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Identification of quantitative trait loci for seed storability in rice (<i>Oryza sativa</i> L.). Plant 19 39
Breeding, 2012, 131, 739-743. )
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Fine mapping of S37, a locus responsible for pollen and embryo sac sterility in hybrids between Oryza

sativa L. and O. glaberrima Steud. Plant Cell Reports, 2015, 34, 1885-1897.

Top Bending Paniclel is involved in brassinosteroid signaling and regulates the plant architecture in

rice. Plant Physiology and Biochemistry, 2017, 121, 1-13. 5.8 14

A GARP transcription factor anther dehiscence defected 1 (OsADD1) regulates rice anther dehiscence.
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Identification of <i>Japonica</i> Chromosome Segments Associated with Heterosis for Yield in
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Fine mapping of a minor-effect QTL, DTH12, controlling heading date in rice by up-regulation of
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