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PELP1/SRC-3-dependent regulation of metabolic PFKFB kinases drives therapy resistant ER+ breast
cancer. Oncogene, 2021, 40, 4384-4397.

APOBEC3A catalyzes mutation and drives carcinogenesis in vivo. Journal of Experimental Medicine,
2020,217,. 8:5 87

Functional and Structural Insights into a Vif[PPP2R5 Complex Elucidated Using Patient HIV-1 Isolates
and Computational Modeling. Journal of Virology, 2020, 94, .
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Evaluating the landscape of gene cooperativity with receptor tyrosine kinases in liver tumorigenesis
using transposon-mediated mutagenesis. Journal of Hepatology, 2019, 70, 470-482.

Cancer Stem Cell Phenotypes in ER+ Breast Cancer Models Are Promoted by PELP1/AIB1 Complexes. 3.4 20
Molecular Cancer Research, 2018, 16, 707-719. :

Comparative Transcriptome Analysis Quantifies Inmune Cell Transcript Levels, Metastatic Progression,
and Survival in Osteosarcoma. Cancer Research, 2018, 78, 326-337.

Insulin Receptor Substrate Suppression by the Tyrphostin NT157 Inhibits Responses to Insulin-Like

Growth Factor-l and Insulin in Breast Cancer Cells. Hormones and Cancer, 2018, 9, 371-382. 4.9 14

Mutation Signatures Including APOBEC in Cancer Cell Lines. INCI Cancer Spectrum, 2018, 2, .

<i>Sleeping Beauty<[i> Insertional Mutagenesis in Mice Identifies Drivers of Steatosis-Associated 0.9 40
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The DNA cytosine deaminase APOBEC3B promotes tamoxifen resistance in ER-positive breast cancer.
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RNA sequencing of <i>Sleeping Beauty</i> transposon-induced tumors detects transposon-RNA
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Mutation Processes in 293-Based Clones Overexpressing the DNA Cytosine Deaminase APOBEC3B. PLoS
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A Sleeping Beauty forward genetic screen identifies new genes and pathways driving osteosarcoma

development and metastasis. Nature Genetics, 2015, 47, 615-624.
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