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Full-Length Transcriptome Characterization and Comparative Analysis of Chosenia arbutifolia.

Forests, 2022, 13, 543.

Population Genetic Diversity and Structure of an Endangered Salicaceae Species in Northeast China: 01 4
Chosenia arbutifolia (Pall.) A. Skv.. Forests, 2021, 12, 1282. :

Transcriptome sequencing and EST-SSR marker development in Salix babylonica and S. suchowensis.

Tree Genetics and Genomes, 2019, 15, 1.

Characterization and comparison of EST-SSRs in Salix, Populus, and Eucalyptus. Tree Genetics and 16 1
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