312 28,923 82 163

papers citations h-index g-index

345 33,038 10 7-53

ext. papers ext. citations avg, IF L-index



311

307

S5

301

=

297

WiLLIAM F MARTIN

Paper IF Citations

Endosymbiotic gene transfer: organelle genomes forge eukaryotic chromosomes. Nature Reviews
Genetics, 2004, 5, 123-35

The hydrogen hypothesis for the first eukaryote. Nature, 1998, 392, 37-41 50.4 992

Evolutionary analysis of Arabidopsis, cyanobacterial, and chloroplast genomes reveals plastid
phylogeny and thousands of cyanobacterial genes in the nucleus. Proceedings of the National
Academy of Sciences of the United States of America, 2002, 99, 12246-51

Hydrothermal vents and the origin of life. Nature Reviews Microbiology, 2008, 6, 805-14 222 833

The energetics of genome complexity. Nature, 2010, 467, 929-34

Eukaryotic evolution, changes and challenges. Nature, 2006, 440, 623-30 50.4 730

Gene transfer to the nucleus and the evolution of chloroplasts. Nature, 1998, 393, 162-5

Phylogenomics of the reproductive parasite Wolbachia pipientis wMel: a streamlined genome

overrun by mobile genetic elements. PLoS Biology, 2004, 2, E69 97 613

Isoprenoid biosynthesis: the evolution of two ancient and distinct pathways across genomes.
Proceedings of the National Academy of Sciences of the United States of America, 2000, 97, 13172-7

Gene transfer from organelles to the nucleus: how much, what happens, and Why?. Plant Physiology
, 1998, 118, 9-17

Reading the entrails of chickens: molecular timescales of evolution and the illusion of precision.
Trends in Genetics, 2004, 20, 80-6

On the origins of cells: a hypothesis for the evolutionary transitions from abiotic geochemistry to
chemoautotrophic prokaryotes, and from prokaryotes to nucleated cells. Philosophical Transactions 5.8 533
of the Royal Society B: Biological Sciences, 2003, 358, 59-83; discussion 83-5

Biochemistry and evolution of anaerobic energy metabolism in eukaryotes. Microbiology and
Molecular Biology Reviews, 2012, 76, 444-95

The physiology and habitat of the last universal common ancestor. Nature Microbiology, 2016, 1, 16116 26.6 482

Genetics and geography of wild cereal domestication in the near east. Nature Reviews Genetics,
2002, 3, 429-41

On the origin of biochemistry at an alkaline hydrothermal vent. Philosophical Transactions of the 3
Royal Society B: Biological Sciences, 2007, 362, 1887-925 5 455

Molecular poltergeists: mitochondrial DNA copies (numts) in sequenced nuclear genomes. PLoS

Genetics, 2010, 6, e1000834




(1999-2006)

295 Introns and the origin of nucleus-cytosol compartmentalization. Nature, 2006, 440, 41-5 50.4 385

Island colonization and evolution of the insular woody habit in Echium L. (Boraginaceae).
Proceedings of the National Academy of Sciences of the United States of America, 1996, 93, 11740-5

293  The rocky roots of the acetyl-CoA pathway. Trends in Biochemical Sciences, 2004, 29, 358-63 103 287

Mitochondria as we don't know them. Trends in Biochemical Sciences, 2002, 27, 564-72

Modular networks and cumulative impact of lateral transfer in prokaryote genome evolution.

291 Proceedings of the National Academy of Sciences of the United States of America, 2008, 105, 10039-44

11.5 285

On the origin of genomes and cells within inorganic compartments. Trends in Genetics, 2005, 21, 647-54 8.5

289 Serpentinization as a source of energy at the origin of life. Geobiology, 2010, 8, 355-71 43 281

A genome phylogeny for mitochondria among alpha-proteobacteria and a predominantly
eubacterial ancestry of yeast nuclear genes. Molecular Biology and Evolution, 2004, 21, 1643-60
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