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Physiological and molecular responses for long term salinity stress in common fig (Ficus carica L.).
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Identification of simple sequence repeat markers in the dromedary(Camelus dromedarius) genome by
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Cloning and expression profiling polycomb gene VERNALIZATION INSENSITIVE 3 in tomato. Biologia
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Cloning and Expression Profiling of the Polycomb Gene, Retinoblastoma-Related Protein from Tomato
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Development of a Cucumis sativus TILLinG Platform for Forward and Reverse Genetics. PLoS ONE, 2014,
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Application of polymerase chain reaction for detection of camelsa€™ milk adulteration by milk of cow.

Current Opinion in Biotechnology, 2011, 22, S94. 6.6 0

TheArabidopsis Chromatin Modifier ATX1, the Myotubularin-like AtMTM, and the response to Drought;
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The Highly Similar <i>Arabidopsis</i> Homologs of Trithorax ATX1 and ATX2 Encode Proteins with
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Origin of the Bacterial SET Domain Genes: Vertical or Horizontal?. Molecular Biology and Evolution,
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