXigeYef 13.9 42

157 ScalableKgeneralizedKlinearKmixedKmodelKforKregionXbasedKassociationKtestsKinKlargeKbiobanksKandK
cohortsYKNaturefGeneticsWK2020WKgdWKhefXhek 36.3 41

156 sKproteinXtruncatingKRcikXKvariantKinKRNxcjhKconfersKprotectionKagainstKulcerativeKcolitisYKNaturef
CommunicationsWK2016WKiWKcdefd 17.4 41

155 ~nsightsKintoKtheKgeneticKepidemiologyKofKurohnRsKandKrareKdiseasesKinKtheKsshkenaziK’ewishK
populationYKPLoSfGeneticsWK2018WKcfWKecbbiedk 6 41

154 wxomeKsequencingKidentifiesKrareKcodingKvariantsKinKcbKgenesKwhichKconferKsubstantialKriskKforKschizophrenia 39

153 LinkageKtoKchromosomeKcpehKforKattentionXdeficitahyperactivityKdisorderKtraitsKinKschoolKandKhomeK
settingsYKBiologicalfPsychiatryWK2008WKhfWKgicXh 7.9 38

152 snKexcessKofKriskXincreasingKlowXfrequencyKvariantsKcanKbeKaKsignalKofKpolygenicKinheritanceKinK
complexKdiseasesYKAmericanfJournalfoffHumanfGeneticsWK2014WKkfWKfeiXgd 11 37

151 yeneticKMarkersKofKsvzvXRelatedKVariationsKinK~ntracranialKVolumeYKAmericanfJournalfoffPsychiatryWK
2019WKcihWKddjXdej 11.9 36

(2019-2018)
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150 yeneticKresearchKinKautismKspectrumKdisordersYKCurrentfOpinionfinfPediatricsWK2015WKdiWKhjgXkc 3.2 36

149 wxomeKsequencingKinKsuspectedKmonogenicKdyslipidemiasYKCirculation:fCardiovascularfGeneticsWK
2015WKjWKefeXgb 36

148 MappingKgenomicKlociKimplicatesKgenesKandKsynapticKbiologyKinKschizophreniaYYKNatureWK2022WK 50.4 35

147 zaplotypeKSharingKProvidesK~nsightsKintoKxineXScaleKPopulationKzistoryKandKviseaseKinKxinlandYK
AmericanfJournalfoffHumanfGeneticsWK2018WKcbdWKihbXiig 11 34

146 TheKpositivesWKprotocolsWKandKperilsKofKgenomeXwideKassociationYKAmericanfJournalfoffMedicalf
GeneticsfPartfB:fNeuropsychiatricfGeneticsWK2008WKcfitWKcdjjXkf 3.5 34

145 ~ntentionalKweightKlossKinKyoungKadultslKsexXspecificKgeneticKandKenvironmentalKeffectsYKObesityWK
2005WKceWKifgXge 34

144 snKopenKresourceKofKstructuralKvariationKforKmedicalKandKpopulationKgenetics 33

143 vynamicKincorporationKofKmultipleKinKsilicoKfunctionalKannotationsKempowersKrareKvariantK
associationKanalysisKofKlargeKwholeXgenomeKsequencingKstudiesKatKscaleYKNaturefGeneticsWK2020WKgdWKkhkXkje36.3 33

142 yenomeXwideKassociationKstudyKidentifiesKfjKcommonKgeneticKvariantsKassociatedKwithKhandednessYK
NaturefHumanfBehaviourWK2021WKgWKgkXib 12.8 33

141 uommonKriskKvariantsKidentifiedKinKautismKspectrumKdisorder 32

140 ~nheritedKmyeloproliferativeKneoplasmKriskKaffectsKhaematopoieticKstemKcellsYKNatureWK2020WKgjhWKihkXiig50.4 32

139 viscoveryKofKrareKvariantsKforKcomplexKphenotypesYKHumanfGeneticsWK2016WKcegWKhdgXef 6.3 32

138 sKLowXxrequencyK~nactivatingKVariantKwnrichedKinKtheKxinnishKPopulationK~sKsssociatedKWithKxastingK
~nsulinKLevelsKandKTypeKdKviabetesKRiskYKDiabetesWK2017WKhhWKdbckXdbed 0.9 29

137
OnKgenomeXwideKassociationKstudiesKforKfamilyXbasedKdesignslKanKintegrativeKanalysisKapproachK
combiningKascertainedKfamilyKsamplesKwithKunselectedKcontrolsYKAmericanfJournalfoffHumanf
GeneticsWK2010WKjhWKgieXjb

11 28

136 yenomeXwideKassociationKstudyKidentifiesKebKLociKsssociatedKwithKtipolarKvisorder 28

135 wvaluatingKtheKcardiovascularKsafetyKofKsclerostinKinhibitionKusingKevidenceKfromKmetaXanalysisKofK
clinicalKtrialsKandKhumanKgeneticsYKSciencefTranslationalfMedicineWK2020WKcdWK 17.5 27

134 PhenoSpvlKanKintegratedKtoolkitKforKphenotypicKcorrelationKestimationKandKmultipleKtestingK
correctionKusingKyWsSKsummaryKstatisticsYKGigaScienceWK2018WKiWK 7.6 27

133 sKnoteKonKtheKparameterizationKofKPurcellRsKyKxKwKmodelKforKordinalKandKbinaryKdataYKBehaviorf
GeneticsWK2009WKekWKddbXk 3.2 26
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132 sttentionXdeficitahyperactivityKdisorderKandKlifetimeKcannabisKuselKgeneticKoverlapKandKcausalityYK
MolecularfPsychiatryWK2020WKdgWKdfkeXdgbe 15.1 26

131 TractorKusesKlocalKancestryKtoKenableKtheKinclusionKofKadmixedKindividualsKinKyWsSKandKtoKboostK
powerYKNaturefGeneticsWK2021WKgeWKckgXdbf 36.3 26

130 QuantifyingKtheKyeneticKuorrelationKbetweenKMultipleKuancerKTypesYKCancerfEpidemiologyf
BiomarkersfandfPreventionWK2017WKdhWKcfdiXcfeg 4 25

129 yeneticKprofileKforKfiveKcommonKvariantsKassociatedKwithKageXrelatedKmacularKdegenerationKinK
denselyKaffectedKfamilieslKaKnovelKanalyticKapproachYKEuropeanfJournalfoffHumanfGeneticsWK2010WKcjWKfkhXgbc5.3 25

128 NonpaternityKinKlinkageKstudiesKofKextremelyKdiscordantKsibKpairsYKAmericanfJournalfoffHumanf
GeneticsWK2002WKibWKgdhXk 11 25

127 TheKgeneticsKofKneuropsychiatricKdiseaseslKlookingKinKandKbeyondKtheKexomeYKAnnualfReviewfoff
NeuroscienceWK2015WKejWKfiXhj 17 24

126 taseXspecificKmutationalKintoleranceKnearKspliceKsitesKclarifiesKtheKroleKofKnonessentialKspliceK
nucleotidesYKGenomefResearchWK2018WKdjWKkhjXkif 9.7 23

125 ProblemsKwithKUsingKPolygenicKScoresKtoKSelectKwmbryosYKNewfEnglandfJournalfoffMedicineWK2021WK
ejgWKijXjh 59.2 23

124 MutationsKinKsTPcesdKSPsRKkTKareKassociatedKwithKanKamyotrophicKlateralKsclerosisXlikeKphenotypeWK
implicatingKthisKlocusKinKfurtherKphenotypicKexpansionYKHumanfGenomicsWK2019WKceWKck 6.8 22

123 sKgenomeXwideKcrossXphenotypeKmetaXanalysisKofKtheKassociationKofKbloodKpressureKwithKmigraineYK
NaturefCommunicationsWK2020WKccWKeehj 17.4 22

122 SequenceKdataKandKassociationKstatisticsKfromKcdWkfbKtypeKdKdiabetesKcasesKandKcontrolsYKScientificf
DataWK2017WKfWKcibcik 8.2 22

121
yenomeXwideKassociationKstudyKofKbloodKpressureKresponseKtoKmethylphenidateKtreatmentKofK
attentionXdeficitahyperactivityKdisorderYKProgressfinfNeurouPsychopharmacologyfandfBiologicalf
PsychiatryWK2011WKegWKfhhXid

5.5 21

120 LargeXscaleKexomeKsequencingKstudyKimplicatesKbothKdevelopmentalKandKfunctionalKchangesKinKtheK
neurobiologyKofKautism 21

119 yeneticKanalysesKidentifyKwidespreadKsexXdifferentialKparticipationKbiasYKNaturefGeneticsWK2021WKgeWKhheXhic36.3 20

118 sKframeworkKforKtheKdetectionKofKdeKnovoKmutationsKinKfamilyXbasedKsequencingKdataYKEuropeanf
JournalfoffHumanfGeneticsWK2017WKdgWKddiXdee 5.3 19

117 SignalsKofKpolygenicKadaptationKonKheightKhaveKbeenKoverestimatedKdueKtoKuncorrectedKpopulationK
structureKinKgenomeXwideKassociationKstudies 19

116 visentanglingKpolygenicKassociationsKbetweenKattentionXdeficitahyperactivityKdisorderWKeducationalK
attainmentWKliteracyKandKlanguageYKTranslationalfPsychiatryWK2019WKkWKeg 8.6 18

115 zeritabilityKenrichmentKofKspecificallyKexpressedKgenesKidentifiesKdiseaseXrelevantKtissuesKandKcellKtypes 18

(-2020)
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114 sKglobalKoverviewKofKpleiotropyKandKgeneticKarchitectureKinKcomplexKtraits 18

113 MTsylKMultiXTraitKsnalysisKofKyWsS 17

112 sKPolygenicKandKPhenotypicKRiskKPredictionKforKPolycysticKOvaryKSyndromeKwvaluatedKbyK
PhenomeXWideKsssociationKStudiesYKJournalfoffClinicalfEndocrinologyfandfMetabolismWK2020WKcbgWK 5.6 17

111 sKuomparisonKofKTenKPolygenicKScoreKMethodsKforKPsychiatricKvisordersKsppliedKscrossKMultipleK
uohortsYKBiologicalfPsychiatryWK2021WKkbWKhccXhdb 7.9 17

110 NonXparametricKPolygenicKRiskKPredictionKviaKPartitionedKyWsSKSummaryKStatisticsYKAmericanf
JournalfoffHumanfGeneticsWK2020WKcbiWKfhXgk 11 16

109 PopulationKdifferencesKinKtheK~nternationalKMultiXuentreKsvzvKyeneKProjectYKGeneticfEpidemiologyWK
2008WKedWKkjXcbi 2.6 16

108 zematopoieticKmosaicKchromosomalKalterationsKincreaseKtheKriskKforKdiverseKtypesKofKinfectionYK
NaturefMedicineWK2021WKdiWKcbcdXcbdf 50.5 16

107 RareKcodingKvariantsKinKtenKgenesKconferKsubstantialKriskKforKschizophreniaYYKNatureWK2022WK 50.4 16

106
yeneticKvariationKassociatedKwithKeuphorigenicKeffectsKofKdXamphetamineKisKassociatedKwithK
diminishedKriskKforKschizophreniaKandKattentionKdeficitKhyperactivityKdisorderYKProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2014WKcccWKgkhjXie

11.5 15

105 NoKReliableKsssociationKbetweenKRunsKofKzomozygosityKandKSchizophreniaKinKaKWellXPoweredK
ReplicationKStudyYKPLoSfGeneticsWK2016WKcdWKecbbhefe 6 15

104 TranscriptomeXwideKassociationKstudyKofKschizophreniaKandKchromatinKactivityKyieldsKmechanisticK
diseaseKinsights 15

103 yeneticKanalysesKidentifyKwidespreadKsexXdifferentialKparticipationKbias 15

102 urossXtraitKanalysesKwithKmigraineKrevealKwidespreadKpleiotropyKandKsuggestKaKvascularKcomponentK
toKmigraineKheadacheYKInternationalfJournalfoffEpidemiologyWK2020WKfkWKcbddXcbec 7.8 15

101 wpilepsyKsubtypeXspecificKcopyKnumberKburdenKobservedKinKaKgenomeXwideKstudyKofKciKfgjK
subjectsYKBrainWK2020WKcfeWKdcbhXdccj 11.2 14

100 sgeKatKonsetKinKsodcXmediatedKamyotrophicKlateralKsclerosisKshowsKfamilialityYKNeurogeneticsWK2007WK
jWKdegXh 3 14

99 SubtleKstratificationKconfoundsKestimatesKofKheritabilityKfromKrareKvariants 14

98 sKMethodKtoKwxploitKtheKStructureKofKyeneticKsncestryKSpaceKtoKwnhanceKuaseXuontrolKStudiesYK
AmericanfJournalfoffHumanfGeneticsWK2016WKkjWKjgiXjhj 11 14

97 WidespreadKpleiotropyKconfoundsKcausalKrelationshipsKbetweenKcomplexKtraitsKandKdiseasesK
inferredKfromKMendelianKrandomization 13
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96 sSvKandKsvzvKhaveKaKsimilarKburdenKofKrareKproteinXtruncatingKvariants 12

95 MappingKandKcharacterizationKofKstructuralKvariationKinKciWikgKdeeplyKsequencedKhumanKgenomes 12

94 wxaminingKSexXvifferentiatedKyeneticKwffectsKscrossKNeuropsychiatricKandKtehavioralKTraitsYK
BiologicalfPsychiatryWK2021WKjkWKccdiXccei 7.9 12

93 yWsSK~dentifiesKRiskKLocusKforKwrectileKvysfunctionKandK~mplicatesKzypothalamicKNeurobiologyKandK
viabetesKinKwtiologyYKAmericanfJournalfoffHumanfGeneticsWK2019WKcbfWKcgiXche 11 12

92 ~nvestigatingKSharedKyeneticKtasisKscrossKTouretteKSyndromeKandKuomorbidKNeurodevelopmentalK
visordersKslongKtheK~mpulsivityXuompulsivityKSpectrumYKBiologicalfPsychiatryWK2021WKkbWKeciXedi 7.9 12

91 RareKdeleteriousKmutationsKofKtheKgeneKwxResKinKautismKspectrumKdisordersYKMolecularfAutismWK
2014WKgWKec 6.5 11

90 TheKgeneticKarchitectureKofKsporadicKandKmultipleKconsecutiveKmiscarriageYKNaturefCommunicationsWK
2020WKccWKgkjb 17.4 11

89 SexXvependentKSharedKandKNonsharedKyeneticKsrchitectureKscrossKMoodKandKPsychoticKvisordersYK
BiologicalfPsychiatryWK2022WKkcWKcbdXcci 7.9 11

88 SynapticKprocessesKandKimmuneXrelatedKpathwaysKimplicatedKinKTouretteKsyndromeYKTranslationalf
PsychiatryWK2021WKccWKgh 8.6 11

87 LargeXscaleKmetaXanalysisKhighlightsKtheKhypothalamicXpituitaryXgonadalKaxisKinKtheKgeneticK
regulationKofKmenstrualKcycleKlengthYKHumanfMolecularfGeneticsWK2018WKdiWKfedeXfeed 5.6 11

86 sdvancedKPaternalKsgeKandKwarlyKOnsetKofKSchizophreniaKinKSporadicKuaseslKNotKuonfoundedKbyK
ParentalKPolygenicKRiskKforKSchizophreniaYKBiologicalfPsychiatryWK2019WKjhWKghXhf 7.9 10

85 yeneticKwffectKofKuhemotherapyKwxposureKinKuhildrenKofKTesticularKuancerKSurvivorsYKClinicalfCancerf
ResearchWK2016WKddWKdcjeXk 12.9 10

84 yenomeKwideKmetaXanalysisKidentifiesKgenomicKrelationshipsWKnovelKlociWKandKpleiotropicK
mechanismsKacrossKeightKpsychiatricKdisorders 10

83 LowXcoverageKsequencingKcostXeffectivelyKdetectsKknownKandKnovelKvariationKinKunderrepresentedK
populationsYKAmericanfJournalfoffHumanfGeneticsWK2021WKcbjWKhghXhhj 11 10

82 yenomeXwideKassociationKstudyKofKpediatricKobsessiveXcompulsiveKtraitslKsharedKgeneticKriskK
betweenKtraitsKandKdisorderYKTranslationalfPsychiatryWK2021WKccWKkc 8.6 10

81 LinkageKdisequilibriumKdependentKarchitectureKofKhumanKcomplexKtraitsKrevealsKactionKofKnegativeKselection 9

80 uomparisonKofKmethodsKthatKuseKwholeKgenomeKdataKtoKestimateKtheKheritabilityKandKgeneticK
architectureKofKcomplexKtraits 8

79 NewKsyntheticXdiploidKbenchmarkKforKaccurateKvariantKcallingKevaluation 8

(-)
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78 uomparativeKgeneticKarchitecturesKofKschizophreniaKinKwastKssianKandKwuropeanKpopulations 8

77 R~uOP~L~lKRapidK~mputationKforKuOnsortiasKP~peL~ne 8

76 yWsSKsignificanceKthresholdsKforKdeepKphenotypingKstudiesKcanKdependKuponKminorKalleleK
frequenciesKandKsampleKsizeYKMolecularfPsychiatryWK2021WKdhWKdbfjXdbgg 15.1 7

75 sssociationKofKwxomeKSequencesKWithKuardiovascularKTraitsKsmongKtlacksKinKtheK’acksonKzeartK
StudyYKCirculation:fCardiovascularfGeneticsWK2016WKkWKehjXif 7

74 TransXancestralKyWsSKofKalcoholKdependenceKrevealsKcommonKgeneticKunderpinningsKwithK
psychiatricKdisorders 7

73 ScalableKgeneralizedKlinearKmixedKmodelKforKregionXbasedKassociationKtestsKinKlargeKbiobanksKandKcohorts 7

72 zabitualKsleepKdisturbancesKandKmigrainelKaKMendelianKrandomizationKstudyYKAnnalsfoffClinicalfandf
TranslationalfNeurologyWK2020WKiWKdeibXdejb 5.3 6

71 TheKValueKofKxourKMentalKzealthKSelfXReportKScalesKinKPredictingK~nterviewXtasedKMoodKandK
snxietyKvisorderKviagnosesKinKSiblingKPairsYKTwinfResearchfandfHumanfGeneticsWK2005WKjWKcbcXcbi 2.2 6

70 ylobalKtiobankKMetaXanalysisK~nitiativelKpoweringKgeneticKdiscoveryKacrossKhumanKdiseases 6

69 sKgenomeXwideKassociationKstudyKforKsharedKriskKacrossKmajorKpsychiatricKdisordersKinKaKnationXwideK
birthKcohortKimplicatesKfetalKneurodevelopmentKasKaKkeyKmediator 6

68 PolygenicKandKclinicalKriskKscoresKandKtheirKimpactKonKageKatKonsetKofKcardiometabolicKdiseasesKandK
commonKcancers 6

67 SubXgenicKintoleranceWKulinVarWKandKtheKepilepsieslKsKwholeXexomeKsequencingKstudyKofKdkWchgK
individualsYKAmericanfJournalfoffHumanfGeneticsWK2021WKcbjWKkhgXkjd 11 6

66 SystematicKsingleXvariantKandKgeneXbasedKassociationKtestingKofKeWibbKphenotypesKinKdjcWjgbKUKK
tiobankKexomes 6

65 wstimatingKheritabilityKandKitsKenrichmentKinKtissueXspecificKgeneKsetsKinKadmixedKpopulationsYK
HumanfMolecularfGeneticsWK2021WKebWKcgdcXcgef 5.6 6

64 snKefficientKandKaccurateKfrailtyKmodelKapproachKforKgenomeXwideKsurvivalKassociationKanalysisK
controllingKforKpopulationKstructureKandKrelatednessKinKlargeXscaleKbiobanks 5

63 zematopoieticKmosaicKchromosomalKalterationsKandKriskKforKinfectionKamongKihiWjkcKindividualsK
withoutKbloodKcancerK2020WK 5

62 sKcrossXdisorderKdosageKsensitivityKmapKofKtheKhumanKgenome 5

61 ~nsightsKfromKcomplexKtraitKfineXmappingKacrossKdiverseKpopulations 5

Benjamin M Neale

14



60 veepXcoverageKwholeKgenomeKsequencesKandKbloodKlipidsKamongKchWedfKindividuals 4

59 RecentKadvancesKinKunderstandingKofKattentionKdeficitKhyperactivityKdisorderKSsvzvTlKhowKgeneticsK
areKshapingKourKconceptualizationKofKthisKdisorderYKF1yyyResearchWK2019WKjWK 3.6 4

58 TheKiPSYuzdbcdKcaseXcohortKsamplelKNewKdirectionsKforKunravellingKgeneticKandKenvironmentalK
architecturesKofKsevereKmentalKdisorders 4

57 wnrichmentKofKrareKproteinKtruncatingKvariantsKinKamyotrophicKlateralKsclerosisKpatients 4

56 SchizophreniaKriskKconferredKbyKproteinXcodingKdeKnovoKmutations 4

55 wstimatingKheritabilityKandKitsKenrichmentKinKtissueXspecificKgeneKsetsKinKadmixedKpopulations 4

54 ~ncorporatingKfamilyKhistoryKofKdiseaseKimprovesKpolygenicKriskKscoresKinKdiverseKpopulations 4

53 yenomeKstudiesKmustKaccountKforKhistoryXResponseYKScienceWK2019WKehhWKcfhcXcfhd 33.3 4

52 xurtherKconsiderationsKforKpowerKinKsiblingKinteractionKmodelsYKBehaviorfGeneticsWK2005WKegWKhicXf 3.2 3

51 xindingsKandKinsightsKfromKtheKgeneticKinvestigationKofKageKofKfirstKreportedKoccurrenceKforK
complexKdisordersKinKtheKUKKtiobankKandKxinnyen 3

50 sKgeneticKinvestigationKofKsexKbiasKinKtheKprevalenceKofKattentionKdeficitKhyperactivityKdisorder 3

49 yeneticKmarkersKofKsvzvXrelatedKvariationsKinKintracranialKvolume 3

48 wxaminingKsexXdifferentiatedKgeneticKeffectsKacrossKneuropsychiatricKandKbehavioralKtraits 3

47 NonXparametricKpolygenicKriskKpredictionKusingKpartitionedKyWsSKsummaryKstatistics 3

46 MultiXsncestryKMetaXsnalysisKyieldsKnovelKgeneticKdiscoveriesKandKancestryXspecificKassociations 3

45 RiskKvariantsKandKpolygenicKarchitectureKofKdisruptiveKbehaviorKdisordersKinKtheKcontextKofK
attentionXdeficitahyperactivityKdisorderYKNaturefCommunicationsWK2021WKcdWKgih 17.4 3

44 sddendumlKTheKmutationalKconstraintKspectrumKquantifiedKfromKvariationKinKcfcWfghKhumansYK
NatureWK2021WKgkiWKweXwf 50.4 3

43 ~nvestigatingKrareKpathogenicalikelyKpathogenicKexonicKvariationKinKbipolarKdisorderYKMolecularf
PsychiatryWK2021WKdhWKgdekXgdgb 15.1 3

(2021-)
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42 wstimationKofKmetabolicKsyndromeKheritabilityKinKthreeKlargeKpopulationsKincludingKfullKpedigreeK
andKgenomicKinformationYKHumanfGeneticsWK2019WKcejWKiekXifj 6.3 2

41
PopulationXbasedKidentityXbyXdescentKmappingKcombinedKwithKexomeKsequencingKtoKdetectKrareK
riskKvariantsKforKschizophreniaYKAmericanfJournalfoffMedicalfGeneticsfPartfB:fNeuropsychiatricf
GeneticsWK2019WKcjbWKddeXdec

3.5 2

40 ddeYKyenomeXWideKsssociationKStudyKofKPosttraumaticKStressKvisorderKSymptomKvomainsKinKTwoK
uohortsKofKUnitedKStatesKsrmyKSoldiersYKBiologicalfPsychiatryWK2017WKjcWKSkcXSkd 7.9 2

39 zematopoieticKmosaicKchromosomalKalterationsKandKriskKforKinfectionKamongKihiWjkcKindividualsK
withoutKbloodKcancerK2020WK 2

38 MultiXancestryKmetaXanalysisKofKasthmaKidentifiesKnovelKassociationsKandKhighlightsKtheKvalueKofK
increasedKpowerKandKdiversity 2

37 zaplotypeKsharingKprovidesKinsightsKintoKfineXscaleKpopulationKhistoryKandKdiseaseKinKxinland 2

36 LvKzublKaKcentralizedKdatabaseKandKwebKinterfaceKtoKperformKLvKscoreKregressionKthatKmaximizesK
theKpotentialKofKsummaryKlevelKyWsSKdataKforKSNPKheritabilityKandKgeneticKcorrelationKanalysis 2

35 tootstratlKPopulationK~nformedKtootstrappingKforKRareKVariantKTests 2

34 ~nsightsKintoKtheKgeneticKepidemiologyKofKurohnâ��sKandKrareKdiseasesKinKtheKsshkenaziK’ewishKpopulation 2

33 LowXcoverageKsequencingKcostXeffectivelyKdetectsKknownKandKnovelKvariationKinKunderrepresentedKpopulations2

32 TractorlKsKframeworkKallowingKforKimprovedKinclusionKofKadmixedKindividualsKinKlargeXscaleK
associationKstudies 2

31 sncestryKMayKuonfoundKyeneticKMachineKLearninglKuandidateXyeneKPredictionKofKOpioidKUseK
visorderKasKanKwxample 2

30 TheKgeneticKarchitectureKofKsporadicKandKrecurrentKmiscarriage 2

29 urossXdisorderKyWsSKmetaXanalysisKforKsttentionKveficitazyperactivityKvisorderWKsutismKSpectrumK
visorderWKObsessiveKuompulsiveKvisorderWKandKTouretteKSyndrome 2

28 xunctionalKpartitioningKofKlocalKandKdistalKgeneKexpressionKregulationKinKmultipleKhumanKtissues 2

27 ResponseKtoKuommentKonKMLargeXscaleKyWsSKrevealsKinsightsKintoKtheKgeneticKarchitectureKofK
sameXsexKsexualKbehaviorMYKScienceWK2021WKeicWK 33.3 2

26 ulinicalKuonditionsKandKTheirK~mpactKonKUtilityKofKyeneticKScoresKforKPredictionKofKscuteKuoronaryK
SyndromeYKCirculationfGenomicfandfPrecisionfMedicineWK2021WKcfWKebbedje 5.2 2

25 yettingKgeneticKancestryKrightKforKscienceKandKsocietyYYKScienceWK2022WKeihWKdgbXdgd 33.3 2
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24 RareKschizophreniaKriskKvariantKburdenKisKconservedKinKdiverseKhumanKpopulations 1

23 RecentKadvancesKinKunderstandingKofKattentionKdeficitKhyperactivityKdisorderKSsvzvTlKhowKgeneticsK
areKshapingKourKconceptualizationKofKthisKdisorderYKF1yyyResearchWjWKdbhb 3.6 1

22 veepKcoverageKwholeKgenomeKsequencesKandKplasmaKlipoproteinSaTKinKindividualsKofKwuropeanKandK
sfricanKancestries 1

21 yeneticKpredispositionKtoKmyeloproliferativeKneoplasmsKimplicatesKhematopoieticKstemKcellKbiology 1

20 MetaXanalysisKofKScandinavianKSchizophreniaKwxomes 1

19 ~dentificationKofKriskKvariantsKandKcharacterizationKofKtheKpolygenicKarchitectureKofKdisruptiveK
behaviorKdisordersKinKtheKcontextKofKsvzv 1

18 taseXspecificKmutationalKintoleranceKnearKspliceXsitesKclarifiesKroleKofKnonXessentialKspliceKnucleotides 1

17 QuantifyingKtheKimpactKofKrareKandKultraXrareKcodingKvariationKacrossKtheKphenotypicKspectrum 1

16 sKdataXdrivenKmedicationKscoreKpredictsKcbXyearKmortalityKamongKagingKadultsYKScientificfReportsWK
2020WKcbWKcgihb 4.9 1

15 SharedKgeneticKbasisKbetweenKgeneticKgeneralizedKepilepsyKandKbackgroundK
electroencephalographicKoscillationsYKEpilepsiaWK2021WKhdWKcgcjXcgdi 6.4 1

14 zumanKgeneticKanalysesKofKorganellesKhighlightKtheKnucleusKinKageXrelatedKtraitKheritability 1

13 SetXbasedKrareKvariantKassociationKtestsKforKbiobankKscaleKsequencingKdataKsets 1

12 snalysisKofKgeneticKdominanceKinKtheKUKKtiobank 1

11 vifferencesKinKtheKgeneticKarchitectureKofKcommonKandKrareKvariantsKinKchildhoodWKpersistentKandK
lateXdiagnosedKattentionKdeficitKhyperactivityKdisorder 1

10 zumanKgeneticKanalysesKofKorganellesKhighlightKtheKnucleusKinKageXrelatedKtraitKheritabilityYKELifeWK
2021WKcbWK 8.9 1

9 wlevatedKcommonKvariantKgeneticKriskKforKtouretteKsyndromeKinKaKdenselyXaffectedKpedigreeYK
MolecularfPsychiatryWK2021WK 15.1 1

8 uhallengesKandKOpportunitiesKforKvevelopingKMoreKyeneralizableKPolygenicKRiskKScoresYYKAnnualf
ReviewfoffBiomedicalfDatafScienceWK2022WK 5.6 1

7 StatisticalKPowerKandKtheKulassicalKTwinKvesignYKTwinfResearchfandfHumanfGeneticsWK2020WKdeWKjiXjk 2.2 0
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6 ReplyKtolKOnKpowerfulKyWsSKinKadmixedKpopulationsYKNaturefGeneticsWK2021WKgeWKchefXcheg 36.3 0

5 sncestryKmayKconfoundKgeneticKmachineKlearninglKuandidateXgeneKpredictionKofKopioidKuseKdisorderK
asKanKexampleYKDrugfandfAlcoholfDependenceWK2021WKddkWKcbkccg 4.9 0
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3 sssociationKStrategiesK2016WKceeXcek

2 snKaccurateKandKreproducibleKdiscriminationKtoolKforKinflammatoryKbowelKdiseaseKsubtypeKusingK
geneticsWKserologiesWKandKsmokingKstatusYKInflammatoryfBowelfDiseasesWK2011WKciWKSc 4.5

1
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