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NAD(P)H availability. Journal of Industrial Microbiology and Biotechnology, 2018, 45, 993-1002

Bioconversion of methane to C-4 carboxylic acids using carbon flux through acetyl-CoA in

173 engineered Methylomicrobium buryatense 5GB1C. Metabolic Engineering, 2018, 48, 175-183 97 22
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and mutants exhibiting altered metabolism. Applied Microbiology and Biotechnology, 2013, 97, 4651-63

Metabolic engineering of Clostridium acetobutylicum ATCC 824 for isopropanol-butanol-ethanol
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111 Ester production in E. coli and C. acetobutylicum. Enzyme and Microbial Technology, 2006, 38,937-943 3.8 24

Development of a metabolic network design and optimization framework incorporating
implementation constraints: a succinate production case study. Metabolic Engineering, 2006, 8, 46-57

Batch culture characterization and metabolic flux analysis of succinate-producing Escherichia coli
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197" variants. Journal of Industrial Microbiology and Biotechnology, 2006, 33, 298-308 42 46

Studies on inhibition of transformation of 2,4,6-trinitrotoluene catalyzed by Fe-only hydrogenase 5
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Effect of oxygen, and ArcA and FNR regulators on the expression of genes related to the electron

97 transfer chain and the TCA cycle in Escherichia coli. Metabolic Engineering, 2005, 7, 364-74 97 100

Genetically constrained metabolic flux analysis. Metabolic Engineering, 2005, 7, 445-56
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Biotechnology Progress, 2004, 20, 692-7
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redistribution in Escherichia coli. Biotechnology and Bioengineering, 2000, 69, 150-9 49 4

Effect of glucose analog supplementation on metabolic flux distribution in anaerobic chemostat
cultures of Escherichia coli. Metabolic Engineering, 2000, 2, 149-54
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