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72 IdentifyingRtemporalRandRspatialRpatternsRofRvariationRfromRmultimodalRdataRusingRMEFISTOhhR
NaturelMethodsfR2022fR 21.6 5

71 ARfaecalRmicrobiotaRsignatureRwithRhighRspecificityRforRpancreaticRcancerhhRGutfR2022fR 19.2 5

70 MicrobiotagdependentRactivationRofRtheRmyeloidRcalcineuringNFATRpathwayRinhibitsRüqHmgRandR
üqHngdependentRantigtumorRimmunityRinRcolorectalRcancerhhRImmunityfR2022fR 32.3 2

69 CalorieRrestrictionRimprovesRmetabolicRstateRindependentlyRofRgutRmicrobiomeRcompositiontRaR
randomizedRdietaryRinterventionRtrialhhRGenomelMedicinefR2022fRknfRmj 14.4 2

68 CriticalRAssessmentRofRMetagenomeRInterpretationtRtheRsecondRroundRofRchallengeshhRNaturel
MethodsfR2022fR 21.6 14

67 ReportingRguidelinesRforRhumanRmicrobiomeRresearchtRtheRSTORMSRchecklisthRNaturelMedicinefR2021
fRlqfRkrrogkrsl 50.5 19

66 UnravellingRtheRcollateralRdamageRofRantibioticsRonRgutRbacteriahRNaturefR2021fRossfRkljgkln 50.4 21

65 MicrobiomeRmetaganalysisRandRcrossgdiseaseRcomparisonRenabledRbyRtheRSIAMCATRmachineRlearningR
toolboxhRGenomelBiologyfR2021fRllfRsm 18.3 26

64 üedeutungRdesRDarmmikrobiomsRbeiRderROrgantransplantationhRDerlNephrologefR2021fRkpfRkongkos 0.1

63 StatisticalRandRMachineRLearningRTechniquesRinRHumanRMicrobiomeRStudiestRContemporaryR
ChallengesRandRSolutionshRFrontierslinlMicrobiologyfR2021fRklfRpmoqrk 5.7 18

62 CommensalRClostridialesRstrainsRmediateReffectiveRantigcancerRimmuneRresponseRagainstRsolidR
tumorshRCelllHostlandlMicrobefR2021fRlsfRkoqmgkorrheq 23.4 9

61 mOTUstRProfilingRTaxonomicRCompositionfRTranscriptionalRActivityRandRStrainRPopulationsRofR
MicrobialRCommunitieshRCurrentlProtocolsfR2021fRkfRelkr 2

60 MetabolicRcooperationRandRspatiotemporalRnicheRpartitioningRinRaRkefirRmicrobialRcommunityhR
NaturelMicrobiologyfR2021fRpfRkspgljr 26.6 44

59
AnalysisRofRkmlkREubacteriumRrectaleRgenomesRfromRmetagenomesRuncoversRcomplexR
phylogeographicRpopulationRstructureRandRsubspeciesRfunctionalRadaptationshRGenomelBiologyfR
2020fRlkfRkmr

18.3 27

58 MetabolicRmodelsRpredictRbacterialRpassengersRinRcolorectalRcancerhRCancerlslMetabolismfR2020fRrfRm 5.4 14

57 ChangesRinRPlasmaRShortgChainRFattyRAcidRLevelsRafterRDietaryRWeightRLossRAmongROverweightRandR
ObeseRAdultsRoverRojRWeekshRNutrientsfR2020fRklfR 6.7 8

56 proGenomesltRanRimprovedRdatabaseRforRaccurateRandRconsistentRhabitatfRtaxonomicRandRfunctionalR
annotationsRofRprokaryoticRgenomeshRNucleiclAcidslResearchfR2020fRnrfRDplkgDplo 20.1 21
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55 TheRgutRmicrobiomeRinRsolidRorganRtransplantationhRPediatriclTransplantationfR2020fRlnfRekmrpp 1.8 5

54 EffectsRofRWeightgLossRInterventionsRonRShortgChainRFattyRAcidRConcentrationsRinRüloodRandRFecesR
ofRAdultstRARSystematicRReviewhRAdvanceslinlNutritionfR2019fRkjfRpqmgprn 10 18

53 MicrobialRabundancefRactivityRandRpopulationRgenomicRprofilingRwithRmOTUslhRNaturel
CommunicationsfR2019fRkjfRkjkn 17.4 134

52 MetagenomicRanalysisRofRcolorectalRcancerRdatasetsRidentifiesRcrossgcohortRmicrobialRdiagnosticR
signaturesRandRaRlinkRwithRcholineRdegradationhRNaturelMedicinefR2019fRlofRppqgpqr 50.5 289

51 MetaganalysisRofRfecalRmetagenomesRrevealsRglobalRmicrobialRsignaturesRthatRareRspecificRforR
colorectalRcancerhRNaturelMedicinefR2019fRlofRpqsgprs 50.5 353

50 GeneRExpressionRChangesRandRCommunityRTurnoverRDifferentiallyRShapeRtheRGlobalROceanR
MetatranscriptomehRCellfR2019fRkqsfRkjprgkjrmhelk 56.2 113

49 ExtensiveRtransmissionRofRmicrobesRalongRtheRgastrointestinalRtracthRELifefR2019fRrfR 8.9 158

48 EnterotypesRinRtheRlandscapeRofRgutRmicrobialRcommunityRcompositionhRNaturelMicrobiologyfR2018fR
mfRrgkp 26.6 387

47 ExtensiveRimpactRofRnongantibioticRdrugsRonRhumanRgutRbacteriahRNaturefR2018fRooofRplmgplr 50.4 834

46 NutritionalRpreferencesRofRhumanRgutRbacteriaRrevealRtheirRmetabolicRidiosyncrasieshRNaturel
MicrobiologyfR2018fRmfRokngoll 26.6 119

45 MikrobielleRüiomarkerRzurRKrebsfrˆ…herkennunghRTumorlDiagnostiklUndlTherapiefR2018fRmsfRoogpl 0.1

44 TowardsRstandardsRforRhumanRfecalRsampleRprocessingRinRmetagenomicRstudieshRNaturel
BiotechnologyfR2017fRmofRkjpsgkjqp 44.5 355

43 SubspeciesRinRtheRglobalRhumanRgutRmicrobiomehRMolecularlSystemslBiologyfR2017fRkmfRspj 12.2 69

42 CARTgaRchemicalRannotationRretrievalRtoolkithRBioinformaticsfR2016fRmlfRlrpsgqk 7.2 5

41 GutRMicrobiotaRLinkedRtoRSexualRPreferenceRandRHIVRInfectionhREBioMedicinefR2016fRofRkmognp 8.8 230

40 ColorectalRCancerRandRtheRHumanRGutRMicrobiometRReproducibilityRwithRWholegGenomeRShotgunR
SequencinghRPLoSlONEfR2016fRkkfRejkoompl 3.7 147

39 MOCATltRaRmetagenomicRassemblyfRannotationRandRprofilingRframeworkhRBioinformaticsfR2016fRmlfRloljgm7.2 117

38 DurableRcoexistenceRofRdonorRandRrecipientRstrainsRafterRfecalRmicrobiotaRtransplantationhRSciencefR
2016fRmolfRorpgs 33.3 326
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37 OceanRplanktonhRStructureRandRfunctionRofRtheRglobalRoceanRmicrobiomehRSciencefR2015fRmnrfRklpkmos 33.3 1261

36 TemporalRandRtechnicalRvariabilityRofRhumanRgutRmetagenomeshRGenomelBiologyfR2015fRkpfRqm 18.3 108

35 ARfairRcomparisonhRNaturelMethodsfR2014fRkkfRmos 21.6 33

34 NovelRdrugRcandidatesRforRtheRtreatmentRofRmetastaticRcolorectalRcancerRthroughRglobalRinverseR
genegexpressionRprofilinghRCancerlResearchfR2014fRqnfRopsjgs 10.1 84

33 PotentialRofRfecalRmicrobiotaRforRearlygstageRdetectionRofRcolorectalRcancerhRMolecularlSystemsl
BiologyfR2014fRkjfRqpp 12.2 575

32 OqtanstRtheRRNAgseqRworkbenchRinRtheRcloudRforRcompleteRandRreproducibleRquantitativeR
transcriptomeRanalysishRBioinformaticsfR2014fRmjfRkmjjgk 7.2 10

31 AccurateRandRuniversalRdelineationRofRprokaryoticRspecieshRNaturelMethodsfR2013fRkjfRrrkgn 21.6 234

30 MetagenomicRspeciesRprofilingRusingRuniversalRphylogeneticRmarkerRgeneshRNaturelMethodsfR2013fR
kjfRkkspgs 21.6 340

29 AssessmentRofRtranscriptRreconstructionRmethodsRforRRNAgseqhRNaturelMethodsfR2013fRkjfRkkqqgrn 21.6 477

28 SystematicRevaluationRofRsplicedRalignmentRprogramsRforRRNAgseqRdatahRNaturelMethodsfR2013fRkjfRkkrogsk21.6 371

27 CharacterizationRofRdrugginducedRtranscriptionalRmodulestRtowardsRdrugRrepositioningRandR
functionalRunderstandinghRMolecularlSystemslBiologyfR2013fRsfRppl 12.2 86

26 DrugRdiscoveryRinRtheRageRofRsystemsRbiologytRtheRriseRofRcomputationalRapproachesRforRdataR
integrationhRCurrentlOpinionlinlBiotechnologyfR2012fRlmfRpjsgkp 11.4 71

25 EnterotypesRofRtheRhumanRgutRmicrobiomehRNaturefR2011fRnqmfRkqngrj 50.4 4240

24 SupportRvectorRmachinesgbasedRidentificationRofRalternativeRsplicingRinRArabidopsisRthalianaRfromR
wholeggenomeRtilingRarrayshRBMClBioinformaticsfR2011fRklfRoo 3.6 16

23 ARspatialRandRtemporalRmapRofRChRelegansRgeneRexpressionhRGenomelResearchfR2011fRlkfRmlognk 9.7 192

22 ReceptorgtypeRguanylateRcyclaseRisRrequiredRforRcarbonRdioxideRsensationRbyRCaenorhabditisR
eleganshRProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericafR2011fRkjrfRlongs11.5 87

21 PredictionRofRdrugRcombinationsRbyRintegratingRmolecularRandRpharmacologicalRdatahRPLoSl
ComputationallBiologyfR2011fRqfRekjjlmlm 5 145

20 NetworkRneighborsRofRdrugRtargetsRcontributeRtoRdrugRsidegeffectRsimilarityhRPLoSlONEfR2011fRpfRellkrq 3.7 75
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19 GlobalReffectsRofRtheRsmallRRNARbiogenesisRmachineryRonRtheRArabidopsisRthalianaRtranscriptomehR
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericafR2010fRkjqfRkqnppgqm 11.5 57

18 AGRONOMICSktRaRnewRresourceRforRArabidopsisRtranscriptomeRprofilinghRPlantlPhysiologyfR2010fR
kolfRnrqgss 6.6 56

17 IntegrativeRanalysisRofRtheRCaenorhabditisRelegansRgenomeRbyRtheRmodENCODERprojecthRSciencefR
2010fRmmjfRkqqogrq 33.3 744

16 NextRgenerationRgenomeRannotationRwithRmGenehngshRBMClBioinformaticsfR2010fRkkfR 3.6 7

15 mGenetRaccurateRSVMgbasedRgeneRfindingRwithRanRapplicationRtoRnematodeRgenomeshRGenomel
ResearchfR2009fRksfRlkmmgnm 9.7 68

14 ComprehensiveRanalysisRofRArabidopsisRexpressionRlevelRpolymorphismsRwithRsimpleRinheritancehR
MolecularlSystemslBiologyfR2009fRofRlnl 12.2 20

13 mGenehwebtRaRwebRserviceRforRaccurateRcomputationalRgeneRfindinghRNucleiclAcidslResearchfR2009fR
mqfRWmklgp 20.1 20

12 QuantitativeRRNARexpressionRanalysisRwithRAffymetrixRTilingRkhjRRarraysRidentifiesRnewRElFRtargetR
geneshRPlantlJournalfR2009fRoqfRkrngsn 6.9 56

11 StressginducedRchangesRinRtheRArabidopsisRthalianaRtranscriptomeRanalyzedRusingRwholeggenomeR
tilingRarrayshRPlantlJournalfR2009fRorfRkjprgrl 6.9 249

10 GenomewideRSNPRvariationRrevealsRrelationshipsRamongRlandracesRandRmodernRvarietiesRofRricehR
ProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedlStatesloflAmericafR2009fRkjpfRkllqmgr 11.5 499

9 AtgTAXtRaRwholeRgenomeRtilingRarrayRresourceRforRdevelopmentalRexpressionRanalysisRandRtranscriptR
identificationRinRArabidopsisRthalianahRGenomelBiologyfR2008fRsfRRkkl 18.3 85

8
DualRrolesRofRtheRnuclearRcapgbindingRcomplexRandRSERRATERinRpregmRNARsplicingRandRmicroRNAR
processingRinRArabidopsisRthalianahRProceedingsloflthelNationallAcademyloflSciencesloflthelUnitedl
StatesloflAmericafR2008fRkjofRrqsogrjj

11.5 297

7 DetectingRpolymorphicRregionsRinRArabidopsisRthalianaRwithRresequencingRmicroarrayshRGenomel
ResearchfR2008fRkrfRskrgls 9.7 46

6 TranscriptRnormalizationRandRsegmentationRofRtilingRarrayRdatahRPacificlSymposiumlonlBiocomputingl
PacificlSymposiumlonlBiocomputingfR2008fRolqgmr 1.3 8

5 CommonRsequenceRpolymorphismsRshapingRgeneticRdiversityRinRArabidopsisRthalianahRSciencefR2007fR
mkqfRmmrgnl 33.3 596

4 DissectingRtheRcollateralRdamageRofRantibioticsRonRgutRmicrobes 4

3 MicrobiomeRmetaganalysisRandRcrossgdiseaseRcomparisonRenabledRbyRtheRSIAMCATRmachineglearningRtoolbox 3

2 UnchartedRbiosyntheticRpotentialRofRtheRoceanRmicrobiome 6
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1 üiosyntheticRpotentialRofRtheRglobalRoceanRmicrobiomehRNaturef 50.4 6
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