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l Paper IF Citations

136 wnNRNwcdependentNRNwNpolymeraseNgeneNinNwrabidopsisNisNrequiredNforNposttranscriptionalNgeneN
silencingNmediatedNbyNaNtransgeneNbutNnotNbyNaNvirusdNCellbN2000bNgfgbNkjicki 56.2 859

135 RNwNpolymeraseNIVNdirectsNsilencingNofNendogenousNzNwdNSciencebN2005bNifnbNggnchf 33.3 579

134 MutationsNinNtheNseedNregionNofNhumanNmiRcolNareNresponsibleNforNnonsyndromicNprogressiveN
hearingNlossdNNatureaGeneticsbN2009bNjgbNlfocgi 36.3 418

133 zeepNsequencingNofNtomatoNshortNRNwsNidentifiesNmicroRNwsNtargetingNgenesNinvolvedNinNfruitN
ripeningdNGenomeaResearchbN2008bNgnbNglfhco 9.7 387

132 TheNcartilageNspecificNmicroRNwcgjfNtargetsNhistoneNdeacetylaseNjNinNmouseNcellsdNFEBSaLettersbN
2006bNknfbNjhgjcm 3.8 331

131 SulphurNstarvationNinducesNtheNexpressionNofNmicroRNwciokNandNoneNofNitsNtargetNgenesNbutNinN
differentNcellNtypesdNPlantaJournalbN2009bNkmbNigichg 6.9 328

130 miRionNandNmiRjfnNareNupcregulatedNinNresponseNtoNwaterNdeficitNinNMedicagoNtruncatuladNPlantabN
2010bNhigbNmfkcgl 4.7 303

129 MicroRNwsNandNtheNhallmarksNofNcancerdNOncogenebN2006bNhkbNlgmfck 9.2 291

128 IdentificationNofNgrapevineNmicroRNwsNandNtheirNtargetsNusingNhighcthroughputNsequencingNandN
degradomeNanalysisdNPlantaJournalbN2010bNlhbNolfcml 6.9 278

127 Sz—iNencodesNanNRNwNhelicaseNrequiredNforNpostctranscriptionalNgeneNsilencingNinNwrabidopsisdN
EMBOaJournalbN2001bNhfbNhflocmn 13 271

126 wnN—NUcinducedNmutationNofNmiRcolNassociatedNwithNprogressiveNhearingNlossNinNmicedNNaturea
GeneticsbN2009bNjgbNlgjcn 36.3 249

125 wNtoolkitNforNanalysingNlargecscaleNplantNsmallNRNwNdatasetsdNBioinformaticsbN2008bNhjbNhhkhci 7.2 233

124 TheNU—wNsRNwNworkbenchpNaNsuiteNofNtoolsNforNanalysingNandNvisualizingNnextNgenerationNsequencingN
microRNwNandNsmallNRNwNdatasetsdNBioinformaticsbN2012bNhnbNhfkoclg 7.2 232

123 TheNgenomesNofNtwoNkeyNbumblebeeNspeciesNwithNprimitiveNeusocialNorganizationdNGenomeaBiologybN
2015bNglbNml 18.3 229

122 HighcthroughputNsequencingNofNMedicagoNtruncatulaNshortNRNwsNidentifiesNeightNnewNmiRNwN
familiesdNBMCaGenomicsbN2008bNobNkoi 4.5 227

121 SpecificNrequirementsNofNMRFsNforNtheNexpressionNofNmuscleNspecificNmicroRNwsbNmiRcgbNmiRchflN
andNmiRcgiidNDevelopmentalaBiologybN2008bNihgbNjogco 3.1 209

120 RapidNtranscriptionalNplasticityNofNduplicatedNgeneNclustersNenablesNaNclonallyNreproducingNaphidNtoN
coloniseNdiverseNplantNspeciesdNGenomeaBiologybN2017bNgnbNhm 18.3 208
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119 TheNroleNofNsmallNRNwsNinNabioticNstressdNFEBSaLettersbN2007bNkngbNikohcm 3.8 189

118 TheNexpressionNandNfunctionNofNmicroRNwsNinNchondrogenesisNandNosteoarthritisdNArthritisaanda
RheumatismbN2012bNljbNgofocgo 167

117 PotatoNvirusNXNampliconsNinNarabidopsisNmediateNgeneticNandNepigeneticNgeneNsilencingdNPlantaCellbN
2000bNghbNilocmo 11.6 160

116 InterplayNofNSLIMgNandNmiRiokNinNtheNregulationNofNsulfateNassimilationNinNwrabidopsisdNPlantaJournal
bN2011bNllbNnlicml 6.9 159

115 ReducingNligationNbiasNofNsmallNRNwsNinNlibrariesNforNnextNgenerationNsequencingdNSilence:aAaJournala
ofaRNAaRegulationbN2012bNibNj 140

114
TheNpghhNsubunitNofNTobaccoNMosaicNVirusNreplicaseNisNaNpotentNsilencingNsuppressorNandN
compromisesNbothNsmallNinterferingNRNwcNandNmicroRNwcmediatedNpathwaysdNJournalaofaVirologybN
2007bNngbNggmlncnf

6.6 135

113 ProfilingNofNshortNRNwsNduringNfleshyNfruitNdevelopmentNrevealsNstagecspecificNsRNwomeNexpressionN
patternsdNPlantaJournalbN2011bNlmbNhihcjl 6.9 119

112
—mbryonicNtemperatureNaffectsNmuscleNfibreNrecruitmentNinNadultNzebrafishpNgenomecwideNchangesN
inNgeneNandNmicroRNwNexpressionNassociatedNwithNtheNtransitionNfromNhyperplasticNtoNhypertrophicN
growthNphenotypesdNJournalaofaExperimentalaBiologybN2009bNhghbNgmngcoi

3 118

111 zeepNsequencingNofNviroidcderivedNsmallNRNwsNfromNgrapevineNprovidesNnewNinsightsNonNtheNroleNofN
RNwNsilencingNinNplantcviroidNinteractiondNPLoSaONEbN2009bNjbNemlnl 3.7 116

110 StructuralNandNfunctionalNanalysisNofNviralNsiRNwsdNPLoSaPathogensbN2010bNlbNegfffnin 7.6 113

109 wnalysisNofNshortNRNwsNinNtheNmalariaNparasiteNandNitsNredNbloodNcellNhostdNFEBSaLettersbN2006bNknfbNkgnkcn3.8 110

108 MicroRNwsNandNcancerdNJournalaofaInternalaMedicinebN2008bNhlibNillcmk 10.8 107

107 MechanismNofNmiRNwcmediatedNrepressionNofNmRNwNtranslationdNEssaysainaBiochemistrybN2013bNkjbNhocin 7.6 102

106 wnalyzingNmRNwNexpressionNidentifiesNSmadiNasNaNmicroRNwcgjfNtargetNregulatedNonlyNatNproteinN
leveldNRnabN2010bNglbNjnocoj 5.8 94

105 RegulationNofNmultipleNtargetNgenesNbyNmiRcgNandNmiRchflNisNpivotalNforNyhyghNmyoblastN
differentiationdNJournalaofaCellaSciencebN2012bNghkbNikofclff 5.3 94

104
MicroRNwNregulationNofNtheNpairedcboxNtranscriptionNfactorNPaxiNconfersNrobustnessNtoN
developmentalNtimingNofNmyogenesisdNProceedingsaofatheaNationalaAcademyaofaSciencesaofatheaUniteda
StatesaofaAmericabN2011bNgfnbNggoilcjg

11.5 93

103 —xperimentalNidentificationNofNmicroRNwcgjfNtargetsNbyNsilencingNandNoverexpressingNmiRcgjfdNRnabN
2008bNgjbNhkgichf 5.8 92

102 FunctionalNanalysisNofNcymbidiumNringspotNvirusNgenomedNVirologybN1993bNgojbNlomcmfj 3.6 90

(1993-2007)
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101 RegulationNofNleafNmorphologyNbyNmicroRNwiojNandNitsNtargetNL—wFNyURLINGNR—SPONSIV—N—SSdN
PlantaandaCellaPhysiologybN2012bNkibNghnicoj 4.9 88

100 IdentificationNofNnewNcentralNnervousNsystemNspecificNmouseNmicroRNwsdNFEBSaLettersbN2006bNknfbNhgokchff3.8 88

99 TheNmicroRNwchoNfamilyNinNcartilageNhomeostasisNandNosteoarthritisdNJournalaofaMolecularaMedicinebN
2016bNojbNknicol 5.5 87

98 yloningNandNsequencingNofNpotatoNvirusNYNWHungarianNisolateXNgenomicNRNwdNGenebN1993bNghibNgjockl 3.8 87

97 zeepNsequencingNanalysisNofNviralNshortNRNwsNfromNanNinfectedNPinotNNoirNgrapevinedNVirologybN2010bN
jfnbNjockl 3.6 86

96 IdentificationNofNnovelNsmallNRNwsNinNtomatoNWSolanumNlycopersicumXdNPlantabN2007bNhhlbNmfocgm 4.7 84

95 PwR—snippNaNtoolNforNrapidNgenomecwideNdiscoveryNofNsmallNRNwetargetNinteractionsNevidencedN
throughNdegradomeNsequencingdNNucleicaAcidsaResearchbN2012bNjfbNegfi 20.1 78

94 —ndogenousNshortNRNwsNgeneratedNbyNzicerNhNandNRNwcdependentNRNwNpolymeraseNgNregulateN
mRNwsNinNtheNbasalNfungusNMucorNcircinelloidesdNNucleicaAcidsaResearchbN2010bNinbNkkikcjg 20.1 77

93 yhromosomalcLevelNwssemblyNofNtheNwsianNSeabassNGenomeNUsingNLongNSequenceNReadsNandN
MulticlayeredNScaffoldingdNPLoSaGeneticsbN2016bNghbNegffkokj 6 77

92 miRciincipNisNovercexpressedNinNbloodbNyFSbNserumNandNspinalNcordNfromNsporadicNamyotrophicN
lateralNsclerosisNpatientsdNNeurogeneticsbN2014bNgkbNhjicki 3 76

91 FGFcjNsignalingNisNinvolvedNinNmirchflNexpressionNinNdevelopingNsomitesNofNchickenNembryosdN
DevelopmentalaDynamicsbN2006bNhikbNhgnkcog 2.9 72

90 Sz—kbNtheNputativeNhomologueNofNaNhumanNmRNwNexportNfactorbNisNrequiredNforNtransgeneNsilencingN
andNaccumulationNofNtranscactingNendogenousNsiRNwdNPlantaJournalbN2007bNkfbNgjfcn 6.9 68

89 ziverseNcorrelationNpatternsNbetweenNmicroRNwsNandNtheirNtargetsNduringNtomatoNfruitN
developmentNindicatesNdifferentNmodesNofNmicroRNwNactionsdNPlantabN2012bNhilbNgnmkcnm 4.7 65

88 —videnceNforNtargetingNcommonNsiRNwNhotspotsNandNGyNpreferenceNbyNplantNzicerclikeNproteinsdN
FEBSaLettersbN2007bNkngbNihlmcmh 3.8 64

87 miRiokNisNaNgeneralNcomponentNofNtheNsulfateNassimilationNregulatoryNnetworkNinNwrabidopsisdNFEBSa
LettersbN2012bNknlbNihjhcn 3.8 59

86 HighNthroughputNsequencingNofNmicroRNwsNinNchickenNsomitesdNFEBSaLettersbN2009bNknibNgjhhcl 3.8 58

85 xiogenesisNofNYNRNwcderivedNsmallNRNwsNisNindependentNofNtheNmicroRNwNpathwaydNFEBSaLettersbN
2012bNknlbNghhlcif 3.8 57

84 wNsimplifiedNmethodNforNcloningNofNshortNinterferingNRNwsNfromNxrassicaNjunceaNinfectedNwithNTurnipN
mosaicNpotyvirusNandNTurnipNcrinkleNcarmovirusdNJournalaofaVirologicalaMethodsbN2006bNgilbNhgmchi 2.6 55
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83 wNsingleNargonauteNgeneNparticipatesNinNexogenousNandNendogenousNRNwiNandNcontrolsNcellularN
functionsNinNtheNbasalNfungusNMucorNcircinelloidesdNPLoSaONEbN2013bNnbNelohni 3.7 44

82 wNnonccanonicalNRNwNsilencingNpathwayNpromotesNmRNwNdegradationNinNbasalNFungidNPLoSaGeneticsbN
2015bNggbNegffkgln 6 41

81 TransferNRNwcderivedNsmallNRNwsNinNtheNcancerNtranscriptomedNPflugersaArchivaEuropeanaJournalaofa
PhysiologybN2016bNjlnbNgfjgcm 4.6 40

80 zefectiveNinterferingNRNwcmediatedNresistanceNagainstNcymbidiumNringspotNtombusvirusNinN
transgenicNplantsdNVirologybN1993bNgoibNigicn 3.6 38

79 IdentificationNofNmiRNwsNwithNpotentialNrolesNinNregulationNofNantherNdevelopmentNandN
malecsterilityNinNmxcgNmalecsterileNtomatoNmutantdNBMCaGenomicsbN2015bNglbNnmn 4.5 37

78 ReplicationNandNmovementNofNaNcoatNproteinNmutantNofNcymbidiumNringspotNtombusvirusdNMoleculara
PlantpMicrobeaInteractionsbN1992bNkbNimocni 3.6 36

77 yharacterisationNandNexpressionNofNmicroRNwsNinNdevelopingNwingsNofNtheNneotropicalNbutterflyN
HeliconiusNmelpomenedNBMCaGenomicsbN2011bNghbNlh 4.5 35

76 miRyathpNaccurateNpredictionNofNplantNandNanimalNmicroRNwsNfromNnextcgenerationNsequencingN
datasetsdNBioinformaticsbN2017bNiibNhjjlchjkj 7.2 34

75 GenomicNresponsesNtoNtheNsociocsexualNenvironmentNinNmaleNexposedNtoNconspecificNrivalsdNRnabN
2017bNhibNgfjncgfko 5.8 34

74 RepairNinNvivoNofNalteredNiVNterminusNofNcymbidiumNringspotNtombusvirusNRNwdNVirologybN1993bNgohbNkkgck 3.6 34

73 zetectingNnewNmicroRNwsNinNhumanNosteoarthriticNchondrocytesNidentifiesNmiRcifnkNasNaNhumanbN
chondrocytecselectivebNmicroRNwdNOsteoarthritisaandaCartilagebN2016bNhjbNkijcji 6.2 32

72 YNRNwspNrecentNdevelopmentsdNBiomolecularaConceptsbN2013bNjbNgficgf 3.7 29

71 InNsituNdetectionNofNanimalNandNplantNmicroRNwsdNDNAaandaCellaBiologybN2007bNhlbNhkgck 3.6 29

70 TheNU—wNsRNwNWorkbenchNWversionNjdjXpNaNcomprehensiveNsuiteNofNtoolsNforNanalyzingNmiRNwsNandN
sRNwsdNBioinformaticsbN2018bNijbNiinhciinj 7.2 28

69 wmbientNtemperatureNregulatesNtheNexpressionNofNaNsmallNsetNofNsRNwsNinfluencingNplantN
developmentNthroughNNFcYwhNandNYUyhdNPlantoaCellaandaEnvironmentbN2018bNjgbNhjfjchjgm 8.4 28

68 zecipheringNtheNdiversityNofNsmallNRNwsNinNplantspNtheNlongNandNshortNofNitdNBriefingsainaFunctionala
GenomicsagaProteomicsbN2009bNnbNjmhcng 27

67 —volutionNofNflowerNcolorNpatternNthroughNselectionNonNregulatoryNsmallNRNwsdNSciencebN2017bNiknbNohkcohn33.3 26

66 MicroRNwsNinfluenceNreproductiveNresponsesNbyNfemalesNtoNmaleNsexNpeptideNinNzrosophilaN
melanogasterdNGeneticsbN2014bNgonbNglficgo 4 26

(2014-2013)
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65 LocalizationNofNciscactingNsequencesNessentialNforNcymbidiumNringspotNtombusvirusNdefectiveN
interferingNRNwNreplicationdNJournalaofaGeneralaVirologybN1995bNmlNWNPtNoXbNhiggcl 4.9 26

64 yoLIdepNaNbioinformaticsNtoolNforNyOcexpressioncbasedNsmallNRNwNLociNIdentificationNusingN
highcthroughputNsequencingNdatadNRNAaBiologybN2013bNgfbNghhgcif 4.8 24

63 ShortNRNwsNinNtomatodNJournalaofaIntegrativeaPlantaBiologybN2010bNkhbNinncoh 8.3 24

62 IdentificationNofNgrapevineNmicroRNwsNandNtheirNtargetsNusingNhighcthroughputNsequencingNandN
degradomeNanalysisdNPlantaJournalbN2010bNlhbNnocno 6.9 24

61 MicroRNwsNwssociatedNwithNyasteNzeterminationNandNzifferentiationNinNaNPrimitivelyN—usocialN
InsectdNScientificaReportsbN2017bNmbNjklmj 4.9 23

60 PwR—sniphpNaNtoolNforNhighcthroughputNpredictionNofNsmallNRNwNtargetsNfromNdegradomeN
sequencingNdataNusingNconfigurableNtargetingNrulesdNNucleicaAcidsaResearchbN2018bNjlbNnmifcnmio 20.1 22

59 RoleNofNmiRcgjfNinNembryonicNboneNdevelopmentNandNcancerdNClinicalaSciencebN2015bNghobNnlicmi 6.5 21

58 —videnceNforNGyNpreferenceNbyNmonocotNzicerclikeNproteinsdNBiochemicalaandaBiophysicalaResearcha
CommunicationsbN2008bNilnbNjiicm 3.4 21

57 GenerationNofNdefectiveNinterferingNRNwNdimersNofNcymbidiumNringspotNtombusvirusdNVirologybN1995bN
hfmbNkgfcm 3.6 21

56 TheNcytoskeletonNadaptorNproteinNankyrincgNisNupregulatedNbyNpkiNfollowingNzNwNdamageNandN
altersNcellNmigrationdNCellaDeathaandaDiseasebN2016bNmbNehgnj 9.8 21

55
yomprehensiveNprocessingNofNhighcthroughputNsmallNRNwNsequencingNdataNincludingNqualityN
checkingbNnormalizationbNandNdifferentialNexpressionNanalysisNusingNtheNU—wNsRNwNWorkbenchdNRnabN
2017bNhibNnhicnik

5.8 20

54 NucleotideNbiasNofNzyLNandNwGONinNplantNanticvirusNgeneNsilencingdNProteinaandaCellbN2010bNgbNnjmckn 7.2 20

53 ImplementingNtheNsterileNinsectNtechniqueNwithNRNwNinterferenceNcNaNreviewdNEntomologiaa
ExperimentalisaEtaApplicatabN2017bNgljbNgkkcgmk 2.1 19

52 MolecularNcharacterizationNofNaNnovelNssRNwNourmiaclikeNvirusNfromNtheNriceNblastNfungusN
MagnaportheNoryzaedNArchivesaofaVirologybN2017bNglhbNnogcnok 2.6 19

51 SecondaryNstructurecdependentNevolutionNofNyymbidiumNringspotNvirusNdefectiveNinterferingNRNwdN
JournalaofaGeneralaVirologybN1997bNmnNWNPtNlXbNghhmcij 4.9 19

50 wNzatabaseNofNmicroRNwN—xpressionNPatternsNinNXenopusNlaevisdNPLoSaONEbN2015bNgfbNefginigi 3.7 18

49 GlobalNdiscoveryNandNcharacterizationNofNsmallNnonccodingNRNwsNinNmarineNmicroalgaedNBMCa
GenomicsbN2014bNgkbNlom 4.5 17

48 ProfileNandNfunctionalNanalysisNofNsmallNRNwsNderivedNfromNwspergillusNfumigatusNinfectedNwithN
doublecstrandedNRNwNmycovirusesdNBMCaGenomicsbN2017bNgnbNjgl 4.5 17
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47 microRNwcjjoNisNaNputativeNregulatorNofNchoroidNplexusNdevelopmentNandNfunctiondNBrainaResearchbN
2009bNghkfbNhfcl 3.7 17

46 MirPlexpNaNtoolNforNidentifyingNmiRNwsNinNhighcthroughputNsRNwNdatasetsNwithoutNaNgenomedN
JournalaofaExperimentalaZoologyaPartaB:aMolecularaandaDevelopmentalaEvolutionbN2013bNihfbNjmckl 1.8 16

45 —fficientNpathogencderivedNresistanceNinducedNbyNintegratedNpotatoNvirusNYNcoatNproteinNgeneNinN
tobaccodNBiochimiebN1993bNmkbNlhico 4.6 16

44 TranscriptionalNregulationNofNmalecsterilityNinNmxcgNmalecsterileNtomatoNmutantdNPLoSaONEbN2017bNghbNefgmfmgk3.7 16

43 MolecularNinsightsNintoNanNancientNformNofNPagetVsNdiseaseNofNbonedNProceedingsaofatheaNationala
AcademyaofaSciencesaofatheaUnitedaStatesaofaAmericabN2019bNgglbNgfjlicgfjmh 11.5 15

42 TheNreplicationNofNcymbidiumNringspotNtombusvirusNdefectiveNinterferingcsatelliteNRNwNhybridN
moleculesdNVirologybN1992bNgofbNkmocnl 3.6 13

41 SmallNRNwNprofileNinNmosoNbambooNrootNandNleafNobtainedNbyNhighNdefinitionNadaptersdNPLoSaONEbN
2014bNobNegfikof 3.7 13

40 yomparisonNofNalternativeNapproachesNforNanalysingNmulticlevelNRNwcseqNdatadNPLoSaONEbN2017bNghbNefgnhloj3.7 13

39 MicroguardsNandNmicromessengersNofNtheNgenomedNHereditybN2016bNgglbNghkcij 3.6 11

38 HighNsensitivityNandNlabelcfreeNoligonucleotidesNdetectionNusingNphotonicNbandgapNsensingN
structuresNbiofunctionalizedNwithNmolecularNbeaconNprobesdNBiomedicalaOpticsaExpressbN2018bNobNgmgmcgmhm3.5 11

37 yontrolNofNseminalNfluidNproteinNexpressionNviaNregulatoryNhubsNindNProceedingsaofatheaRoyalaSocietya
B:aBiologicalaSciencesbN2018bNhnkbN 4.4 11

36 microRNwsNassociatedNwithNearlyNneuralNcrestNdevelopmentNinNXenopusNlaevisdNBMCaGenomicsbN2018bN
gobNko 4.5 11

35 MicroRNwNRegulationNofNwbioticNStressNResponseNinNmxcgNMalecSterileNTomatoNMutantdNPlanta
GenomebN2015bNnbNeplantgenomehfgkdfhdfffn 4.4 10

34 wnNimprovedNprotocolNforNsmallNRNwNlibraryNconstructionNusingNHighNzefinitionNadaptersN2015bNhbN 10

33 SmallNRNwNanalysisNinNSindbisNvirusNinfectedNhumanNH—KhoiNcellsdNPLoSaONEbN2013bNnbNenjfmf 3.7 10

32 IdentificationNofNgenesNtargetedNbyNmicroRNwsdNBiochemicalaSocietyaTransactionsbN2008bNilbNggojcl 5.1 10

31 —xpressionNofNhomologousNandNheterologousNviralNcoatNproteincencodingNgenesNusingNrecombinantN
zINRNwNfromNcymbidiumNringspotNtombusvirusdNGenebN1994bNginbNgkocli 3.8 9

30 SmallNRNwNpopulationsNrevealedNbyNblockingNrRNwNfragmentsNinNzrosophilaNmelanogasterN
reproductiveNtissuesdNPLoSaONEbN2018bNgibNefgogoll 3.7 9

(2018-2009)
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29 wrtificiallyNinducedNphasedNsiRNwsNpromoteNvirusNresistanceNinNtransgenicNplantsdNVirologybN2019bN
kimbNhfnchgk 3.6 8

28 RNwNsilencingpNRecentNdevelopmentsNonNmiRNwsdNRecentaPatentsaonaDNAagaGeneaSequencesbN2009bNibNmmcnm 8

27 TargetingNtheNMwPKmeMMPoNaxisNforNmetastasisNinNprimaryNboneNcancerdNOncogenebN2020bNiobNkkkickklo9.2 8

26 miRcglNisNhighlyNexpressedNinNPagetVsNassociatedNosteosarcomadNEndocrinepRelatedaCancerbN2017bNhjbNLhmcLig5.7 7

25 TobaccoNRNwcdependentNRNwNpolymeraseNgNaffectsNtheNexpressionNofNdefencecrelatedNgenesNinN
NicotianaNbenthamianaNuponNTomatoNleafNcurlNGujaratNvirusNinfectiondNPlantabN2020bNhkhbNgg 4.7 7

24 SizecdependentNcellctoccellNmovementNofNdefectiveNinterferingNRNwsNofNyymbidiumNringspotNvirusdN
JournalaofaGeneralaVirologybN2002bNnibNgkfkcgkgf 4.9 7

23 FiRePatâ��FindingNRegulatoryNPatternsNbetweenNsRNwsNandNGenesdNWileyaInterdisciplinaryaReviews:a
DataaMiningaandaKnowledgeaDiscoverybN2012bNhbNhmichnj 6.9 6

22 ziscoveryNofNnovelNsmallNRNwsNinNtheNquestNtoNunravelNgenomeNcomplexitydNBiochemicalaSocietya
TransactionsbN2013bNjgbNnllcmf 5.1 6

21 SmallNRNwNdiscoveryNandNcharacterisationNinNeukaryotesNusingNhighcthroughputNapproachesdN
AdvancesainaExperimentalaMedicineaandaBiologybN2011bNmhhbNhiockj 3.6 6

20 microRNwcseqNofNcartilageNrevealsNanNoverabundanceNofNmiRcgjfcipNwhichNcontainsNfunctionalN
isomiRsdNRnabN2020bNhlbNgkmkcgknn 5.8 6

19 —xperimentalNstudyNofNtheNevanescentcwaveNphotonicNsensorsNresponseNinNpresenceNofNmolecularN
beaconNconformationalNchangesdNJournalaofaBiophotonicsbN2018bNggbNehfgnfffif 3.1 5

18 NewNevidenceNsupportsNtheNnotionNthatNmicroRNwcgjfNmayNplayNaNroleNinNtheNearlyNstagesNofNboneN
developmentdNArthritisaandaRheumatismbN2013bNlkbNgllnco 5

17 HighcthroughputcsequencingcbasedNidentificationNofNaNgrapevineNfanleafNvirusNsatelliteNRNwNinNVitisN
viniferadNArchivesaofaVirologybN2016bNglgbNgjfgci 2.6 5

16 MicroRNwNexpressionNinNaNphosphaturicNmesenchymalNtumourdNBoneaReportsbN2017bNmbNliclo 2.6 4

15 zetectionNofNmiRNwNcancerNbiomarkersNusingNlightNactivatedNMolecularNxeaconsddNRSCaAdvancesbN
2019bNobNghmllcghmni 3.7 4

14 SilencingNhumanNcancerpNidentificationNandNusesNofNmicroRNwsdNRecentaPatentsaonaAntipCanceraDruga
DiscoverybN2011bNlbNojcgfk 2.6 4

13 RecentNpatentsNinNRNwNsilencingNinNplantspNconstructsbNmethodsNandNapplicationsNinNplantN
biotechnologydNRecentaPatentsaonaDNAagaGeneaSequencesbN2010bNjbNgkkcll 4

12 yonsequencesNofNgeneNtransferNbetweenNdistantlyNrelatedNtombusvirusesdNGenebN1993bNghobNgogcl 3.8 4
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11 TheNnatureNofNmultimericNformsNofNcymbidiumNringspotNtombusvirusNsatelliteNRNwdNArchivesaofa
VirologybN1994bNginbNglgcm 2.6 4

10 miRcmbcipN—xertsNaNzualNRoleNwfterNSpinalNyordNInjurybNbyNSupportingNPlasticityNandNNeuroprotectionN
atNyorticalNLeveldNFrontiersainaMolecularaBiosciencesbN2021bNnbNlgnnlo 5.6 4

9 TheNroleNofNmicroRNwcifnkNinNchondrocyteNfunctiondNScientificaReportsbN2020bNgfbNhgohi 4.9 2

8
GeneNexpressionNduringNlarvalNcasteNdeterminationNandNdifferentiationNinNintermediatelyNeusocialN
bumblebeesbNandNaNcomparativeNanalysisNwithNadvancedNeusocialNhoneybeesdNMolecularaEcologybN
2021bNifbNmgncmik

5.7 2

7 RegulationNofNmultipleNtargetNgenesNbyNmiRcgNandNmiRchflNisNpivotalNforNyhyghNmyoblastN
differentiationdNDevelopmentaiCambridgelbN2012bNgiobNegceg 6.6 1
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