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m Paper IF Citations

366 uenomeWwideJassociationJstudyJidentifiesJnovelJbreastJcancerJsusceptibilityJlociXJNatureVJ2007VJbbeVJ[ZfeWga50.4 1957

365 zargeWscaleJgenotypingJidentifiesJb[JnewJlociJassociatedJwithJbreastJcancerJriskXJNaturefGeneticsVJ
2013VJbcVJacaWd[VJad[e[W] 36.3 813

364 ossociationJanalysisJidentifiesJdcJnewJbreastJcancerJriskJlociXJNatureVJ2017VJcc[VJg]Wgb 50.4 643

363
SubtypingJofJbreastJcancerJbyJimmunohistochemistryJtoJinvestigateJaJrelationshipJbetweenJ
subtypeJandJshortJandJlongJtermJsurvivalhJaJcollaborativeJanalysisJofJdataJforJ[ZV[cgJcasesJfromJ[]J
studiesXJPLoSfMedicineVJ2010VJeVJe[ZZZ]eg

11.6 616

362 uenomeWwideJassociationJstudyJidentifiesJfiveJnewJbreastJcancerJsusceptibilityJlociXJNaturefGenetics
VJ2010VJb]VJcZbWe 36.3 582

361 oJcommonJcodingJvariantJinJqoSαfJisJassociatedJwithJbreastJcancerJriskXJNaturefGeneticsVJ2007VJagVJac]Wf36.3 557

360 peyondJuWoSshJilluminatingJtheJdarkJroadJfromJassociationJtoJfunctionXJAmericanfJournalfoffHumanf
GeneticsVJ2013VJgaVJeegWge 11 515

359  ormalJtissueJreactionsJtoJradiotherapyhJtowardsJtailoringJtreatmentJdoseJbyJgenotypeXJNaturef
ReviewsfCancerVJ2009VJgVJ[abWb] 31.3 450

358 uermlineJmutationsJofJtheJpκqo[JgeneJinJbreastJandJovarianJcancerJfamiliesJprovideJevidenceJforJaJ
genotypeWphenotypeJcorrelationXJNaturefGeneticsVJ1995VJ[[VJb]fWaa 36.3 439

357 –ultipleJindependentJvariantsJatJtheJTsκTJlocusJareJassociatedJwithJtelomereJlengthJandJrisksJofJ
breastJandJovarianJcancerXJNaturefGeneticsVJ2013VJbcVJae[WfbVJafbe[W] 36.3 422

356 wdentificationJofJ]aJnewJprostateJcancerJsusceptibilityJlociJusingJtheJiqOuSJcustomJgenotypingJ
arrayXJNaturefGeneticsVJ2013VJbcVJafcWg[VJag[e[W] 36.3 413

355 κareJandJlowWfrequencyJcodingJvariantsJalterJhumanJadultJheightXJNatureVJ2017VJcb]VJ[fdW[gZ 50.4 412

354 uenomeWwideJassociationJanalysisJofJmoreJthanJ[]ZVZZZJindividualsJidentifiesJ[cJnewJsusceptibilityJ
lociJforJbreastJcancerXJNaturefGeneticsVJ2015VJbeVJaeaWfZ 36.3 406

353 αarentWofWoriginWspecificJallelicJassociationsJamongJ[ZdJgenomicJlociJforJageJatJmenarcheXJNatureVJ
2014VJc[bVJg]Wge 50.4 401

352  ewlyJdiscoveredJbreastJcancerJsusceptibilityJlociJonJap]bJandJ[eq]aX]XJNaturefGeneticsVJ2009VJb[VJcfcWgZ36.3 393

351 ossociationJstudiesJforJfindingJcancerWsusceptibilityJgeneticJvariantsXJNaturefReviewsfCancerVJ2004VJ
bVJfcZWdZ 31.3 377

350 ossociationJanalysesJofJmoreJthanJ[bZVZZZJmenJidentifyJdaJnewJprostateJcancerJsusceptibilityJlociXJ
NaturefGeneticsVJ2018VJcZVJg]fWgad 36.3 340
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349 oJnovelJrecurrentJmutationJinJ–wTtJpredisposesJtoJfamilialJandJsporadicJmelanomaXJNatureVJ2011VJ
bfZVJggW[Za 50.4 335

348 uenomeWwideJassociationJstudiesJidentifyJfourJsκJnegativeWspecificJbreastJcancerJriskJlociXJNaturef
GeneticsVJ2013VJbcVJag]WfVJagfe[W] 36.3 327

347 αredictionJofJbreastJcancerJriskJbasedJonJprofilingJwithJcommonJgeneticJvariantsXJJournalfoffthef
NationalfCancerfInstituteVJ2015VJ[ZeVJ 9.7 324

346 αolymorphismsJassociatedJwithJcirculatingJsexJhormoneJlevelsJinJpostmenopausalJwomenXJJournalf
offthefNationalfCancerfInstituteVJ2004VJgdVJgadWbc 9.7 291

345 –ultipleJlociJwithJdifferentJcancerJspecificitiesJwithinJtheJfq]bJgeneJdesertXJJournalfoffthefNationalf
CancerfInstituteVJ2008VJ[ZZVJgd]Wd 9.7 283

344 veterogeneityJofJbreastJcancerJassociationsJwithJfiveJsusceptibilityJlociJbyJclinicalJandJpathologicalJ
characteristicsXJPLoSfGeneticsVJ2008VJbVJe[ZZZZcb 6 280

343 oJlocusJonJ[gp[aJmodifiesJriskJofJbreastJcancerJinJpκqo[JmutationJcarriersJandJisJassociatedJwithJ
hormoneJreceptorWnegativeJbreastJcancerJinJtheJgeneralJpopulationXJNaturefGeneticsVJ2010VJb]VJffcWg] 36.3 276

342 uenomicJanalysesJidentifyJhundredsJofJvariantsJassociatedJwithJageJatJmenarcheJandJsupportJaJroleJ
forJpubertyJtimingJinJcancerJriskXJNaturefGeneticsVJ2017VJbgVJfabWfb[ 36.3 257

341 oJcommonJvariantJatJtheJTsκTWqzαT–[zJlocusJisJassociatedJwithJestrogenJreceptorWnegativeJbreastJ
cancerXJNaturefGeneticsVJ2011VJbaVJ[][ZWb 36.3 253

340 ShortenedJtelomereJlengthJisJassociatedJwithJincreasedJriskJofJcancerhJaJmetaWanalysisXJPLoSfONEVJ
2011VJdVJe]Zbdd 3.7 248

339 αOT[JlossWofWfunctionJvariantsJpredisposeJtoJfamilialJmelanomaXJNaturefGeneticsVJ2014VJbdVJbefWbf[ 36.3 241

338 rifferentialJgeneticJeffectsJofJsSκ[JgeneJpolymorphismsJonJosteoporosisJoutcomesXJJAMAftf
JournalfoffthefAmericanfMedicalfAssociationVJ2004VJ]g]VJ][ZcW[b 27.4 238

337 oJtransformingJgrowthJfactorbeta[JsignalJpeptideJvariantJincreasesJsecretionJinJvitroJandJisJ
associatedJwithJincreasedJincidenceJofJinvasiveJbreastJcancerXJCancerfResearchVJ2003VJdaVJ]d[ZWc 10.1 238

336 uenomeWwideJassociationJanalysisJidentifiesJthreeJnewJbreastJcancerJsusceptibilityJlociXJNaturef
GeneticsVJ2012VJbbVJa[]Wf 36.3 237

335 zargeWscaleJgenomicJanalysesJlinkJreproductiveJagingJtoJhypothalamicJsignalingVJbreastJcancerJ
susceptibilityJandJpκqo[WmediatedJr oJrepairXJNaturefGeneticsVJ2015VJbeVJ[]gbW[aZa 36.3 226

334 uenomeWwideJassociationJstudyJinJpκqo[JmutationJcarriersJidentifiesJnovelJlociJassociatedJwithJ
breastJandJovarianJcancerJriskXJPLoSfGeneticsVJ2013VJgVJe[ZZa][] 6 209

333 r oJrepairJpolymorphismsJandJcancerJriskJinJnonWsmokersJinJaJcohortJstudyXJCarcinogenesisVJ2006VJ
]eVJggeW[ZZe 4.6 205

332 uenomeWwideJassociationJstudyJidentifiesJthreeJnewJmelanomaJsusceptibilityJlociXJNaturefGeneticsVJ
2011VJbaVJ[[ZfW[a 36.3 203

(2011-2011)
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331 wdentificationJofJtenJvariantsJassociatedJwithJriskJofJestrogenWreceptorWnegativeJbreastJcancerXJ
NaturefGeneticsVJ2017VJbgVJ[edeW[eef 36.3 186

330 αroteinWalteringJvariantsJassociatedJwithJbodyJmassJindexJimplicateJpathwaysJthatJcontrolJenergyJ
intakeJandJexpenditureJinJobesityXJNaturefGeneticsVJ2018VJcZVJ]dWb[ 36.3 186

329 TheJassociationJbetweenJcommonJvitaminJrJreceptorJgeneJvariationsJandJosteoporosishJaJ
participantWlevelJmetaWanalysisXJAnnalsfoffInternalfMedicineVJ2006VJ[bcVJ]ccWdb 8 185

328 TheJOncoorrayJqonsortiumhJoJ etworkJforJUnderstandingJtheJueneticJorchitectureJofJqommonJ
qancersXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2017VJ]dVJ[]dW[ac 4 183

327 uermlineJpκqoJmutationJandJoutcomeJinJyoungWonsetJbreastJcancerJRαOSvShJaJprospectiveJcohortJ
studyXJLancetfOncologysfTheVJ2018VJ[gVJ[dgW[fZ 21.7 177

326 TheJextentJofJlinkageJdisequilibriumJinJfourJpopulationsJwithJdistinctJdemographicJhistoriesXJ
AmericanfJournalfoffHumanfGeneticsVJ2000VJdeVJ[cbbWcb 11 170

325 tunctionalJvariantsJatJtheJ[[q[aJriskJlocusJforJbreastJcancerJregulateJcyclinJr[JexpressionJthroughJ
longWrangeJenhancersXJAmericanfJournalfoffHumanfGeneticsVJ2013VJg]VJbfgWcZa 11 167

324 uenomeWwideJmetaWanalysisJidentifiesJfiveJnewJsusceptibilityJlociJforJcutaneousJmalignantJ
melanomaXJNaturefGeneticsVJ2015VJbeVJgfeWggc 36.3 162

323 wndependentJvalidationJofJgenesJandJpolymorphismsJreportedJtoJbeJassociatedJwithJradiationJ
toxicityhJaJprospectiveJanalysisJstudyXJLancetfOncologysfTheVJ2012VJ[aVJdcWee 21.7 161

322 wut[JandJwutpαaJtaggingJpolymorphismsJareJassociatedJwithJcirculatingJlevelsJofJwut[VJwutpαaJandJ
riskJofJbreastJcancerXJHumanfMolecularfGeneticsVJ2006VJ[cVJ[W[Z 5.6 160

321 tamilialJdefectiveJapolipoproteinJpW[ZZhJdetectionJinJtheJUnitedJyingdomJandJScandinaviaVJandJ
clinicalJcharacteristicsJofJtenJcasesXJAtherosclerosisVJ1990VJfZVJ]acWb] 3.1 154

320 oJmetaWanalysisJofJgenomeWwideJassociationJstudiesJofJbreastJcancerJidentifiesJtwoJnovelJ
susceptibilityJlociJatJdq[bJandJ]Zq[[XJHumanfMolecularfGeneticsVJ2012VJ][VJcaeaWfb 5.6 143

319 preastJqancerJκiskJuenesJWJossociationJonalysisJinJ–oreJthanJ[[aVZZZJWomenXJNewfEnglandfJournalf
offMedicineVJ2021VJafbVJb]fWbag 59.2 143

318
zowJpenetranceJbreastJcancerJsusceptibilityJlociJareJassociatedJwithJspecificJbreastJtumorJ
subtypeshJfindingsJfromJtheJpreastJqancerJossociationJqonsortiumXJHumanfMolecularfGeneticsVJ2011
VJ]ZVJa]fgWaZa

5.6 140

317 TαcaJandJyκoS]JmutationsJinJplasmaJr oJofJhealthyJsubjectsJandJsubsequentJcancerJoccurrencehJaJ
prospectiveJstudyXJCancerfResearchVJ2006VJddVJdfe[Wd 10.1 140

316 oirJpollutionJandJriskJofJlungJcancerJinJaJprospectiveJstudyJinJsuropeXJInternationalfJournalfoffCancer
VJ2006VJ[[gVJ[dgWeb 7.5 136

315 oJpolymorphicJstopJcodonJinJpκqo]XJNaturefGeneticsVJ1996VJ[bVJ]caWb 36.3 136

314
qvsy]T[[ZZdelqJheterozygosityJinJwomenJwithJbreastJcancerJassociatedJwithJearlyJdeathVJbreastJ
cancerWspecificJdeathVJandJincreasedJriskJofJaJsecondJbreastJcancerXJJournalfoffClinicalfOncologyVJ
2012VJaZVJbaZfW[d

2.2 134
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313 ueneticJvariationJatJtheJqYα[go[JlocusJpredictsJcirculatingJestrogenJlevelsJbutJnotJbreastJcancerJ
riskJinJpostmenopausalJwomenXJCancerfResearchVJ2007VJdeVJ[fgaWe 10.1 134

312 zargeWscaleJevidenceJforJtheJeffectJofJtheJqOzwo[JSp[JpolymorphismJonJosteoporosisJoutcomeshJ
theJus O–OSJstudyXJPLoSfMedicineVJ2006VJaVJegZ 11.6 134

311 oJcommonJvariantJinJpκqo]JisJassociatedJwithJbothJbreastJcancerJriskJandJprenatalJviabilityXJNaturef
GeneticsVJ2000VJ]dVJad]Wb 36.3 134

310 qancerJκisksJossociatedJWithJuermlineJαathogenicJVariantshJonJwnternationalJStudyJofJc]bJtamiliesXJ
JournalfoffClinicalfOncologyVJ2020VJafVJdebWdfc 2.2 133

309 TelomereJlengthJinJprospectiveJandJretrospectiveJcancerJcaseWcontrolJstudiesXJCancerfResearchVJ
2010VJeZVJa[eZWd 10.1 131

308 oJcommonJfq]bJvariantJinJprostateJandJbreastJcancerJfromJaJlargeJnestedJcaseWcontrolJstudyXJ
CancerfResearchVJ2007VJdeVJ]gc[Wd 10.1 127

307 srrorsJinJtheJpolymeraseJchainJreactionXJNucleicfAcidsfResearchVJ1988VJ[dVJ[Zaga 20.1 123

306 uenomeWwideJassociationJstudyJidentifiesJaJcommonJvariantJassociatedJwithJriskJofJendometrialJ
cancerXJNaturefGeneticsVJ2011VJbaVJbc[Wb 36.3 121

305 αozp]VJqvsy]JandJoT–JrareJvariantsJandJcancerJriskhJdataJfromJqOuSXJJournalfoffMedicalfGeneticsVJ
2016VJcaVJfZZWf[[ 5.8 121

304 ossociationJbetweenJcommonJvariationJinJ[]ZJcandidateJgenesJandJbreastJcancerJriskXJPLoSf
GeneticsVJ2007VJaVJeb] 6 118

303 svidenceJofJgeneWenvironmentJinteractionsJbetweenJcommonJbreastJcancerJsusceptibilityJlociJandJ
establishedJenvironmentalJriskJfactorsXJPLoSfGeneticsVJ2013VJgVJe[ZZa]fb 6 112

302 αolymorphismsJinJr oJrepairJgenesJandJepithelialJovarianJcancerJriskXJInternationalfJournalfoff
CancerVJ2005VJ[[eVJd[[Wf 7.5 112

301 κedWcloverWderivedJisoflavonesJandJmammographicJbreastJdensityhJaJdoubleWblindVJrandomizedVJ
placeboWcontrolledJtrialJ[wSκqT b]gbZ[dc]XJBreastfCancerfResearchVJ2004VJdVJκ[eZWg 8.3 111

300 SomaticallyJacquiredJhypomethylationJofJwut]JinJbreastJandJcolorectalJcancerXJHumanfMolecularf
GeneticsVJ2008VJ[eVJ]daaWba 5.6 110

299 κeproducibilityJofJtelomereJlengthJassessmenthJanJinternationalJcollaborativeJstudyXJInternationalf
JournalfoffEpidemiologyVJ2015VJbbVJ[deaWfa 7.8 109

298 ogeWJandJTumorJSubtypeWSpecificJpreastJqancerJκiskJsstimatesJforJqvsy]T[[ZZdelqJqarriersXJ
JournalfoffClinicalfOncologyVJ2016VJabVJ]ecZWdZ 2.2 107

297
oJgenomeWwideJassociationJscanJRuWoSSJforJmeanJtelomereJlengthJwithinJtheJqOuSJprojecthJ
identifiedJlociJshowJlittleJassociationJwithJhormoneWrelatedJcancerJriskXJHumanfMolecularfGeneticsVJ
2013VJ]]VJcZcdWdb

5.6 107

296 uenomeWWideJ–etaWonalysesJofJpreastVJOvarianVJandJαrostateJqancerJossociationJStudiesJwdentifyJ
–ultipleJ ewJSusceptibilityJzociJSharedJbyJatJzeastJTwoJqancerJTypesXJCancerfDiscoveryVJ2016VJdVJ[Zc]Wde24.4 104
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295 sffectJofJgermWlineJgeneticJvariationJonJbreastJcancerJsurvivalJinJaJpopulationWbasedJstudyXJCancerf
ResearchVJ2002VJd]VJaZc]We 10.1 103

294 oJgenomeJwideJassociationJstudyJRuWoSSJprovidingJevidenceJofJanJassociationJbetweenJcommonJ
geneticJvariantsJandJlateJradiotherapyJtoxicityXJRadiotherapyfandfOncologyVJ2014VJ[[[VJ[efWfc 5.3 102

293 oJtranscriptomeWwideJassociationJstudyJofJ]]gVZZZJwomenJidentifiesJnewJcandidateJsusceptibilityJ
genesJforJbreastJcancerXJNaturefGeneticsVJ2018VJcZVJgdfWgef 36.3 101

292 tutκ]JvariantsJandJbreastJcancerJriskhJfineWscaleJmappingJusingJofricanJomericanJstudiesJandJ
analysisJofJchromatinJconformationXJHumanfMolecularfGeneticsVJ2009VJ[fVJ[dg]WeZa 5.6 100

291 TheJeffectJonJmelanomaJriskJofJgenesJpreviouslyJassociatedJwithJtelomereJlengthXJJournalfoffthef
NationalfCancerfInstituteVJ2014VJ[ZdVJ 9.7 97

290 svidenceJofJaJqausalJossociationJpetweenJwnsulinemiaJandJsndometrialJqancerhJoJ–endelianJ
κandomizationJonalysisXJJournalfoffthefNationalfCancerfInstituteVJ2015VJ[ZeVJ 9.7 96

289 r oJadductsJandJlungJcancerJriskhJaJprospectiveJstudyXJCancerfResearchVJ2005VJdcVJfZb]Wf 10.1 96

288  oJassociationJbetweenJandrogenJorJvitaminJrJreceptorJgeneJpolymorphismsJandJriskJofJbreastJ
cancerXJCarcinogenesisVJ1999VJ]ZVJ][a[Wc 4.6 96

287 preastJcancerJriskJvariantsJatJdq]cJdisplayJdifferentJphenotypeJassociationsJandJregulateJsSκ[VJ
κ– r[JandJqqrq[eZXJNaturefGeneticsVJ2016VJbfVJaebWfd 36.3 93

286 [gp[aX[JisJaJtripleWnegativeWspecificJbreastJcancerJsusceptibilityJlocusXJCancerfResearchVJ2012VJe]VJ[egcWfZa10.1 93

285 oJthreeWstageJgenomeWwideJassociationJstudyJidentifiesJaJsusceptibilityJlocusJforJlateJradiotherapyJ
toxicityJatJ]q]bX[XJNaturefGeneticsVJ2014VJbdVJfg[Wb 36.3 92

284
zifeJstressVJemotionalJhealthVJandJmeanJtelomereJlengthJinJtheJsuropeanJαrospectiveJwnvestigationJ
intoJqancerJRsαwqSW orfolkJpopulationJstudyXJJournalsfoffGerontologyftfSeriesfAfBiologicalfSciencesf
andfMedicalfSciencesVJ2011VJddVJ[[c]Wd]

6.4 91

283 wdentificationJofJaJpκqo]WspecificJmodifierJlocusJatJdp]bJrelatedJtoJbreastJcancerJriskXJPLoSf
GeneticsVJ2013VJgVJe[ZZa[ea 6 90

282 κiskJofJestrogenJreceptorWpositiveJandJWnegativeJbreastJcancerJandJsingleWnucleotideJpolymorphismJ
]qacWrs[aafeZb]XJJournalfoffthefNationalfCancerfInstituteVJ2009VJ[Z[VJ[Z[]Wf 9.7 90

281 wdentificationJofJ[gJnewJriskJlociJandJpotentialJregulatoryJmechanismsJinfluencingJsusceptibilityJtoJ
testicularJgermJcellJtumorXJNaturefGeneticsVJ2017VJbgVJ[[aaW[[bZ 36.3 89

280 SalivaJsamplesJareJaJviableJalternativeJtoJbloodJsamplesJasJaJsourceJofJr oJforJhighJthroughputJ
genotypingXJBMCfMedicalfGenomicsVJ2012VJcVJ[g 3.7 88

279 tineWmappingJidentifiesJmultipleJprostateJcancerJriskJlociJatJcp[cVJoneJofJwhichJassociatesJwithJ
TsκTJexpressionXJHumanfMolecularfGeneticsVJ2013VJ]]VJ]c]ZWf 5.6 88

278 svidenceJthatJbreastJcancerJriskJatJtheJ]qacJlocusJisJmediatedJthroughJwutpαcJregulationXJNaturef
CommunicationsVJ2014VJbVJbggg 17.4 87
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277 oJcombinedJanalysisJofJgenomeWwideJassociationJstudiesJinJbreastJcancerXJBreastfCancerfResearchf
andfTreatmentVJ2011VJ[]dVJe[eW]e 4.4 85

276 omountJofJr oJinJplasmaJandJcancerJriskhJaJprospectiveJstudyXJInternationalfJournalfoffCancerVJ2004
VJ[[[VJebdWg 7.5 85

275 uenomeWwideJassociationJstudyJidentifiesJaJcommonJvariantJinJκorc[pJassociatedJwithJmaleJ
breastJcancerJriskXJNaturefGeneticsVJ2012VJbbVJ[[f]Wb 36.3 84

274  oJevidenceJthatJproteinJtruncatingJvariantsJinJpκwα[JareJassociatedJwithJbreastJcancerJriskhJ
implicationsJforJgeneJpanelJtestingXJJournalfoffMedicalfGeneticsVJ2016VJcaVJ]gfWaZg 5.8 83

273 zargeWscaleJanalysisJofJassociationJbetweenJpolymorphismsJinJtheJtransformingJgrowthJfactorJbetaJ
[JgeneJRTutp[SJandJosteoporosishJtheJus O–OSJstudyXJBoneVJ2008VJb]VJgdgWf[ 4.7 83

272
κefinedJhistopathologicalJpredictorsJofJpκqo[JandJpκqo]JmutationJstatushJaJlargeWscaleJanalysisJofJ
breastJcancerJcharacteristicsJfromJtheJpqoqVJqw–poVJandJs wu–oJconsortiaXJBreastfCancerfResearch
VJ2014VJ[dVJab[g

8.3 82

271 tineWscaleJmappingJofJtheJtutκ]JbreastJcancerJriskJlocushJputativeJfunctionalJvariantsJdifferentiallyJ
bindJtOXo[JandJs]t[XJAmericanfJournalfoffHumanfGeneticsVJ2013VJgaVJ[ZbdWdZ 11 80

270 qommonJvariantsJinJtheJoT–VJpκqo[VJpκqo]VJqvsy]JandJTαcaJcancerJsusceptibilityJgenesJareJ
unlikelyJtoJincreaseJbreastJcancerJriskXJBreastfCancerfResearchVJ2007VJgVJκ]e 8.3 79

269 ueneticJvariantsJinJepigeneticJgenesJandJbreastJcancerJriskXJCarcinogenesisVJ2006VJ]eVJ[dd[Wg 4.6 77

268 uenomeWwideJassociationJstudyJidentifiesJa]JnovelJbreastJcancerJsusceptibilityJlociJfromJoverallJ
andJsubtypeWspecificJanalysesXJNaturefGeneticsVJ2020VJc]VJce]Wcf[ 36.3 76

267 qommonJgeneticJdeterminantsJofJbreastWcancerJriskJinJsastJosianJwomenhJaJcollaborativeJstudyJofJ
]aJdaeJbreastJcancerJcasesJandJ]cJcegJcontrolsXJHumanfMolecularfGeneticsVJ2013VJ]]VJ]cagWcZ 5.6 75

266 ossociationJofJsSκ[JgeneJtaggingJS αsJwithJbreastJcancerJriskXJHumanfMolecularfGeneticsVJ2009VJ[fVJ[[a[Wg5.6 75

265 TheJroleJofJgeneticJbreastJcancerJsusceptibilityJvariantsJasJprognosticJfactorsXJHumanfMolecularf
GeneticsVJ2012VJ][VJag]dWag 5.6 75

264 veightJandJpreastJqancerJκiskhJsvidenceJtromJαrospectiveJStudiesJandJ–endelianJκandomizationXJ
JournalfoffthefNationalfCancerfInstituteVJ2015VJ[ZeVJ 9.7 74

263 –ostJcommonJQsporadicQJcancersJhaveJaJsignificantJgermlineJgeneticJcomponentXJHumanfMolecularf
GeneticsVJ2014VJ]aVJd[[]Wf 5.6 74

262
ossessingJinteractionsJbetweenJtheJassociationsJofJcommonJgeneticJsusceptibilityJvariantsVJ
reproductiveJhistoryJandJbodyJmassJindexJwithJbreastJcancerJriskJinJtheJbreastJcancerJassociationJ
consortiumhJaJcombinedJcaseWcontrolJstudyXJBreastfCancerfResearchVJ2010VJ[]VJκ[[Z

8.3 74

261
qYα]rdJgeneJvariantshJassociationJwithJbreastJcancerJspecificJsurvivalJinJaJcohortJofJbreastJcancerJ
patientsJfromJtheJUnitedJyingdomJtreatedJwithJadjuvantJtamoxifenXJBreastfCancerfResearchVJ2010VJ
[]VJκdb

8.3 71

260 wdentificationJofJnineJnewJsusceptibilityJlociJforJendometrialJcancerXJNaturefCommunicationsVJ2018VJ
gVJa[dd 17.4 70

(2018-2011)
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259
wndividualJpatientJdataJmetaWanalysisJshowsJaJsignificantJassociationJbetweenJtheJoT–Jrs[fZ[c[dJ
S αJandJtoxicityJafterJradiotherapyJinJcbcdJbreastJandJprostateJcancerJpatientsXJRadiotherapyfandf
OncologyVJ2016VJ[][VJba[Wbag

5.3 69

258 roJ–r–]JS αaZgJandJTαcaJκe]αJinteractJinJbreastJcancerJsusceptibilitymJoJlargeJpooledJseriesJ
fromJtheJbreastJcancerJassociationJconsortiumXJCancerfResearchVJ2007VJdeVJgcfbWgZ 10.1 69

257 TaggingJsingleWnucleotideJpolymorphismsJinJantioxidantJdefenseJenzymesJandJsusceptibilityJtoJ
breastJcancerXJCancerfResearchVJ2006VJddVJ[]]cWaa 10.1 69

256 αrevalenceJofJtheJvOXp[aJufbsJgermlineJmutationJinJpritishJmenJandJcorrelationJwithJprostateJ
cancerJriskVJtumourJcharacteristicsJandJclinicalJoutcomesXJAnnalsfoffOncologyVJ2015VJ]dVJecdWed[ 10.3 67

255
αolymorphismsJinJtheJinitiatorsJofJκsTJRrearrangedJduringJtransfectionSJsignalingJpathwayJandJ
susceptibilityJtoJsporadicJmedullaryJthyroidJcarcinomaXJJournalfoffClinicalfEndocrinologyfandf
MetabolismVJ2005VJgZVJd]dfWeb

5.6 67

254
ossociationsJofJcommonJvariantsJatJ[p[[X]JandJ[bq]bX[JRκorc[z[SJwithJbreastJcancerJriskJandJ
heterogeneityJbyJtumorJsubtypehJfindingsJfromJtheJpreastJqancerJossociationJqonsortiumXJHumanf
MolecularfGeneticsVJ2011VJ]ZVJbdgaWeZd

5.6 66

253 tromJcandidateJgeneJstudiesJtoJuWoSJandJpostWuWoSJanalysesJinJbreastJcancerXJCurrentfOpinionfinf
GeneticsfandfDevelopmentVJ2015VJaZVJa]Wb[ 4.9 65

252 pκqo]JαolymorphicJStopJqodonJyaa]dXJandJtheJκiskJofJpreastVJαrostateVJandJOvarianJqancersXJ
JournalfoffthefNationalfCancerfInstituteVJ2016VJ[ZfVJ 9.7 65

251 wdentificationJofJfourJnovelJsusceptibilityJlociJforJoestrogenJreceptorJnegativeJbreastJcancerXJNaturef
CommunicationsVJ2016VJeVJ[[aec 17.4 64

250 ollelicJassociationJofJtheJhumanJhomologueJofJtheJmouseJmodifierJαtprjJwithJbreastJcancerXJHumanf
MolecularfGeneticsVJ2005VJ[bVJ]abgWcd 5.6 64

249
oJgenomeWwideJassociationJstudyJofJearlyWonsetJbreastJcancerJidentifiesJαty–JasJaJnovelJbreastJ
cancerJgeneJandJsupportsJaJcommonJgeneticJspectrumJforJbreastJcancerJatJanyJageXJCancerf
EpidemiologyfBiomarkersfandfPreventionVJ2014VJ]aVJdcfWdg

4 63

248 –ultiWfactorJdimensionalityJreductionJappliedJtoJaJlargeJprospectiveJinvestigationJonJgeneWgeneJ
andJgeneWenvironmentJinteractionsXJCarcinogenesisVJ2007VJ]fVJb[bW]] 4.6 62

247 TransWancestryJgenomeWwideJassociationJmetaWanalysisJofJprostateJcancerJidentifiesJnewJ
susceptibilityJlociJandJinformsJgeneticJriskJpredictionXJNaturefGeneticsVJ2021VJcaVJdcWec 36.3 62

246 αolymorphismsJinJtheJhumanJaromataseJcytochromeJαbcZJgeneJRqYα[gSJandJbreastJcancerJriskXJ
CarcinogenesisVJ2000VJ][VJ[fgWga 4.6 60

245 tineWscaleJmappingJofJtheJcq[[X]JbreastJcancerJlocusJrevealsJatJleastJthreeJindependentJriskJ
variantsJregulatingJ–oαay[XJAmericanfJournalfoffHumanfGeneticsVJ2015VJgdVJcW]Z 11 59

244 tineWmappingJofJprostateJcancerJsusceptibilityJlociJinJaJlargeJmetaWanalysisJidentifiesJcandidateJ
causalJvariantsXJNaturefCommunicationsVJ2018VJgVJ]]cd 17.4 57

243 tineJscaleJmappingJofJtheJbreastJcancerJ[dq[]JlocusXJHumanfMolecularfGeneticsVJ2010VJ[gVJ]cZeW[c 5.6 57

242 TheJpatchedJpolymorphismJαro[a[czeuJRqagbbTSJmayJmodulateJtheJassociationJbetweenJuseJofJ
oralJcontraceptivesJandJbreastJcancerJriskXJInternationalfJournalfoffCancerVJ2003VJ[ZaVJeegWfa 7.5 57

Alison Margaret Dunning
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241 qommonJvariantsJassociatedJwithJbreastJcancerJinJgenomeWwideJassociationJstudiesJareJmodifiersJ
ofJbreastJcancerJriskJinJpκqo[JandJpκqo]JmutationJcarriersXJHumanfMolecularfGeneticsVJ2010VJ[gVJ]ffdWge5.6 56

240 ossociationJofJsingleWnucleotideJpolymorphismsJinJtheJcellJcycleJgenesJwithJbreastJcancerJinJtheJ
pritishJpopulationXJCarcinogenesisVJ2008VJ]gVJaaaWb[ 4.6 56

239 tineWmappingJofJ[cZJbreastJcancerJriskJregionsJidentifiesJ[g[JlikelyJtargetJgenesXJNaturefGeneticsVJ
2020VJc]VJcdWea 36.3 56

238 tiveJendometrialJcancerJriskJlociJidentifiedJthroughJgenomeWwideJassociationJanalysisXJNaturef
GeneticsVJ2016VJbfVJddeWdeb 36.3 56

237 TelomereJlengthJandJcommonJdiseasehJstudyJdesignJandJanalyticalJchallengesXJHumanfGeneticsVJ
2015VJ[abVJdegWfg 6.3 55

236 oJreplicatedJassociationJbetweenJpolymorphismsJnearJT t˛–JandJriskJforJadverseJreactionsJtoJ
radiotherapyXJBritishfJournalfoffCancerVJ2012VJ[ZeVJebfWca 8.7 55

235
αrognosticJvalueJofJαow[JinJinvasiveJbreastJcancerhJevidenceJthatJtumorWspecificJfactorsJareJmoreJ
importantJthanJgeneticJvariationJinJregulatingJαow[JexpressionXJCancerfEpidemiologyfBiomarkersfandf
PreventionVJ2006VJ[cVJ][ZeW[b

4 55

234 –ultipleJnovelJprostateJcancerJsusceptibilityJsignalsJidentifiedJbyJfineWmappingJofJknownJriskJlociJ
amongJsuropeansXJHumanfMolecularfGeneticsVJ2015VJ]bVJccfgWdZ] 5.6 54

233 κadiogenomicshJtheJsearchJforJgeneticJpredictorsJofJradiotherapyJresponseXJFuturefOncologyVJ2014VJ
[ZVJ]ag[WbZd 3.6 54

232 ueneticJvariationJinJtheJvSr[ep[JgeneJandJriskJofJprostateJcancerXJPLoSfGeneticsVJ2005VJ[VJedf 6 54

231 Xκqq[JαolymorphismJossociatedJWithJzateJToxicityJofterJκadiationJTherapyJinJpreastJqancerJ
αatientsXJInternationalfJournalfoffRadiationfOncologyfBiologyfPhysicsVJ2015VJg]VJ[ZfbW[Zg] 4 53

230 xointJassociationsJofJaJpolygenicJriskJscoreJandJenvironmentalJriskJfactorsJforJbreastJcancerJinJtheJ
preastJqancerJossociationJqonsortiumXJInternationalfJournalfoffEpidemiologyVJ2018VJbeVJc]dWcad 7.8 53

229 tunctionalJmechanismsJunderlyingJpleiotropicJriskJallelesJatJtheJ[gp[aX[JbreastWovarianJcancerJ
susceptibilityJlocusXJNaturefCommunicationsVJ2016VJeVJ[]dec 17.4 53

228 tiveJpolymorphismsJandJbreastJcancerJriskhJresultsJfromJtheJpreastJqancerJossociationJqonsortiumXJ
CancerfEpidemiologyfBiomarkersfandfPreventionVJ2009VJ[fVJ[d[ZWd 4 53

227
κatJ–cscaJisJaJcompoundJquantitativeJtraitJlocusJwithJorthologousJhumanJlociJthatJassociateJwithJ
breastJcancerJriskXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ
2007VJ[ZbVJd]ggWaZb

11.5 53

226 wndividualJpatientJdataJmetaWanalysisJshowsJnoJassociationJbetweenJtheJS αJrs[fZZbdgJinJTutpJ
andJlateJradiotherapyJtoxicityXJRadiotherapyfandfOncologyVJ2012VJ[ZcVJ]fgWgc 5.3 52

225
αhytoestrogenJexposureJisJassociatedJwithJcirculatingJsexJhormoneJlevelsJinJpostmenopausalJ
womenJandJinteractJwithJsSκ[JandJ κ[w]JgeneJvariantsXJCancerfEpidemiologyfBiomarkersfandf
PreventionVJ2007VJ[dVJ[ZZgW[d

4 52

224 ossociationsJofJobesityJandJcirculatingJinsulinJandJglucoseJwithJbreastJcancerJriskhJaJ–endelianJ
randomizationJanalysisXJInternationalfJournalfoffEpidemiologyVJ2019VJbfVJegcWfZd 7.8 52

(2019-2010)

9



223 ueneticJmodifiersJofJqvsy]T[[ZZdelqWassociatedJbreastJcancerJriskXJGeneticsfinfMedicineVJ2017VJ[gVJcggWdZa8.1 51

222 ueneticJsusceptibilityJaccordingJtoJthreeJmetabolicJpathwaysJinJcancersJofJtheJlungJandJbladderJ
andJinJmyeloidJleukemiasJinJnonsmokersXJAnnalsfoffOncologyVJ2007VJ[fVJ[]aZWb] 10.3 51

221 qommonJsκpp]JpolymorphismsJandJriskJofJbreastJcancerJinJaJwhiteJpritishJpopulationhJaJ
caseWcontrolJstudyXJBreastfCancerfResearchVJ2005VJeVJκ]ZbWg 8.3 51

220 –etaWanalysisJofJuenomeJWideJossociationJStudiesJwdentifiesJueneticJ–arkersJofJzateJToxicityJ
tollowingJκadiotherapyJforJαrostateJqancerXJEBioMedicineVJ2016VJ[ZVJ[cZWda 8.8 50

219 vypomorphicJ–issenseJVariantsJqonferJ–oderateJκisksJofJpreastJqancerXJCancerfResearchVJ2017VJ
eeVJ]efgW]egg 10.1 49

218
StandardizedJTotalJoverageJToxicityJscorehJaJscaleWJandJgradeWindependentJmeasureJofJlateJ
radiotherapyJtoxicityJtoJfacilitateJpoolingJofJdataJfromJdifferentJstudiesXJInternationalfJournalfoff
RadiationfOncologyfBiologyfPhysicsVJ2012VJf]VJ[ZdcWeb

4 49

217 αhytoestrogenJexposureVJpolymorphismsJinJqO–TVJqYα[gVJsSκ[VJandJSvpuJgenesVJandJtheirJ
associationsJwithJprostateJcancerJriskXJNutritionfandfCancerVJ2006VJcdVJa[Wg 2.8 49

216 qomparisonJofJdq]cJbreastJcancerJhitsJfromJosianJandJsuropeanJuenomeJWideJossociationJStudiesJ
inJtheJpreastJqancerJossociationJqonsortiumJRpqoqSXJPLoSfONEVJ2012VJeVJeb]afZ 3.7 49

215 qommonJnonWsynonymousJS αsJassociatedJwithJbreastJcancerJsusceptibilityhJfindingsJfromJtheJ
preastJqancerJossociationJqonsortiumXJHumanfMolecularfGeneticsVJ2014VJ]aVJdZgdW[[[ 5.6 48

214 TheJqoSαfJWdc]Jd JdelJpromoterJpolymorphismJandJbreastJcancerJriskhJaJmulticenterJstudyXJBreastf
CancerfResearchfandfTreatmentVJ2008VJ[[[VJ[agWbb 4.4 48

213 uenomeWwideJassociationJandJtranscriptomeJstudiesJidentifyJtargetJgenesJandJriskJlociJforJbreastJ
cancerXJNaturefCommunicationsVJ2019VJ[ZVJ[eb[ 17.4 47

212 STκOuoκJWJSTrengtheningJtheJκeportingJOfJueneticJossociationJstudiesJinJκadiogenomicsXJ
RadiotherapyfandfOncologyVJ2014VJ[[ZVJ[f]Wf 5.3 47

211 κareVJproteinWtruncatingJvariantsJinJVJandJVJbutJnotJVJareJassociatedJwithJincreasedJbreastJcancerJ
risksXJJournalfoffMedicalfGeneticsVJ2017VJcbVJea]Web[ 5.8 47

210  oJassociationJbetweenJS αsJregulatingJTutW˛†[JsecretionJandJlateJradiotherapyJtoxicityJtoJtheJ
breasthJresultsJfromJtheJκoααsκJstudyXJRadiotherapyfandfOncologyVJ2010VJgeVJgW[b 5.3 47

209
wdentificationJofJcommonJvariantsJinJtheJSvpuJgeneJaffectingJsexJhormoneWbindingJglobulinJlevelsJ
andJbreastJcancerJriskJinJpostmenopausalJwomenXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ
2008VJ[eVJabgZWf

4 47

208 TaggingJsingleJnucleotideJpolymorphismsJinJtheJpκwα[JgeneJandJsusceptibilityJtoJbreastJandJ
ovarianJcancerXJPLoSfONEVJ2007VJ]VJe]df 3.7 47

207 tineWmappingJofJtheJv t[pJmulticancerJlocusJidentifiesJcandidateJvariantsJthatJmediateJ
endometrialJcancerJriskXJHumanfMolecularfGeneticsVJ2015VJ]bVJ[befWg] 5.6 46

206
oJcomprehensiveJanalysisJofJcommonJwut[VJwutpα[JandJwutpαaJgeneticJvariationJwithJprospectiveJ
wutWwJandJwutpαWaJbloodJlevelsJandJprostateJcancerJriskJamongJqaucasiansXJHumanfMolecularf
GeneticsVJ2010VJ[gVJaZfgW[Z[

5.6 46
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205 qommonJpolymorphismsJinJtheJprostaglandinJpathwayJgenesJandJtheirJassociationJwithJbreastJ
cancerJsusceptibilityJandJsurvivalXJClinicalfCancerfResearchVJ2009VJ[cVJ][f[Wg[ 12.9 46

204 SharedJheritabilityJandJfunctionalJenrichmentJacrossJsixJsolidJcancersXJNaturefCommunicationsVJ2019
VJ[ZVJba[ 17.4 45

203  ovelJossociationsJbetweenJqommonJpreastJqancerJSusceptibilityJVariantsJandJκiskWαredictingJ
–ammographicJrensityJ–easuresXJCancerfResearchVJ2015VJecVJ]bceWde 10.1 45

202 –etaWanalysisJofJupJtoJd]]VbZgJindividualsJidentifiesJbZJnovelJsmokingJbehaviourJassociatedJ
geneticJlociXJMolecularfPsychiatryVJ2020VJ]cVJ]ag]W]bZg 15.1 45

201 αolymorphismsJinJqYα[o[JandJsmokinghJnoJassociationJwithJbreastJcancerJriskXJCarcinogenesisVJ2001
VJ]]VJ[egeWfZZ 4.6 44

200 αroteinWcodingJvariantsJimplicateJnovelJgenesJrelatedJtoJlipidJhomeostasisJcontributingJtoJbodyWfatJ
distributionXJNaturefGeneticsVJ2019VJc[VJbc]Wbdg 36.3 44

199 ossociationJofJtheJprogesteroneJreceptorJgeneJwithJbreastJcancerJriskhJaJsingleWnucleotideJ
polymorphismJtaggingJapproachXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2006VJ[cVJdecWf] 4 43

198
αolymorphismsJinJtheJqYα[gJgeneJmayJaffectJtheJpositiveJcorrelationsJbetweenJserumJandJurineJ
phytoestrogenJmetabolitesJandJplasmaJandrogenJconcentrationsJinJmenXJJournalfoffNutritionVJ2005VJ
[acVJ]dfZWd

4.1 43

197
svidenceJthatJtheJcp[]JVariantJrs[Zgb[degJqonfersJSusceptibilityJtoJsstrogenWκeceptorWαositiveJ
preastJqancerJthroughJtut[ZJandJ–καSaZJκegulationXJAmericanfJournalfoffHumanfGeneticsVJ2016VJ
ggVJgZaWg[[

11 43

196
ueneticJκiskJScoreJ–endelianJκandomizationJShowsJthatJObesityJ–easuredJasJpodyJ–assJwndexVJ
butJnotJWaisthvipJκatioVJwsJqausalJforJsndometrialJqancerXJCancerfEpidemiologyfBiomarkersfandf
PreventionVJ2016VJ]cVJ[cZaW[c[Z

4 42

195 oJroleJforJXκqq]JgeneJpolymorphismsJinJbreastJcancerJriskJandJsurvivalXJJournalfoffMedicalfGeneticsVJ
2011VJbfVJbeeWfb 5.8 42

194
oJlargeJstudyJofJandrogenJreceptorJgermlineJvariantsJandJtheirJrelationJtoJsexJhormoneJlevelsJandJ
prostateJcancerJriskXJκesultsJfromJtheJ ationalJqancerJwnstituteJpreastJandJαrostateJqancerJqohortJ
qonsortiumXJJournalfoffClinicalfEndocrinologyfandfMetabolismVJ2010VJgcVJs[][We

5.6 42

193 qommonJgeneticJvariationJinJcandidateJgenesJandJsusceptibilityJtoJsubtypesJofJbreastJcancerXJ
CancerfEpidemiologyfBiomarkersfandfPreventionVJ2009VJ[fVJ]ccWg 4 42

192 qYα[go[JfineWmappingJandJ–endelianJrandomizationhJestradiolJisJcausalJforJendometrialJcancerXJ
EndocrinetRelatedfCancerVJ2016VJ]aVJeeWg[ 5.7 41

191 tunctionalJpolymorphismsJinJtheJTsκTJpromoterJareJassociatedJwithJriskJofJserousJepithelialJ
ovarianJandJbreastJcancersXJPLoSfONEVJ2011VJdVJe]bgfe 3.7 41

190 qommonJvariantsJinJmismatchJrepairJgenesJandJriskJofJcolorectalJcancerXJGutVJ2008VJceVJ[ZgeW[Z[ 19.2 41

189 ueneticJoverlapJbetweenJendometriosisJandJendometrialJcancerhJevidenceJfromJcrossWdiseaseJ
geneticJcorrelationJandJuWoSJmetaWanalysesXJCancerfMedicineVJ2018VJeVJ[gefW[gfe 4.8 40

188  oJassociationJbetweenJTsκTWqzαT–[zJsingleJnucleotideJpolymorphismJrsbZ[df[JandJmeanJ
telomereJlengthJorJcancerJriskXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2010VJ[gVJ[fd]Wc 4 40

(2010-2009)
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187 TutW˛†JsignalingJpathwayJandJbreastJcancerJsusceptibilityXJCancerfEpidemiologyfBiomarkersfandf
PreventionVJ2011VJ]ZVJ[[[]Wg 4 40

186 κoleJofJqvsy]T[[ZZdelqJinJunselectedJseriesJofJnonWpκqo[Y]JmaleJbreastJcancersXJInternationalf
JournalfoffCancerVJ2004VJ[ZfVJbeeWf 7.5 40

185 uenomeWwideJassociationJmetaWanalysesJcombiningJmultipleJriskJphenotypesJprovideJinsightsJintoJ
theJgeneticJarchitectureJofJcutaneousJmelanomaJsusceptibilityXJNaturefGeneticsVJ2020VJc]VJbgbWcZb 36.3 39

184 uenomeWwideJassociationJstudyJidentifiesJsusceptibilityJlociJforJpWcellJchildhoodJacuteJ
lymphoblasticJleukemiaXJNaturefCommunicationsVJ2018VJgVJ[abZ 17.4 39

183
reterminationJofJtheJfrequencyJofJtheJcommonJdcerelcJ ijmegenJbreakageJsyndromeJmutationJinJ
theJuermanJpopulationhJnoJassociationJwithJriskJofJbreastJcancerXJGenesfChromosomesfandfCancerVJ
1999VJ]cVJagaWc

5 39

182 wdentificationJofJnovelJgeneticJmarkersJofJbreastJcancerJsurvivalXJJournalfoffthefNationalfCancerf
InstituteVJ2015VJ[ZeVJ 9.7 38

181 ueneticJpredispositionJtoJinJsituJandJinvasiveJlobularJcarcinomaJofJtheJbreastXJPLoSfGeneticsVJ2014VJ
[ZVJe[ZZb]fc 6 38

180 qomprehensiveJassociationJtestingJofJcommonJgeneticJvariationJinJr oJrepairJpathwayJgenesJinJ
relationshipJwithJbreastJcancerJriskJinJmultipleJpopulationsXJHumanfMolecularfGeneticsVJ2008VJ[eVJf]cWab 5.6 38

179 ossociationJofJaJcommonJoyoαgJvariantJwithJbreastJcancerJriskhJaJcollaborativeJanalysisXJJournalfoff
thefNationalfCancerfInstituteVJ2008VJ[ZZVJbaeWb] 9.7 38

178 κelationshipsJbetweenJr oJandJproteinJpolymorphismsJofJapolipoproteinJpXJHumanfGeneticsVJ1988
VJefVJa]cWg 6.3 38

177 –icroκ oJrelatedJpolymorphismsJandJbreastJcancerJriskXJPLoSfONEVJ2014VJgVJe[Zggea 3.7 37

176 ueneticJvariationJatJgp]]X]JandJovarianJcancerJriskJforJpκqo[JandJpκqo]JmutationJcarriersXJJournalf
offthefNationalfCancerfInstituteVJ2011VJ[ZaVJ[ZcW[d 9.7 37

175 tineWmappingJidentifiesJtwoJadditionalJbreastJcancerJsusceptibilityJlociJatJgqa[X]XJHumanfMolecularf
GeneticsVJ2015VJ]bVJ]gddWfb 5.6 36

174 ueneticJvariationJinJstromalJproteinsJdecorinJandJlumicanJwithJbreastJcancerhJinvestigationsJinJtwoJ
caseWcontrolJstudiesXJBreastfCancerfResearchVJ2008VJ[ZVJκgf 8.3 36

173 wdentificationJandJcharacterizationJofJnovelJassociationsJinJtheJqoSαfYozS]qκ[]JregionJonJ
chromosomeJ]JwithJbreastJcancerJriskXJHumanfMolecularfGeneticsVJ2015VJ]bVJ]fcWgf 5.6 35

172 sxomeJqhipJ–etaWanalysisJtineJ–apsJqausalJVariantsJandJslucidatesJtheJueneticJorchitectureJofJ
κareJqodingJVariantsJinJSmokingJandJolcohol´ UseXJBiologicalfPsychiatryVJ2019VJfcVJgbdWgcc 7.9 35

171 uermlineJTsκTJpromoterJmutationsJareJrareJinJfamilialJmelanomaXJFamilialfCancerVJ2016VJ[cVJ[agWbb 3 34

170 qommonJvariantsJinJκp[JgeneJandJriskJofJinvasiveJovarianJcancerXJCancerfResearchVJ2006VJddVJ[Z]]ZWd 10.1 34
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169 pκqo]Jorgae]vispolymorphismJandJepithelialJovarianJcancerJriskXJInternationalfJournalfoffCancerVJ
2003VJ[ZaVJb]eWaZ 7.5 34

168 αredictionJofJbreastJcancerJriskJbasedJonJcommonJgeneticJvariantsJinJwomenJofJsastJosianJ
ancestryXJBreastfCancerfResearchVJ2016VJ[fVJ[]b 8.3 34

167 uenomeWwideJassociationJstudyJofJendometrialJcancerJinJs]q]XJHumanfGeneticsVJ2014VJ[aaVJ][[W]b 6.3 33

166 [[q[aJisJaJsusceptibilityJlocusJforJhormoneJreceptorJpositiveJbreastJcancerXJHumanfMutationVJ2012VJ
aaVJ[[]aWa] 4.7 33

165 qommonJgermlineJpolymorphismsJinJqO–TVJqYα[go[VJsSκ[VJαuκVJSUzT[s[JandJSTSJandJsurvivalJ
afterJaJdiagnosisJofJbreastJcancerXJInternationalfJournalfoffCancerVJ2009VJ[]cVJ]dfeWgd 7.5 33

164 oJgenomeWwideJassociationJscanJonJestrogenJreceptorWnegativeJbreastJcancerXJBreastfCancerf
ResearchVJ2010VJ[]VJκga 8.3 32

163 κadiogenomicsJqonsortiumJuenomeWWideJossociationJStudyJ–etaWonalysisJofJzateJToxicityJofterJ
αrostateJqancerJκadiotherapyXJJournalfoffthefNationalfCancerfInstituteVJ2020VJ[[]VJ[egW[gZ 9.7 32

162 –issenseJvariantsJinJoT–JinJ]dV[Z[JbreastJcancerJcasesJandJ]gVfb]JcontrolsXJCancerfEpidemiologyf
BiomarkersfandfPreventionVJ2010VJ[gVJ][baWc[ 4 31

161
wmplicationsJofJgeneWenvironmentJinteractionJinJstudiesJofJgeneJvariantsJinJbreastJcancerhJanJ
exampleJofJdietaryJisoflavonesJandJtheJracd JpolymorphismJinJtheJsexJhormoneWbindingJglobulinJ
geneXJCancerfResearchVJ2006VJddVJfgfZWa

10.1 31

160 vap–apWbasedJstudyJofJtheJ[eq][Jsκpp]JampliconJinJsusceptibilityJtoJbreastJcancerXJBritishfJournalf
offCancerVJ2006VJgcVJ[dfgWgc 8.7 31

159 suropeanJpolygenicJriskJscoreJforJpredictionJofJbreastJcancerJshowsJsimilarJperformanceJinJosianJ
womenXJNaturefCommunicationsVJ2020VJ[[VJafaa 17.4 31

158 ueneticJpredispositionJtoJductalJcarcinomaJinJsituJofJtheJbreastXJBreastfCancerfResearchVJ2016VJ[fVJ]] 8.3 31

157 qandidateJlocusJanalysisJofJtheJTsκTWqzαT–[zJcancerJriskJregionJonJchromosomeJcp[cJidentifiesJ
multipleJindependentJvariantsJassociatedJwithJendometrialJcancerJriskXJHumanfGeneticsVJ2015VJ[abVJ]a[Wbc6.3 30

156 uenomeWwideJassociationJstudyJidentifiesJaJpossibleJsusceptibilityJlocusJforJendometrialJcancerXJ
CancerfEpidemiologyfBiomarkersfandfPreventionVJ2012VJ][VJgfZWe 4 30

155
qYα[go[JgeneticJvariationJinJrelationJtoJprostateJcancerJriskJandJcirculatingJsexJhormoneJ
concentrationsJinJmenJfromJtheJpreastJandJαrostateJqancerJqohortJqonsortiumXJCancerf
EpidemiologyfBiomarkersfandfPreventionVJ2009VJ[fVJ]eabWbb

4 29

154 uenomeWwideJassociationJstudyJofJgermlineJvariantsJandJbreastJcancerWspecificJmortalityXJBritishf
JournalfoffCancerVJ2019VJ[]ZVJdbeWdce 8.7 28

153
oJlargeWscaleJassessmentJofJtwoWwayJS αJinteractionsJinJbreastJcancerJsusceptibilityJusingJbdVbcZJ
casesJandJb]Vbd[JcontrolsJfromJtheJbreastJcancerJassociationJconsortiumXJHumanfMolecularf
GeneticsVJ2014VJ]aVJ[gabWbd

5.6 28

152 ueneticJinsightsJintoJbiologicalJmechanismsJgoverningJhumanJovarianJageingXJNatureVJ2021VJcgdVJagaWage50.4 28

(2021-2003)
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151 podyJmassJindexJandJbreastJcancerJsurvivalhJaJ–endelianJrandomizationJanalysisXJInternationalf
JournalfoffEpidemiologyVJ2017VJbdVJ[f[bW[f]] 7.8 27

150 –etaWanalysisJofJgenomeWwideJassociationJstudiesJidentifiesJcommonJsusceptibilityJpolymorphismsJ
forJcolorectalJandJendometrialJcancerJnearJSv]paJandJTSvZ[XJScientificfReportsVJ2015VJcVJ[eadg 4.9 27

149 qonfirmationJofJcp[]JasJaJsusceptibilityJlocusJforJprogesteroneWreceptorWpositiveVJlowerJgradeJ
breastJcancerXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2011VJ]ZVJ]]]]Wa[ 4 27

148 tunctionalJcharacterizationJofJaJmultiWcancerJriskJlocusJonJchrcp[cXaaJrevealsJregulationJofJTsκTJbyJ
Z t[bfXJNaturefCommunicationsVJ2017VJfVJ[cZab 17.4 26

147 κsβUwTshJoJprospectiveJmulticentreJcohortJstudyJofJpatientsJundergoingJradiotherapyJforJbreastVJ
lungJorJprostateJcancerXJRadiotherapyfandfOncologyVJ2019VJ[afVJcgWde 5.3 26

146 αolymorphismsJinJaJαutativeJsnhancerJatJtheJ[Zq][X]JpreastJqancerJκiskJzocusJκegulateJ κpt]J
sxpressionXJAmericanfJournalfoffHumanfGeneticsVJ2015VJgeVJ]]Wab 11 26

145 tineJmappingJofJgeneticJsusceptibilityJlociJforJmelanomaJrevealsJaJmixtureJofJsingleJvariantJandJ
multipleJvariantJregionsXJInternationalfJournalfoffCancerVJ2015VJ[adVJ[ac[WdZ 7.5 26

144 wnvestigationJofJgeneWenvironmentJinteractionsJbetweenJbeJnewlyJidentifiedJbreastJcancerJ
susceptibilityJlociJandJenvironmentalJriskJfactorsXJInternationalfJournalfoffCancerVJ2015VJ[adVJsdfcWgd 7.5 26

143 ossessingJassociationsJbetweenJtheJoUκyoWv––κWTαX]WTUpu[JfunctionalJmoduleJandJbreastJ
cancerJriskJinJpκqo[Y]JmutationJcarriersXJPLoSfONEVJ2015VJ[ZVJeZ[]ZZ]Z 3.7 26

142 ueneticJvariationJinJtheJchromosomeJ[eq]aJampliconJandJbreastJcancerJriskXJCancerfEpidemiologyf
BiomarkersfandfPreventionVJ2009VJ[fVJ[fdbWf 4 26

141 qommonJsingleWnucleotideJpolymorphismsJinJr oJdoubleWstrandJbreakJrepairJgenesJandJbreastJ
cancerJriskXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2008VJ[eVJabf]Wg 4 26

140 wnteractionsJbetweenJgenesJinvolvedJinJtheJantioxidantJdefenceJsystemJandJbreastJcancerJriskXJ
BritishfJournalfoffCancerVJ2006VJgcVJc]cWa[ 8.7 26

139 SamplingJdistributionJofJsummaryJlinkageJdisequilibriumJmeasuresXJAnnalsfoffHumanfGeneticsVJ2002
VJddVJ]]aWaa 2.2 26

138 tineWscaleJmappingJofJfq]bJlocusJidentifiesJmultipleJindependentJriskJvariantsJforJbreastJcancerXJ
InternationalfJournalfoffCancerVJ2016VJ[agVJ[aZaW[a[e 7.5 26

137 αatientJsurvivalJandJtumorJcharacteristicsJassociatedJwithJqvsy]hpXw[ceTJWJfindingsJfromJtheJpreastJ
qancerJossociationJqonsortiumXJBreastfCancerfResearchVJ2016VJ[fVJgf 8.3 26

136 αolygenicJinheritedJpredispositionJtoJbreastJcancerXJColdfSpringfHarborfSymposiafonfQuantitativef
BiologyVJ2005VJeZVJacWb[ 3.9 25

135 qomparisonJofJr oJrepairJproteinJexpressionJandJactivitiesJbetweenJhumanJfibroblastJcellJlinesJ
withJdifferentJradiosensitivitiesXJInternationalfJournalfoffCancerVJ2000VJfcVJfbcWg 7.5 25

134 wdentificationJofJindependentJassociationJsignalsJandJputativeJfunctionalJvariantsJforJbreastJcancerJ
riskJthroughJfineWscaleJmappingJofJtheJ[]p[[JlocusXJBreastfCancerfResearchVJ2016VJ[fVJdb 8.3 25

Alison Margaret Dunning
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133 wnheritedJmutationsJinJandJinJanJunselectedJmultiethnicJcohortJofJosianJpatientsJwithJbreastJcancerJ
andJhealthyJcontrolsJfromJ–alaysiaXJJournalfoffMedicalfGeneticsVJ2018VJccVJgeW[Za 5.8 24

132 onJintergenicJriskJlocusJcontainingJanJenhancerJdeletionJinJ]qacJmodulatesJbreastJcancerJriskJbyJ
deregulatingJwutpαcJexpressionXJHumanfMolecularfGeneticsVJ2016VJ]cVJafdaWafed 5.6 24

131 wdentificationJofJnewJgeneticJsusceptibilityJlociJforJbreastJcancerJthroughJconsiderationJofJ
geneWenvironmentJinteractionsXJGeneticfEpidemiologyVJ2014VJafVJfbWga 2.6 24

130 qommonJgermlineJpolymorphismsJassociatedJwithJbreastJcancerWspecificJsurvivalXJBreastfCancerf
ResearchVJ2015VJ[eVJcf 8.3 24

129
onJautosomeWwideJscanJforJlinkageJdisequilibriumWbasedJassociationJinJsporadicJbreastJcancerJcasesJ
inJeasternJtinlandhJthreeJcandidateJregionsJfoundXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ
2005VJ[bVJecWfZ

4 24

128 κareJcodingJvariantsJandJXWlinkedJlociJassociatedJwithJageJatJmenarcheXJNaturefCommunicationsVJ
2015VJdVJeecd 17.4 23

127 recreasedJbreastJcancerJriskJinJsystemicJlupusJerythematosushJtheJsearchJforJaJgeneticJbasisJ
continuesXJLupusVJ2012VJ][VJfgdWg 2.6 23

126 uenomeWwideJassociationJstudiesJandJpredictionJofJnormalJtissueJtoxicityXJSeminarsfinfRadiationf
OncologyVJ2012VJ]]VJg[Wg 5.5 22

125
sducationalJattainmentJandJmeanJleukocyteJtelomereJlengthJinJwomenJinJtheJsuropeanJ
αrospectiveJwnvestigationJintoJqancerJRsαwqSW orfolkJpopulationJstudyXJBrainsfBehaviorsfandf
ImmunityVJ2012VJ]dVJb[bWf

16.6 22

124 αolymorphismsJinJinflammationJpathwayJgenesJandJendometrialJcancerJriskXJCancerfEpidemiologyf
BiomarkersfandfPreventionVJ2013VJ]]VJ][dW]a 4 22

123  oJassociationJbetweenJtTOJorJvvsXJandJendometrialJcancerJriskXJCancerfEpidemiologyfBiomarkersf
andfPreventionVJ2010VJ[gVJ][ZdWg 4 22

122
pulkyJr oJadductsVJbWaminobiphenylWhaemoglobinJadductsJandJdietJinJtheJsuropeanJαrospectiveJ
wnvestigationJintoJqancerJandJ utritionJRsαwqSJprospectiveJstudyXJBritishfJournalfoffNutritionVJ2008VJ
[ZZVJbfgWgc

3.6 22

121 qommonJpolymorphismsJinJsκqq]JRXerodermaJpigmentosumJrSJareJnotJassociatedJwithJbreastJ
cancerJriskXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2005VJ[bVJ[f]fWa[ 4 21

120 ossociationJofJbreastJcancerJriskJwithJgeneticJvariantsJshowingJdifferentialJallelicJexpressionhJ
wdentificationJofJaJnovelJbreastJcancerJsusceptibilityJlocusJatJbq][XJOncotargetVJ2016VJeVJfZ[bZWfZ[da 3.3 21

119 svaluatingJgeneticJvariantsJassociatedJwithJbreastJcancerJriskJinJhighJandJmoderateWpenetranceJ
genesJinJosiansXJCarcinogenesisVJ2017VJafVJc[[Wc[f 4.6 20

118 oJnetworkJanalysisJtoJidentifyJmediatorsJofJgermlineWdrivenJdifferencesJinJbreastJcancerJprognosisXJ
NaturefCommunicationsVJ2020VJ[[VJa[] 17.4 20

117 tutJreceptorJgenesJandJbreastJcancerJsusceptibilityhJresultsJfromJtheJpreastJqancerJossociationJ
qonsortiumXJBritishfJournalfoffCancerVJ2014VJ[[ZVJ[ZffW[ZZ 8.7 20

116 qomprehensiveJgeneticJassessmentJofJtheJsSκ[JlocusJidentifiesJaJriskJregionJforJendometrialJ
cancerXJEndocrinetRelatedfCancerVJ2015VJ]]VJfc[Wd[ 5.7 19

(2015-2018)
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115 S αWS αJinteractionJanalysisJofJ tW˛”pJsignalingJpathwayJonJbreastJcancerJsurvivalXJOncotargetVJ
2015VJdVJaegegWgb 3.3 19

114 sndometrialJcancerJandJgeneticJvariationJinJαTs VJαwyaqoVJoyT[VJ–zv[VJandJ–Sv]JwithinJaJ
populationWbasedJcaseWcontrolJstudyXJGynecologicfOncologyVJ2011VJ[]ZVJ[deWea 4.9 19

113 vyaluronanWmediatedJmotilityJreceptorJgeneJsingleJnucleotideJpolymorphismsJandJriskJofJbreastJ
cancerXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2008VJ[eVJad[fW]Z 4 19

112 αrogesteroneJreceptorJgeneJvariantsJandJriskJofJendometrialJcancerXJCarcinogenesisVJ2011VJa]VJaa[Wc 4.6 18

111 κorc[pJinJtamilialJpreastJqancerXJPLoSfONEVJ2016VJ[[VJeZ[caeff 3.7 18

110 αrevalenceJofJpκqo[JandJpκqo]JpathogenicJvariantsJinJaJlargeVJunselectedJbreastJcancerJcohortXJ
InternationalfJournalfoffCancerVJ2019VJ[bbVJ[[gcW[]Zb 7.5 18

109
ossessmentJofJvariationJinJimmunosuppressiveJpathwayJgenesJrevealsJTutpκ]JtoJbeJassociatedJ
withJprognosisJofJestrogenJreceptorWnegativeJbreastJcancerJafterJchemotherapyXJBreastfCancerf
ResearchVJ2015VJ[eVJ[f

8.3 17

108 tineWscaleJmappingJofJtheJbq]bJlocusJidentifiesJtwoJindependentJlociJassociatedJwithJbreastJcancerJ
riskXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2015VJ]bVJ[dfZWg[ 4 17

107 oJqommonJVariantJatJtheJ[bqa]JsndometrialJqancerJκiskJzocusJoctivatesJoyT[JthroughJYY[J
pindingXJAmericanfJournalfoffHumanfGeneticsVJ2016VJgfVJ[[cgW[[dg 11 17

106
gqa[X]WrsfdcdfdJasJaJsusceptibilityJlocusJforJestrogenJreceptorWpositiveJbreastJcancerhJevidenceJ
fromJtheJpreastJqancerJossociationJqonsortiumXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ
2012VJ][VJ[efaWg[

4 17

105 ueneticJvariationJinJSwαo[JinJrelationJtoJbreastJcancerJriskJandJsurvivalJafterJbreastJcancerJ
diagnosisXJInternationalfJournalfoffCancerVJ2009VJ[]bVJ[e[dW]Z 7.5 17

104 oJ–endelianJrandomizationJanalysisJofJcirculatingJlipidJtraitsJandJbreastJcancerJriskXJInternationalf
JournalfoffEpidemiologyVJ2020VJbgVJ[[[eW[[a[ 7.8 17

103 wdentificationJofJnovelJbreastJcancerJsusceptibilityJlociJinJmetaWanalysesJconductedJamongJosianJ
andJsuropeanJdescendantsXJNaturefCommunicationsVJ2020VJ[[VJ[][e 17.4 16

102 TheJpκqo]JcXdfWeT´ l´ oJvariantJisJnotJpathogenichJoJmodelJforJclinicalJcalibrationJofJspliceogenicityXJ
HumanfMutationVJ2018VJagVJe]gWeb[ 4.7 16

101 tineJscaleJmappingJofJtheJ[eq]]JbreastJcancerJlocusJusingJdenseJS αsVJgenotypedJwithinJtheJ
qollaborativeJOncologicalJueneWsnvironmentJStudyJRqOusSXJScientificfReportsVJ2016VJdVJa]c[] 4.9 16

100 TheJreliableJidentificationJofJdiseaseWgeneJassociationsXJCancerfEpidemiologyfBiomarkersfandf
PreventionVJ2005VJ[bVJ[ad] 4 16

99  oJclinicalJutilityJofJyκoSJvariantJrsd[edbaeZJforJovarianJorJbreastJcancerXJGynecologicfOncologyVJ
2016VJ[b[VJafdWbZ[ 4.9 15

98 uWoSJmetaWanalysisJofJ[dJfc]JwomenJidentifiesJnewJsusceptibilityJlocusJforJendometrialJcancerXJ
HumanfMolecularfGeneticsVJ2016VJ]cVJ]d[]W]d]Z 5.6 15

Alison Margaret Dunning
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97 ossociationJofJgeneticJsusceptibilityJvariantsJforJtypeJ]JdiabetesJwithJbreastJcancerJriskJinJwomenJ
ofJsuropeanJancestryXJCancerfCausesfandfControlVJ2016VJ]eVJdegWga 2.8 15

96 qombinedJossociationsJofJaJαolygenicJκiskJScoreJandJqlassicalJκiskJtactorsJWithJpreastJqancerJκiskXJ
JournalfoffthefNationalfCancerfInstituteVJ2021VJ[[aVJa]gWaae 9.7 14

95 ueneWenvironmentJinteractionsJinvolvingJfunctionalJvariantshJκesultsJfromJtheJpreastJqancerJ
ossociationJqonsortiumXJInternationalfJournalfoffCancerVJ2017VJ[b[VJ[faZW[fbZ 7.5 13

94
ossessmentJofJinteractionsJbetweenJ]ZcJbreastJcancerJsusceptibilityJlociJandJ[aJestablishedJriskJ
factorsJinJrelationJtoJbreastJcancerJriskVJinJtheJpreastJqancerJossociationJqonsortiumXJInternationalf
JournalfoffEpidemiologyVJ2020VJbgVJ][dW]a]

7.8 13

93 –endelianJrandomizationJanalysesJsuggestJaJroleJforJcholesterolJinJtheJdevelopmentJofJ
endometrialJcancerXJInternationalfJournalfoffCancerVJ2021VJ[bfVJaZeWa[g 7.5 13

92 rifferentialJpurdenJofJκareJandJqommonJVariantsJonJTumorJqharacteristicsVJSurvivalVJandJ–odeJofJ
retectionJinJpreastJqancerXJCancerfResearchVJ2018VJefVJda]gWdaaf 10.1 13

91 zargeWscaleJonalysisJremonstratesJtamilialJTesticularJqancerJtoJhaveJαolygenicJoetiologyXJ
EuropeanfUrologyVJ2018VJebVJ]bfW]c] 10.2 13

90 wnheritedJvariantsJinJtheJinnerJcentromereJproteinJRw qs αSJgeneJofJtheJchromosomalJpassengerJ
complexJcontributeJtoJtheJsusceptibilityJofJsκWnegativeJbreastJcancerXJCarcinogenesisVJ2015VJadVJ]cdWe[ 4.6 12

89 κareJgermlineJcopyJnumberJdeletionsJofJlikelyJfunctionalJimportanceJareJimplicatedJinJendometrialJ
cancerJpredispositionXJHumanfGeneticsVJ2015VJ[abVJ]dgWef 6.3 12

88 TheJhpXorgdcfTJtruncatingJvariantJisJassociatedJwithJriskJofJtripleWnegativeJbreastJcancerXJNpjfBreastf
CancerVJ2019VJcVJaf 7.8 12

87 ueneticJvariationJatJqYαaoJisJassociatedJwithJageJatJmenarcheJandJbreastJcancerJriskhJaJ
caseWcontrolJstudyXJBreastfCancerfResearchVJ2014VJ[dVJκc[ 8.3 12

86 zymphocyteJtelomereJlengthJisJlongJinJpκqo[JandJpκqo]JmutationJcarriersJregardlessJofJ
cancerWaffectedJstatusXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2014VJ]aVJ[Z[fW]b 4 12

85 qvsy]VJ–u–TVJSUzT[s[JandJSUzT[o[JpolymorphismsJandJendometrialJcancerJriskXJTwinfResearchf
andfHumanfGeneticsVJ2011VJ[bVJa]fWa] 2.2 12

84 qhromatinJinteractomeJmappingJatJ[agJindependentJbreastJcancerJriskJsignalsXJGenomefBiologyVJ
2020VJ][VJf 18.3 12

83 preastJqancerJαolygenicJκiskJScoreJandJqontralateralJpreastJqancerJκiskXJAmericanfJournalfoff
HumanfGeneticsVJ2020VJ[ZeVJfaeWfbf 11 12

82  onWcodingJκ osJunderlieJgeneticJpredispositionJtoJbreastJcancerXJGenomefBiologyVJ2020VJ][VJe 18.3 11

81 αatientsJwithJaJvighJαolygenicJκiskJofJpreastJqancerJdoJnotJhaveJonJwncreasedJκiskJofJκadiotherapyJ
ToxicityXJClinicalfCancerfResearchVJ2016VJ]]VJ[b[aW]Z 12.9 11

80 ueneticJvariationJinJmitoticJregulatoryJpathwayJgenesJisJassociatedJwithJbreastJtumorJgradeXJ
HumanfMolecularfGeneticsVJ2014VJ]aVJdZabWbd 5.6 11

(2014-2016)
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79 tineW–appingJofJtheJ[p[[X]JpreastJqancerJSusceptibilityJzocusXJPLoSfONEVJ2016VJ[[VJeZ[dZa[d 3.7 11

78 αredictionJandJclinicalJutilityJofJaJcontralateralJbreastJcancerJriskJmodelXJBreastfCancerfResearchVJ
2019VJ][VJ[bb 8.3 11

77 preastJcancerJriskJandJdq]]XaahJcombinedJresultsJfromJpreastJqancerJossociationJqonsortiumJandJ
qonsortiumJofJwnvestigatorsJonJ–odifiersJofJpκqo[Y]XJPLoSfONEVJ2012VJeVJeaceZd 3.7 10

76 ossociationJstudyJofJprostateJcancerJsusceptibilityJvariantsJwithJrisksJofJinvasiveJovarianVJbreastVJ
andJcolorectalJcancerXJCancerfResearchVJ2008VJdfVJffaeWb] 10.1 10

75 SingleWnucleotideJpolymorphismsJinJtheJκp[JgeneJandJassociationJwithJbreastJcancerJinJtheJpritishJ
populationXJBritishfJournalfoffCancerVJ2006VJgbVJ[g][Wd 8.7 10

74 uenomeWwideJassociationJstudyJimplicatesJimmuneJdysfunctionJinJtheJdevelopmentJofJvodgkinJ
lymphomaXJBloodVJ2018VJ[a]VJ]ZbZW]Zc] 2.2 10

73 TranscriptomeWwideJassociationJstudyJofJbreastJcancerJriskJbyJestrogenWreceptorJstatusXJGeneticf
EpidemiologyVJ2020VJbbVJbb]Wbdf 2.6 9

72 qYα]rdJgeneJvariantsJandJtheirJassociationJwithJbreastJcancerJsusceptibilityXJCancerfEpidemiologyf
BiomarkersfandfPreventionVJ2011VJ]ZVJ[]ccWf 4 9

71 ossociationJbetweenJepitopesJdetectedJbyJmonoclonalJantibodyJpwαWbcJandJtheJXbawJpolymorphismJ
ofJapolipoproteinJpXJClinicalfGeneticsVJ1988VJaaVJ[f[Wf 4 9

70 svaluatingJαolygenicJκiskJScoresJforJpreastJqancerJinJWomenJofJofricanJoncestryXJJournalfoffthef
NationalfCancerfInstituteVJ2021VJ[[aVJ[[dfW[[ed 9.7 9

69 κeproducibilityJofJtelomereJlengthJassessmenthJouthorsQJκesponseJtoJramjanJyrstajicJandJzjubomirJ
puturovicXJInternationalfJournalfoffEpidemiologyVJ2015VJbbVJ[eagWb[ 7.8 8

68
αrospectiveJstudyJofJinsulinWlikeJgrowthJfactorWwVJinsulinWlikeJgrowthJfactorWbindingJproteinJaVJ
geneticJvariantsJinJtheJwut[JandJwutpαaJgenesJandJriskJofJcoronaryJarteryJdiseaseXJInternationalf
JournalfoffMolecularfEpidemiologyfandfGeneticsVJ2011VJ]VJ]d[Wfc

0.9 8

67
wsJSouthernJblottingJnecessaryJtoJmeasureJtelomereJlengthJreproduciblymJouthorsQJκesponseJtohJ
qommentaryhJTheJreliabilityJofJtelomereJlengthJmeasurementsXJInternationalfJournalfoff
EpidemiologyVJ2015VJbbVJ[dfdWe

7.8 7

66
qrossWqancerJuenomeWWideJossociationJStudyJofJsndometrialJqancerJandJspithelialJOvarianJqancerJ
wdentifiesJueneticJκiskJκegionsJossociatedJwithJκiskJofJpothJqancersXJCancerfEpidemiologyf
BiomarkersfandfPreventionVJ2021VJaZVJ][eW]]f

4 7

65 αredictionJofJcontralateralJbreastJcancerhJexternalJvalidationJofJriskJcalculatorsJinJ]ZJinternationalJ
cohortsXJBreastfCancerfResearchfandfTreatmentVJ2020VJ[f[VJb]aWbab 4.4 7

64 TαcaWbasedJinteractionJanalysisJidentifiesJcisWeβTzJvariantsJforJTαcapα]VJtpXO]fVJandJto–caoJ
thatJassociateJwithJsurvivalJandJtreatmentJoutcomeJinJbreastJcancerXJOncotargetVJ2017VJfVJ[faf[W[fagf 3.3 7

63
ueneticJvariationJinJtheJimmunosuppressionJpathwayJgenesJandJbreastJcancerJsusceptibilityhJaJ
pooledJanalysisJofJb]Vc[ZJcasesJandJbZVceeJcontrolsJfromJtheJpreastJqancerJossociationJ
qonsortiumXJHumanfGeneticsVJ2016VJ[acVJ[aeWcb

6.3 6

62 oJpolymorphismJinJtheJbaseJexcisionJrepairJgeneJαoκα]JisJassociatedJwithJdifferentialJprognosisJbyJ
chemotherapyJamongJpostmenopausalJbreastJcancerJpatientsXJBMCfCancerVJ2015VJ[cVJgef 4.8 6

Alison Margaret Dunning
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61 ueneticJvariationJinJtheJvSr[ep[JgeneJandJriskJofJprostateJcancerXJPLoSfGeneticsVJ2005VJpreprintVJedf 6 6

60 κsSαO SshJκehJαolymorphismsJossociatedJWithJqirculatingJSexJvormoneJzevelsJinJ
αostmenopausalJWomenXJJournalfoffthefNationalfCancerfInstituteVJ2005VJgeVJ[caW[cb 9.7 6

59 ValidationJofJlociJatJ]q[bX]JandJ[cq][XaJasJriskJfactorsJforJtesticularJcancerXJOncotargetVJ2018VJgVJ[]daZW[]daf3.3 6

58 αathogenicJVariantsJinJoreJossociatedJWithJanJodverseJαrognosisJinJSymptomaticJsarlyWOnsetJ
preastJqancerXJJCOfPrecisionfOncologyVJ2020VJbVJ 3.6 5

57 eq][WrsdgdbcfeJandJbreastJcancerJriskhJanJextendedJcaseWcontrolJstudyJbyJtheJpreastJqancerJ
ossociationJqonsortiumXJJournalfoffMedicalfGeneticsVJ2011VJbfVJdgfWeZ] 5.8 5

56 sxternalJValidationJofJaJαredictiveJ–odelJforJocuteJSkinJκadiationJToxicityJinJtheJκsβUwTsJpreastJ
qohortXJFrontiersfinfOncologyVJ2020VJ[ZVJcecgZg 5.3 5

55 tirstJinternationalJworkshopJofJtheJoT–JandJcancerJriskJgroupJRbWcJrecemberJ]Z[gSXJFamilialfCancer
VJ2021VJ[ 3 5

54
ueneticJanalysesJofJgynecologicalJdiseaseJidentifyJgeneticJrelationshipsJbetweenJuterineJfibroidsJ
andJendometrialJcancerVJandJaJnovelJendometrialJcancerJgeneticJriskJregionJatJtheJW TbJ[padX[]J
locusXJHumanfGeneticsVJ2021VJ[bZVJ[acaW[adc

6.3 5

53 SeqbS αshJnewJsoftwareJforJretrievalJofJmultipleVJaccuratelyJannotatedJr oJsequencesVJreadyJ
formattedJforJS αJassayJdesignXJBMCfBioinformaticsVJ2009VJ[ZVJ[fZ 3.6 4

52 roubleWstrandJbreakJr oJrepairJgenotypeJpredictiveJofJlaterJmortalityJandJcancerJincidenceJinJaJ
cohortJofJnonWsmokersXJDNAfRepairVJ2009VJfVJdZWe[ 4.3 4

51 svaluationJofJvariationJinJtheJphosphoinositideWaWkinaseJcatalyticJsubunitJalphaJoncogeneJandJ
breastJcancerJriskXJBritishfJournalfoffCancerVJ2011VJ[ZcVJ[gabWg 8.7 4

50 preastJcancerJsusceptibilityJpolymorphismsJandJendometrialJcancerJriskhJaJqollaborativeJ
sndometrialJqancerJStudyXJCarcinogenesisVJ2011VJa]VJ[fd]Wd 4.6 4

49 αathologyJofJTumorsJossociatedJWithJαathogenicJuermlineJVariantsJinJgJpreastJqancerJ
SusceptibilityJuenesXXJJAMAfOncologyVJ2022VJ 13.4 4

48 oJreepJzearningJopproachJValidatesJueneticJκiskJtactorsJforJzateJToxicityJofterJαrostateJqancerJ
κadiotherapyJinJaJκsβUwTsJ–ultiW ationalJqohortXJFrontiersfinfOncologyVJ2020VJ[ZVJcb[]f[ 5.3 4

47 TargetedJκesequencingJofJtheJqodingJSequenceJofJafJuenesJ earJpreastJqancerJuWoSJzociJinJaJ
zargeJqaseWqontrolJStudyXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2019VJ]fVJf]]Wf]c 4 4

46 qommonJSusceptibilityJzociJforJ–aleJpreastJqancerXJJournalfoffthefNationalfCancerfInstituteVJ2021VJ
[[aVJbcaWbd[ 9.7 4

45 oJcaseWonlyJstudyJtoJidentifyJgeneticJmodifiersJofJbreastJcancerJriskJforJpκqo[Ypκqo]JmutationJ
carriersXJNaturefCommunicationsVJ2021VJ[]VJ[Zef 17.4 4

44 preastJqancerJκiskJtactorsJandJSurvivalJbyJTumorJSubtypehJαooledJonalysesJfromJtheJpreastJqancerJ
ossociationJqonsortiumXJCancerfEpidemiologyfBiomarkersfandfPreventionVJ2021VJaZVJd]aWdb] 4 4

(2021-2005)
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43 TheJfunctionalJozrv]JpolymorphismJisJassociatedJwithJbreastJcancerJriskhJoJpooledJanalysisJfromJ
theJpreastJqancerJossociationJqonsortiumXJMolecularfGeneticsflamp;fGenomicfMedicineVJ2019VJeVJeeZe 2.3 3

42 qandidateJqausalJVariantsJatJtheJfp[]JpreastJqancerJκiskJzocusJκegulateXJCancersVJ2020VJ[]VJ 6.6 3

41 ueneticJvariantsJinJsκJcofactorJgenesJandJendometrialJcancerJriskXJPLoSfONEVJ2012VJeVJeb]bbc 3.7 3

40 qommonJvariantsJinJbreastJcancerJriskJlociJpredisposeJtoJdistinctJtumorJsubtypesXXJBreastfCancerf
ResearchVJ2022VJ]bVJ] 8.3 3

39 WJaJnovelJcandidateJbreastJcancerJsusceptibilityJlocusJonJdq[bX[XJOncotargetVJ2017VJfVJ[Z]edgW[Z]ef] 3.3 3

38 qhromatinJinteractomeJmappingJatJ[agJindependentJbreastJcancerJriskJsignals 3

37 vighWthroughputJallelicJexpressionJimbalanceJanalysesJidentifyJcandidateJbreastJcancerJriskJgenes 3

36 TwoJtruncatingJvariantsJinJto qqJandJbreastJcancerJriskXJScientificfReportsVJ2019VJgVJ[]c]b 4.9 2

35 uermlineJvOXp[aJmutationsJpXufbsJandJpXκ][eqJdoJnotJconferJanJincreasedJbreastJcancerJriskXJ
ScientificfReportsVJ2020VJ[ZVJgdff 4.9 2

34 rs]eacafaVJlocatedJatJaJmicroκ oJbindingJsiteJinJtheJaQUTκJofJ pS[VJisJnotJassociatedJwithJbreastJ
cancerJriskXJScientificfReportsVJ2016VJdVJadfeb 4.9 2

33 r oJdamageJandJhormoneWrelatedJcancerhJaJrepairJpathwayJviewXJHumanfMolecularfGeneticsVJ2019VJ
]fVJκ[fZWκ[fd 5.6 2

32 tineWmappingJidentifiesJmultipleJprostateJcancerJriskJlociJatJcp[cVJoneJofJwhichJassociatesJwithJ
TsκTJexpressionXJHumanfMolecularfGeneticsVJ2013VJ]]VJb]agWb]ag 5.6 2

31 uenomeWwideJassociationJstudyJidentifiesJa]JnovelJbreastJcancerJsusceptibilityJlociJfromJoverallJ
andJsubtypeWspecificJanalyses 2

30
TheJpredictiveJabilityJofJtheJa[aJvariantWbasedJpolygenicJriskJscoreJforJcontralateralJbreastJcancerJ
riskJpredictionJinJwomenJofJsuropeanJancestryJwithJaJheterozygousJpκqo[JorJpκqo]JpathogenicJ
variantXJGeneticsfinfMedicineVJ2021VJ]aVJ[e]dW[eae

8.1 2

29 –aritalJstatusJandJprostateJcancerJincidencehJaJpooledJanalysisJofJ[]JcaseWcontrolJstudiesJfromJtheJ
ακoqTwqozJconsortiumXJEuropeanfJournalfoffEpidemiologyVJ2021VJadVJg[aWg]c 12.1 2

28 qYαaoeT[qJallelehJlinkingJpremenopausalJoestroneJandJprogesteroneJlevelsJwithJriskJofJhormoneJ
receptorWpositiveJbreastJcancersXJBritishfJournalfoffCancerVJ2021VJ[]bVJfb]Wfcb 8.7 2

27 αolygenicJriskJscoresJforJpredictionJofJbreastJcancerJriskJinJosianJpopulationsXXJGeneticsfinfMedicineVJ
2021VJ 8.1 2

26 αredictingJtheJzikelihoodJofJqarryingJaJorJ–utationJinJosianJαatientsJWithJpreastJqancerXXJJournalfoff
ClinicalfOncologyVJ2022VJxqO][Z[dbe 2.2 1
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25 sxternalJValidationJofJaJαredictiveJ–odelJforJocuteJSkinJκadiationJToxicityJinJtheJκsβUwTsJpreastJ
qohortXJFrontiersfinfOncologyVJ2020VJ[ZVJcecgZg 5.3 1

24 qommonJvariantsJinJbreastJcancerJriskJlociJpredisposeJtoJdistinctJtumorJsubtypes 1

23 ueneticJαredictorsJofJ ormalJTissueJκesponseJtoJκadiotherapyJ2010VJ[]eW[ac 1

22 uenomicJanalysesJforJageJatJmenarcheJidentifyJafgJindependentJsignalsJandJindicateJ
p–wWindependentJeffectsJofJpubertyJtimingJonJcancerJsusceptibility 1

21 qharacterisationJofJαozp]JtumoursJthroughJwholeWexomeJandJwholeWtranscriptomicJanalysesXJNpjf
BreastfCancerVJ2021VJeVJbd 7.8 1

20 qharacterisationJofJproteinWtruncatingJandJmissenseJvariantsJinJinJ[cJedfJwomenJfromJ–alaysiaJandJ
SingaporeXJJournalfoffMedicalfGeneticsVJ2021VJ 5.8 1

19 revelopmentJofJaJmethodJforJgeneratingJS αJinteractionWawareJpolygenicJriskJscoresJforJ
radiotherapyJtoxicityXJRadiotherapyfandfOncologyVJ2021VJ[cgVJ]b[W]bf 5.3 1

18 qrossWancestryJuWoSJmetaWanalysisJidentifiesJsixJbreastJcancerJlociJinJofricanJandJsuropeanJ
ancestryJwomenXJNaturefCommunicationsVJ2021VJ[]VJb[gf 17.4 1

17
tunctionalJannotationJofJtheJ]qacJbreastJcancerJriskJlocusJimplicatesJaJstructuralJvariantJinJ
influencingJactivityJofJaJlongWrangeJenhancerJelementXJAmericanfJournalfoffHumanfGeneticsVJ2021VJ
[ZfVJ[[gZW[]Za

11 1

16
ossociationJofJgermlineJgeneticJvariantsJwithJbreastJcancerWspecificJsurvivalJinJpatientJsubgroupsJ
definedJbyJclinicWpathologicalJvariablesJrelatedJtoJtumorJbiologyJandJtypeJofJsystemicJtreatmentXJ
BreastfCancerfResearchVJ2021VJ]aVJfd

8.3 1

15 qomparisonJofJr oJrepairJproteinJexpressionJandJactivitiesJbetweenJhumanJfibroblastJcellJlinesJ
withJdifferentJradiosensitivitiesJ2000VJfcVJfbc 1

14 uenomeWwideJandJtranscriptomeWwideJassociationJstudiesJofJmammographicJdensityJphenotypesJ
revealJnovelJlociXXJBreastfCancerfResearchVJ2022VJ]bVJ]e 8.3 1

13 κareJgermlineJcopyJnumberJvariantsJRq VsSJandJbreastJcancerJriskXXJCommunicationsfBiologyVJ2022VJ
cVJdc 6.7 0

12 uermlineJbreastJcancerJsusceptibilityJgenesVJtumorJcharacteristicsVJandJsurvivalXJGenomefMedicineVJ
2021VJ[aVJ[fc 14.4 0

11 uermlineJvariantsJandJbreastJcancerJsurvivalJinJpatientsJwithJdistantJmetastasesJatJprimaryJbreastJ
cancerJdiagnosisXJScientificfReportsVJ2021VJ[[VJ[gefe 4.9 0

10 –endelianJrandomisationJstudyJofJsmokingJexposureJinJrelationJtoJbreastJcancerJriskXJBritishf
JournalfoffCancerVJ2021VJ[]cVJ[[acW[[bc 8.7 0

9
OverviewJofJhealthWrelatedJqualityJofJlifeJandJtoxicityJofJnonWsmallJcellJlungJcancerJpatientsJ
receivingJcurativeWintentJradiotherapyJinJaJrealWlifeJsettingJRtheJκsβUwTsJstudySXXJLungfCancerVJ2022VJ
[ddVJ]]fW]b[

5.9 0

8 oJuenomeWWideJueneWpasedJueneâ��snvironmentJwnteractionJStudyJofJpreastJqancerJinJ–oreJthanJ
gZVZZZJWomenXJCancerfResearchfCommunicationsVJ2022VJ]VJ][[W][g 0
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7 OverlapJofJhighWriskJindividualsJpredictedJbyJfamilyJhistoryVJandJgeneticJandJnonWgeneticJbreastJ
cancerJriskJpredictionJmodelshJimplicationsJforJriskJstratificationXXJBMCfMedicineVJ2022VJ]ZVJ[cZ 11.4 0

6 preastJcancerJrisksJassociatedJwithJmissenseJvariantsJinJbreastJcancerJsusceptibilityJgenesXXJGenomef
MedicineVJ2022VJ[bVJc[ 14.4 0

5 zargeWScaleJuenomicJonalysesJzinkJκeproductiveJogingJtoJvypothalamicJSignalingVJpreastJqancerJ
SusceptibilityVJandJpκqo[W–ediatedJr oJκepairXJObstetricalfandfGynecologicalfSurveyVJ2015VJeZVJecfWed]2.4

4 vighWThroughputJTechniquesJâ��JuenotypingJandJuenomics[b[W[cb

3 podyJmassJindexJandJtypeJ]JdiabetesJandJbreastJcancerJsurvivalhJaJ–endelianJrandomizationJstudyXJ
AmericanfJournalfoffCancerfResearchVJ2021VJ[[VJag][Wagab 4.4

2 uenomeWwideJinteractionJanalysisJofJmenopausalJhormoneJtherapyJuseJandJbreastJcancerJriskJ
amongJd]VaeZJwomenXXJScientificfReportsVJ2022VJ[]VJd[gg 4.9

1 κelevanceJofJtheJ–vqJregionJforJbreastJcancerJsusceptibilityJinJosiansXXJBreastfCancerVJ2022VJ[ 3.4
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