
William J Greenleaf

ListhofhPublicationshbyhYearhinh
DescendinghOrder

Source:hhttps:xxexalywcomxauthorvpdfx7855448xwilliamvjvgreenleafvpublicationsvbyvyearwpdf

Version:h2y24vy4v25h

ThishdocumenthhashbeenhgeneratedhbasedhonhthehpublicationshandhcitationshrecordedhbyhexalywcomwhForh

thehlatesthversionhofhthishpublicationhlistuhvisiththehlinkhgivenhabovew

ThehthirdhcolumnhishthehimpacthfactorhpIFrhofhthehjournaluhandhthehfourthhcolumnhishthehnumberhofh

citationshofhtheharticlew

129
papers

15,419
citations

49
h-index

124
g-index

162
ext. papers

23,051
ext. citations

22.6
avg, IF

6.97
L-index



k Paper IF Citations

129 SingleaMoleculeKMultikilobaseaScaleKProfilingKofKxhromatinKvccessibilityKUsingKmkvaSMvxaSeqKandK
mkvaxpGaGpxaSMvxaSeqbbKMethodsninnMolecularnBiologyWK2022WKfhimWKfknafnm 1.4

128 ReducedKchromatinKaccessibilityKtoKxyhKTKcellKsuperaenhancersKencompassingKsusceptibilityKlociKofK
rheumatoidKarthritisbbKEBioMedicineWK2022WKlkWKedgmfi 8.8

127 GenerationKofKaKdualKeditedKhumanKinducedKpluripotentKstemKcellKMyllaG’PKreporterKlineKwithK
inducibleKxRISPRicdxasnbbKStemnCellnResearchWK2022WKkeWKedflih 1.6

126
xrowdsourcedKRNvKdesignKdiscoversKdiverseWKreversibleWKefficientWKselfacontainedKmolecularK
switchesbbKProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaWK2022WK
eenWKefeefnlneen

11.5 0

125 NzvTaseqoKsimultaneousKprofilingKofKintraanuclearKproteinsWKchromatinKaccessibilityKandKgeneK
expressionKinKsingleKcellsbbKNaturenMethodsWK2022WKenWKihlaiig 21.6 3

124 TranscriptionalKandKchromatinabasedKpartitioningKmechanismsKuncoupleKproteinKscalingKfromKcellK
sizebKMolecularnCellWK2021WKmeWKhmkeahmlibel 17.6 6

123 IntegratedKsingleacellKtranscriptomicsKandKepigenomicsKrevealsKstrongKgerminalKcenteraassociatedK
etiologyKofKautoimmuneKriskKlocibKSciencenImmunologyWK2021WKkWKeabhglkm 28 1

122 TheKdynamicWKcombinatorialKcisaregulatoryKlexiconKofKepidermalKdifferentiationbKNaturenGeneticsWK
2021WKigWKeikhaeilk 36.3 3

121 IncreasedKvxTLkvKoccupancyKwithinKmSWIcSN’KchromatinKremodelersKdrivesKhumanKsquamousKcellK
carcinomabKMolecularnCellWK2021WK 17.6 2

120 TranscriptionadependentKdomainascaleKthreeadimensionalKgenomeKorganizationKinKtheK
dinoflagellateKwreviolumKminutumbKNaturenGeneticsWK2021WKigWKkegakel 36.3 10

119 ïighathroughputKsingleacellKchromatinKaccessibilityKxRISPRKscreensKenableKunbiasedKidentificationK
ofKregulatoryKnetworksKinKcancerbKNaturenCommunicationsWK2021WKefWKfnkn 17.4 16

118 MultiaomicKprofilingKrevealsKwidespreadKdysregulationKofKinnateKimmunityKandKhematopoiesisKinK
xOVIyaenbKJournalnofnExperimentalnMedicineWK2021WKfemWK 16.6 34

117 yynamicKchromatinKregulatoryKlandscapeKofKhumanKxvRKTKcellKexhaustionbKProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaWK2021WKeemWK 11.5 9

116 QuantificationKofKxasnKbindingKandKcleavageKacrossKdiverseKguideKsequencesKmapsKlandscapesKofK
targetKengagementbKSciencenAdvancesWK2021WKlWK 14.3 4

115 ’indingKneedlesKinKaKhaystackoKdissectingKtumorKheterogeneityKwithKsingleacellKtranscriptomicKandK
chromatinKaccessibilityKprofilingbKCurrentnOpinionninnGeneticsnandnDevelopmentWK2021WKkkWKgkahd 4.9 3

114 SingleacellKtranscriptomicKanalysisKofKtheKadultKmouseKspinalKcordKrevealsKmolecularKdiversityKofK
autonomicKandKskeletalKmotorKneuronsbKNaturenNeuroscienceWK2021WKfhWKilfaimg 25.5 22

113 vrchRKisKaKscalableKsoftwareKpackageKforKintegrativeKsingleacellKchromatinKaccessibilityKanalysisbK
NaturenGeneticsWK2021WKigWKhdgahee 36.3 97
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112 pigKisKaKcentralKregulatorKdrivingKneurodegenerationKcausedKbyKxnorflfKpolySPRTbKCellWK2021WKemhWKkmnaldmbefd56.2 26

111 LKweKinactivationKmodulatesKchromatinKaccessibilityKtoKdriveKmetastaticKprogressionbKNaturenCelln
BiologyWK2021WKfgWKneianfh 23.4 7

110 xhromatinKandKgenearegulatoryKdynamicsKofKtheKdevelopingKhumanKcerebralKcortexKatKsingleacellK
resolutionbKCellWK2021WKemhWKidigaidknbefg 56.2 26

109 vnKoptimizedKvTvxaseqKprotocolKforKgenomeawideKmappingKofKactiveKregulatoryKelementsKinK
primaryKmouseKcorticalKneuronsbKSTARnProtocolsWK2021WKfWKeddmih 1.4 0

108 xhromatinKaccessibilityKprofilingKmethodsbKNaturenReviewsnMethodsnPrimersWK2021WKeWK 21

107 xomprehensiveKsequenceatoafunctionKmappingKofKcofactoradependentKRNvKcatalysisKinKtheKglmSK
ribozymebKNaturenCommunicationsWK2020WKeeWKekkg 17.4 7

106 LongarangeKsingleamoleculeKmappingKofKchromatinKaccessibilityKinKeukaryotesbKNaturenMethodsWK
2020WKelWKgenagfl 21.6 36

105 xhromatinKaccessibilityKdynamicsKinKaKmodelKofKhumanKforebrainKdevelopmentbKScienceWK2020WKgklWK 33.3 76

104 SingleacellKepigenomicKanalysesKimplicateKcandidateKcausalKvariantsKatKinheritedKriskKlociKforK
vlzheimerRsKandKParkinsonRsKdiseasesbKNaturenGeneticsWK2020WKifWKeeimaeekm 36.3 58

103 MitigationKofKoffatargetKtoxicityKinKxRISPRaxasnKscreensKforKessentialKnonacodingKelementsbKNaturen
CommunicationsWK2019WKedWKhdkg 17.4 49

102 xhromatinKaccessibilityKandKtheKregulatoryKepigenomebKNaturenReviewsnGeneticsWK2019WKfdWKfdlaffd 30.1 504

101 ïixhIRPKrevealsKRNvaassociatedKchromosomeKconformationbKNaturenMethodsWK2019WKekWKhmnahnf 21.6 40

100
zpigeneticKsignatureKofKPyaeVKTx’eVKxymKTKcellsKthatKactKasKresourceKcellsKduringKchronicKviralK
infectionKandKrespondKtoKPyaeKblockadebKProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericaWK2019WKeekWKeheegaeheem

11.5 90

99 wriefKReportoKxellKxycleKyynamicsKofKïumanKPluripotentKStemKxellsKPrimedKforKyifferentiationbKStemn
CellsWK2019WKglWKeeieaeeil 5.8 7

98 vKQuantitativeKandKPredictiveKModelKforKRNvKwindingKbyKïumanKPumilioKProteinsbKMolecularnCellWK
2019WKlhWKnkkanmebeem 17.6 23

97 LargeaScaleWKQuantitativeKProteinKvssaysKonKaKïighaThroughputKyNvKSequencingKxhipbKMolecularn
CellWK2019WKlgWKedliaedmfbeh 17.6 18

96 wlindKtestsKofKRNvaproteinKbindingKaffinityKpredictionbKProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericaWK2019WKeekWKmggkamghe 11.5 6

95 yemonstrationKofKproteinKcooperativityKmediatedKbyKRNvKstructureKusingKtheKhumanKproteinK
PUMfbKRnaWK2019WKfiWKldfalef 5.8 7

(2019-2021)
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94
SequenceadependentKRNvKhelixKconformationalKpreferencesKpredictablyKimpactKtertiaryKstructureK
formationbKProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaWK2019WK
eekWKekmhlaekmii

11.5 18

93 MassivelyKparallelKsingleacellKchromatinKlandscapesKofKhumanKimmuneKcellKdevelopmentKandK
intratumoralKTKcellKexhaustionbKNaturenBiotechnologyWK2019WKglWKnfiangk 44.5 244

92 ïighaThroughputKvnalysisKRevealsKRulesKforKTargetKRNvKwindingKandKxleavageKbyKvGOfbKMolecularn
CellWK2019WKliWKlhealiibeee 17.6 41

91 vutomatedKyesignKofKyiverseKStandavloneKRiboswitchesbKACSnSyntheticnBiologyWK2019WKmWKemgmaemhk 5.7 21

90 SatbeKintegratesKyNvKbindingKsiteKgeometryKandKtorsionalKstressKtoKdifferentiallyKtargetK
nucleosomeadenseKregionsbKNaturenCommunicationsWK2019WKedWKgffe 17.4 18

89 OmegaagK’attyKvcidsKvctivateKxiliaryK’’vRhKtoKxontrolKvdipogenesisbKCellWK2019WKelnWKefmnaegdibefe 56.2 72

88 LandscapeKofKstimulationaresponsiveKchromatinKacrossKdiverseKhumanKimmuneKcellsbKNaturen
GeneticsWK2019WKieWKehnhaeidi 36.3 86

87 SingleacellKmultiomicKanalysisKidentifiesKregulatoryKprogramsKinKmixedaphenotypeKacuteKleukemiabK
NaturenBiotechnologyWK2019WKglWKehimaehki 44.5 128

86 xoupledKSingleaxellKxRISPRKScreeningKandKzpigenomicKProfilingKRevealsKxausalKGeneKRegulatoryK
NetworksbKCellWK2019WKelkWKgkeaglkbeel 56.2 119

85 LinkingKRNvKSequenceWKStructureWKandK’unctionKonKMassivelyKParallelKïighaThroughputKSequencersbK
ColdnSpringnHarbornPerspectivesninnBiologyWK2019WKeeWK 10.2 9

84 yeterministicKSomaticKxellKReprogrammingKInvolvesKxontinuousKTranscriptionalKxhangesKGovernedK
byKMycKandKzpigeneticayrivenKModulesbKCellnStemnCellWK2019WKfhWKgfmagheben 18 25

83 TranscriptaindexedKvTvxaseqKforKprecisionKimmuneKprofilingbKNaturenMedicineWK2018WKfhWKimdaind 50.5 93

82 yiffaseqoKvKhighKthroughputKsequencingabasedKmismatchKdetectionKassayKforKyNvKvariantK
enrichmentKandKdiscoverybKNucleicnAcidsnResearchWK2018WKhkWKehf 20.1 2

81 RapidKchromatinKrepressionKbyKvireKprovidesKpreciseKcontrolKofKimmuneKtolerancebKNaturen
ImmunologyWK2018WKenWKekfaelf 19.1 25

80 IntegratedKSingleaxellKvnalysisKMapsKtheKxontinuousKRegulatoryKLandscapeKofKïumanK
ïematopoieticKyifferentiationbKCellWK2018WKelgWKeigiaeihmbeek 56.2 292

79 INOmdKxhromatinKRemodelingKxoordinatesKMetabolicKïomeostasisKwithKxellKyivisionbKCellnReportsWK
2018WKffWKkeeakfg 10.6 18

78 UnsupervisedKclusteringKandKepigeneticKclassificationKofKsingleKcellsbKNaturenCommunicationsWK2018WK
nWKfhed 17.4 61

77 NeutralizingKGatadfaaxhdhaMbdgcNuRyKxomplexK’acilitatesKyeterministicKInductionKofKNaiveK
PluripotencybKCellnStemnCellWK2018WKfgWKhefahfibeed 18 27
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76 IdentificationKofKphagocytosisKregulatorsKusingKmagneticKgenomeawideKxRISPRKscreensbKNaturen
GeneticsWK2018WKidWKelekaelfl 36.3 67

75 ïigharesolutionKmappingKofKcancerKcellKnetworksKusingKcoafunctionalKinteractionsbKMolecularn
SystemsnBiologyWK2018WKehWKeminh 12.2 32

74 JointKsingleacellKyNvKaccessibilityKandKproteinKepitopeKprofilingKrevealsKenvironmentalKregulationKofK
epigenomicKheterogeneitybKNaturenCommunicationsWK2018WKnWKhind 17.4 41

73 TheKchromatinKaccessibilityKlandscapeKofKprimaryKhumanKcancersbKScienceWK2018WKgkfWK 33.3 392

72 vKxhromatinKwasisKforKxellKLineageKandKyiseaseKRiskKinKtheKïumanKPancreasbKCellnSystemsWK2018WKlWKgedagffbeh10.6 24

71 IntertumoralKïeterogeneityKinKSxLxKIsKInfluencedKbyKtheKxellKTypeKofKOriginbKCancernDiscoveryWK2018WK
mWKegekaegge 24.4 65

70 ïighathroughputKchromatinKaccessibilityKprofilingKatKsingleacellKresolutionbKNaturenCommunicationsWK
2018WKnWKgkhl 17.4 73

69 LandscapeKofKmonoallelicKyNvKaccessibilityKinKmouseKembryonicKstemKcellsKandKneuralKprogenitorK
cellsbKNaturenGeneticsWK2017WKhnWKgllagmk 36.3 52

68 SingleacellKepigenomicKvariabilityKrevealsKfunctionalKcancerKheterogeneitybKGenomenBiologyWK2017WK
emWKei 18.3 61

67 TOPfKsynergizesKwithKwv’KchromatinKremodelingKforKbothKresolutionKandKformationKofKfacultativeK
heterochromatinbKNaturenStructuralnandnMolecularnBiologyWK2017WKfhWKghhagif 17.6 48

66 zpigenomicsKofKhumanKxymKTKcellKdifferentiationKandKagingbKSciencenImmunologyWK2017WKfWK 28 110

65
ïighathroughputKbiochemicalKprofilingKrevealsKsequenceKdeterminantsKofKdxasnKoffatargetKbindingK
andKunbindingbKProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaWK
2017WKeehWKihkeaihkk

11.5 115

64 GenomeascaleKmeasurementKofKoffatargetKactivityKusingKxasnKtoxicityKinKhighathroughputKscreensbK
NaturenCommunicationsWK2017WKmWKeielm 17.4 148

63 xhromatinKvccessibilityKLandscapeKofKxutaneousKTKxellKLymphomaKandKyynamicKResponseKtoKïyvxK
InhibitorsbKCancernCellWK2017WKgfWKflahebeh 24.3 96

62
xomprehensiveKandKquantitativeKmappingKofKRNvaproteinKinteractionsKacrossKaKtranscribedK
eukaryoticKgenomebKProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaWK
2017WKeehWKgkenagkfh

11.5 31

61 VariableKchromatinKstructureKrevealedKbyKinKsituKspatiallyKcorrelatedKyNvKcleavageKmappingbKNature
WK2017WKiheWKfglafhe 50.4 102

60 MultiparameterKParticleKyisplayKSMPPyToKvKQuantitativeKScreeningKMethodKforKtheKyiscoveryKofK
ïighlyKSpecificKvptamersbKAngewandtenChemien-nInternationalnEditionWK2017WKikWKlhhalhl 16.4 49

59 MultiparameterKParticleKyisplayKSMPPyToKvKQuantitativeKScreeningKMethodKforKtheKyiscoveryKofK
ïighlyKSpecificKvptamersbKAngewandtenChemieWK2017WKefnWKlkfalki 3.6 4

(2017-2018)
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58 znhancerKconnectomeKinKprimaryKhumanKcellsKidentifiesKtargetKgenesKofKdiseaseaassociatedKyNvK
elementsbKNaturenGeneticsWK2017WKhnWKekdfaekef 36.3 253

57 chromVvRoKinferringKtranscriptionafactoraassociatedKaccessibilityKfromKsingleacellKepigenomicKdatabK
NaturenMethodsWK2017WKehWKnlianlm 21.6 388

56 yiscoveryKofKstimulationaresponsiveKimmuneKenhancersKwithKxRISPRKactivationbKNatureWK2017WKihnWKeeeaeei50.4 158

55 OpenKxhromatinKProfilingKinKhiPSxayerivedKNeuronsKPrioritizesK’unctionalKNoncodingKPsychiatricK
RiskKVariantsKandKïighlightsKNeurodevelopmentalKLocibKCellnStemnCellWK2017WKfeWKgdiagembem 18 79

54 LineageaspecificKdynamicKandKpreaestablishedKenhancerapromoterKcontactsKcooperateKinKterminalK
differentiationbKNaturenGeneticsWK2017WKhnWKeiffaeifm 36.3 158

53 OriginKandKdifferentiationKofKhumanKmemoryKxymKTKcellsKafterKvaccinationbKNatureWK2017WKiifWKgkfagkl 50.4 257

52 xhallengesKandKrecommendationsKforKepigenomicsKinKprecisionKhealthbKNaturenBiotechnologyWK2017WK
giWKeefmaeegf 44.5 16

51 xhromatinKaccessibilityKdynamicsKrevealKnovelKfunctionalKenhancersKinbKGenomenResearchWK2017WKflWKfdnkafedl9.7 79

50 vnKimprovedKvTvxaseqKprotocolKreducesKbackgroundKandKenablesKinterrogationKofKfrozenKtissuesbK
NaturenMethodsWK2017WKehWKninankf 21.6 727

49 LineageaspecificKandKsingleacellKchromatinKaccessibilityKchartsKhumanKhematopoiesisKandKleukemiaK
evolutionbKNaturenGeneticsWK2016WKhmWKeengafdg 36.3 555

48 ïixhIPoKefficientKandKsensitiveKanalysisKofKproteinadirectedKgenomeKarchitecturebKNaturenMethodsWK
2016WKegWKnenanff 21.6 505

47 vTvxaseeKrevealsKtheKaccessibleKgenomeKbyKtransposaseamediatedKimagingKandKsequencingbKNaturen
MethodsWK2016WKegWKedegaedfd 21.6 122

46 IdentificationKofKsignificantlyKmutatedKregionsKacrossKcancerKtypesKhighlightsKaKrichKlandscapeKofK
functionalKmolecularKalterationsbKNaturenGeneticsWK2016WKhmWKeelafi 36.3 60

45 NfibKPromotesKMetastasisKthroughKaKWidespreadKIncreaseKinKxhromatinKvccessibilitybKCellWK2016WK
ekkWKgfmaghf 56.2 209

44 SingleacellKchromatinKaccessibilityKrevealsKprinciplesKofKregulatoryKvariationbKNatureWK2015WKifgWKhmkand 50.4 1110

43 UnravelingKtheKgyKgenomeoKgenomicsKtoolsKforKmultiscaleKexplorationbKTrendsninnGeneticsWK2015WKgeWKgilalf8.5 47

42 StructuredKnucleosomeKfingerprintsKenableKhigharesolutionKmappingKofKchromatinKarchitectureK
withinKregulatoryKregionsbKGenomenResearchWK2015WKfiWKelilald 9.7 191

41 weyondKtheKLinearKGenomeoKPairedazndKSequencingKasKaKwiophysicalKToolbKTrendsninnCellnBiologyWK
2015WKfiWKlekalen 18.3 1
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40 IndividualityKandKvariationKofKpersonalKregulomesKinKprimaryKhumanKTKcellsbKCellnSystemsWK2015WKeWKieake 10.6 98

39 vssayingKtheKepigenomeKinKlimitedKnumbersKofKcellsbKMethodsWK2015WKlfWKieak 4.6 15

38 vTvxaseqoKvKMethodKforKvssayingKxhromatinKvccessibilityKGenomeaWidebKCurrentnProtocolsninn
MolecularnBiologyWK2015WKednWKfebfnbeafebfnbn 2.9 1370

37 vKpauseKsequenceKenrichedKatKtranslationKstartKsitesKdrivesKtranscriptionKdynamicsKinKvivobKScienceWK
2014WKghhWKedhfal 33.3 209

36 QuantitativeKanalysisKofKRNvaproteinKinteractionsKonKaKmassivelyKparallelKarrayKrevealsKbiophysicalK
andKevolutionaryKlandscapesbKNaturenBiotechnologyWK2014WKgfWKikfam 44.5 146

35 vKconditionalKsystemKtoKspecificallyKlinkKdisruptionKofKproteinacodingKfunctionKwithKreporterK
expressionKinKmicebKCellnReportsWK2014WKlWKfdlmamk 10.6 6

34 zxomeKsequencingKidentifiesKaKyNvJwkKmutationKinKaKfamilyKwithKdominantlyainheritedKlimbagirdleK
muscularKdystrophybKNeuromuscularnDisordersWK2014WKfhWKhgeai 2.9 29

33 TranspositionKofKnativeKchromatinKforKfastKandKsensitiveKepigenomicKprofilingKofKopenKchromatinWK
yNvabindingKproteinsKandKnucleosomeKpositionbKNaturenMethodsWK2013WKedWKefegam 21.6 3263

32 PullingKoutKtheKePoKwholeagenomeKcaptureKforKtheKtargetedKenrichmentKofKancientKyNvKsequencingK
librariesbKAmericannJournalnofnHumannGeneticsWK2013WKngWKmifakh 11 221

31 yirectKobservationKofKhierarchicalKfoldingKinKsingleKriboswitchKaptamersbKScienceWK2008WKgenWKkgdag 33.3 328

30 ïigharesolutionWKsingleamoleculeKmeasurementsKofKbiomolecularKmotionbKAnnualnReviewnofn
BiophysicsnandnBiomolecularnStructureWK2007WKgkWKeleand 384

29 SingleamoleculeWKmotionabasedKyNvKsequencingKusingKRNvKpolymerasebKScienceWK2006WKgegWKmde 33.3 93

28 PassiveKallaopticalKforceKclampKforKhigharesolutionKlaserKtrappingbKPhysicalnReviewnLettersWK2005WKniWKfdmedf7.4 179

27 TheKdynamicWKcombinatorialKcisaregulatoryKlexiconKofKepidermalKdifferentiation 3

26 TargetedKprofilingKofKhumanKextrachromosomalKyNvKbyKxRISPRaxvTxï 1

25 ProspectsKforKrecurrentKneuralKnetworkKmodelsKtoKlearnKRNvKbiophysicsKfromKhighathroughputKdata 1

24 ïighathroughputKchromatinKaccessibilityKprofilingKatKsingleacellKresolution 1

23 ïigharesolutionKmappingKofKcancerKcellKnetworksKusingKcoafunctionalKinteractions 1

(-2015)
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22 xoupledKsingleacellKxRISPRKscreeningKandKepigenomicKprofilingKrevealsKcausalKgeneKregulatoryKnetworks 1

21 IdentificationKandKmitigationKofKpervasiveKoffatargetKactivityKinKxRISPRaxasnKscreensKforKessentialK
nonacodingKelements 1

20 vKsingleKcellKframeworkKforKmultiaomicKanalysisKofKdiseaseKidentifiesKmalignantKregulatoryK
signaturesKinKmixedKphenotypeKacuteKleukemia 1

19 xrowdsourcedKRNvKdesignKdiscoversKdiverseWKreversibleWKefficientWKselfacontainedKmolecularKsensors 2

18 OmniavTvxaseqoKImprovedKvTvxaseqKprotocolbKProtocolnExchangeW 10

17 SingleacellKepigenomicsKmapsKtheKcontinuousKregulatoryKlandscapeKofKhumanKhematopoieticKdifferentiation 7

16 UnsupervisedKclusteringKandKepigeneticKclassificationKofKsingleKcells 3

15 NeutralizingKGatadfaaxhdhaMbdgKvxisKwithinKtheKNuRyKxomplexK’acilitatesKyeterministicKInductionK
ofKNaˆflveKPluripotency 1

14 SingleacellKepigenomicKidentificationKofKinheritedKriskKlociKinKvlzheimerâ��sKandKParkinsonâ��sKdisease 9

13 vrchRoKvnKintegrativeKandKscalableKsoftwareKpackageKforKsingleacellKchromatinKaccessibilityKanalysis 36

12 SizeaindependentKmRNvKsynthesisKandKchromatinabasedKpartitioningKmechanismsKgenerateKandK
maintainKconstantKamountsKofKproteinKperKcell 3

11 ïighathroughputKsingleacellKchromatinKaccessibilityKxRISPRKscreensKenableKunbiasedKidentificationK
ofKregulatoryKnetworksKinKcancer 4

10 MultiaomicKprofilingKrevealsKwidespreadKdysregulationKofKinnateKimmunityKandKhematopoiesisKinKxOVIyaen 11

9 JointKsingleacellKyNvKaccessibilityKandKproteinKepitopeKprofilingKrevealsKenvironmentalKregulationKofK
epigenomicKheterogeneity 3

8 NonparametricKanalysisKofKcontributionsKtoKvarianceKinKgenomicsKandKepigenomicsKdata 1

7 LargeascaleWKquantitativeKproteinKassaysKonKaKhighathroughputKyNvKsequencingKchip 1

6 vKquantitativeKandKpredictiveKmodelKforKRNvKbindingKbyKhumanKPumilioKproteins 4

5 LandscapeKofKstimulationaresponsiveKchromatinKacrossKdiverseKhumanKimmuneKcells 7
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4 LongarangeKsingleamoleculeKmappingKofKchromatinKaccessibilityKinKeukaryotes 4

3 MassivelyKparallelKsingleacellKchromatinKlandscapesKofKhumanKimmuneKcellKdevelopmentKandK
intratumoralKTKcellKexhaustion 7

2 SingleacellKanalysesKrevealKaKcontinuumKofKcellKstateKandKcompositionKchangesKinKtheKmalignantK
transformationKofKpolypsKtoKcolorectalKcancer 1

1 SystematicKdiscoveryKandKperturbationKofKregulatoryKgenesKinKhumanKTKcellsKrevealsKtheK
architectureKofKimmuneKnetworks 4

List of Publications

9


