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140 ProbioticseOgutOmicrobiotaeOandOtheirOinfluenceOonOhostOhealthOandOdiseasegOMolecularcNutritioncandc
FoodcResearcheO2017eOojeOjoiikmi 5.9 442

139 IntestinalOdysbiosisOassociatedOwithOsystemicOlupusOerythematosusgOMBioeO2014eOneOeijnmqfjm 7.8 309

138 zntibioticOresistanceOinOprobioticObacteriagOFrontierscincMicrobiologyeO2013eOmeOkik 5.7 273

137
GenomeOanalysisOofO’ifidobacteriumObifidumOPRLkijiOrevealsOmetabolicOpathwaysOforOhostfderivedO
glycanOforaginggOProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaeO
2010eOjipeOjrnjmfr

11.5 266

136 IntestinalOmicrobiotaOdevelopmentOinOpretermOneonatesOandOeffectOofOperinatalOantibioticsgOJournalc
ofcPediatricseO2015eOjooeOnlqfmm 3.6 250

135 ’ileOresistanceOmechanismsOinOLactobacillusOandO’ifidobacteriumgOFrontierscincMicrobiologyeO2013eOmeOlro 5.7 242

134 zssessingOtheOfecalOmicrobiotasOanOoptimizedOionOtorrentOjoSOrRNzOgenefbasedOanalysisOprotocolgO
PLoScONEeO2013eOqeOeoqplr 3.7 205

133
RoleOofOsortasefdependentOpiliOofO’ifidobacteriumObifidumOPRLkijiOinOmodulatingObacteriumfhostO
interactionsgOProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericaeO2013eO
jjieOjjjnjfo

11.5 172

132 ’ifidobacteriaOexhibitOsocialObehaviorOthroughOcarbohydrateOresourceOsharingOinOtheOgutgOScientificc
ReportseO2015eOneOjnpqk 4.9 168

131 GenomicOencyclopediaOofOtypeOstrainsOofOtheOgenusO’ifidobacteriumgOAppliedcandcEnvironmentalc
MicrobiologyeO2014eOqieOokriflik 4.8 162

130 ProteomicOanalysisOofOglobalOchangesOinOproteinOexpressionOduringObileOsaltOexposureOofO
’ifidobacteriumOlongumONCIM’OqqirgOJournalcofcBacteriologyeO2005eOjqpeOnprrfqiq 3.5 155

129 LowfpHOadaptationOandOtheOacidOtoleranceOresponseOofO’ifidobacteriumOlongumObiotypeOlongumgO
AppliedcandcEnvironmentalcMicrobiologyeO2007eOpleOomnifr 4.8 149

128 ExtracellularOproteinsOsecretedObyOprobioticObacteriaOasOmediatorsOofOeffectsOthatOpromoteO
mucosafbacteriaOinteractionsgOMicrobiologyclUnitedcKingdommeO2010eOjnoeOlklkflkmk 2.9 132

127 ’ifidobacteriaOandOTheirOHealthfPromotingOEffectsgOMicrobiologycSpectrumeO2017eOneO 8.9 126

126 GenomicOoverviewOandObiologicalOfunctionsOofOexopolysaccharideObiosynthesisOinO’ifidobacteriumO
sppgOAppliedcandcEnvironmentalcMicrobiologyeO2014eOqieOrfjq 4.8 126

125 ’ifidobacteriaOandOTheirOMolecularOCommunicationOwithOtheOImmuneOSystemgOFrontierscinc
MicrobiologyeO2017eOqeOklmn 5.7 125

124 ThjpOresponsesOandOnaturalOIgMOantibodiesOareOrelatedOtoOgutOmicrobiotaOcompositionOinOsystemicO
lupusOerythematosusOpatientsgOScientificcReportseO2016eOoeOkmipk 4.9 123
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123
EffectOofOtheOadaptationOtoOhighObileOsaltsOconcentrationsOonOglycosidicOactivityeOsurvivalOatOlowOPHO
andOcrossfresistanceOtoObileOsaltsOinO’ifidobacteriumgOInternationalcJournalcofcFoodcMicrobiologyeO
2004eOrmeOprfqo

5.8 102

122 ExportedOproteinsOinOprobioticObacteriasOadhesionOtoOintestinalOsurfaceseOhostOimmunomodulationO
andOmolecularOcrossftalkingOwithOtheOhostgOFEMScImmunologycandcMedicalcMicrobiologyeO2008eOnmeOjfjp 101

121 zdaptationOandOresponseOofO’ifidobacteriumOanimalisOsubspgOlactisOtoObilesOaOproteomicOandO
physiologicalOapproachgOAppliedcandcEnvironmentalcMicrobiologyeO2007eOpleOopnpfop 4.8 101

120 IntestinalO’acteriaOInterplayOWithO’ileOandOCholesterolOMetabolismsOImplicationsOonOHostO
PhysiologygOFrontierscincPhysiologyeO2019eOjieOjqn 4.6 96

119 ’ifidobacteriumOasteroidesOPRLkijjOgenomeOanalysisOrevealsOcluesOforOcolonizationOofOtheOinsectO
gutgOPLoScONEeO2012eOpeOemmkkr 3.7 91

118
EvaluationOofOtheOfunctionalOpotentialOofOWeissellaOandOLactobacillusOisolatesOobtainedOfromO
NigerianOtraditionalOfermentedOfoodsOandOcowWsOintestinegOInternationalcJournalcofcFoodcMicrobiology
eO2011eOjmpeOrpfjim

5.8 87

117 ImpactOofOPrematurityOandOPerinatalOzntibioticsOonOtheODevelopingOIntestinalOMicrobiotasOzO
FunctionalOInferenceOStudygOInternationalcJournalcofcMolecularcScienceseO2016eOjpeO 6.3 81

116 HowOdoObifidobacteriaOcounteractOenvironmentalOchallengesxOMechanismsOinvolvedOandO
physiologicalOconsequencesgOGenescandcNutritioneO2011eOoeOlipfjq 4.3 76

115 RoleOofOextracellularOtransaldolaseOfromO’ifidobacteriumObifidumOinOmucinOadhesionOandO
aggregationgOAppliedcandcEnvironmentalcMicrobiologyeO2012eOpqeOlrrkfq 4.8 76

114 TheOFjFifzTPaseOofO’ifidobacteriumOanimalisOisOinvolvedOinObileOtolerancegOEnvironmentalc
MicrobiologyeO2006eOqeOjqknfll 5.2 73

113 EvaluationOofOgeneticOdiversityOamongOstrainsOofOtheOhumanOgutOcommensalO’ifidobacteriumO
adolescentisgOScientificcReportseO2016eOoeOklrpj 4.9 70

112 CellOenvelopeOchangesOinO’ifidobacteriumOanimalisOsspgOlactisOasOaOresponseOtoObilegOFEMSc
MicrobiologycLetterseO2007eOkpmeOljofkk 2.9 68

111 TheOcellfenvelopeOproteomeOofO’ifidobacteriumOlongumOinOanOinOvitroObileOenvironmentgO
MicrobiologyclUnitedcKingdommeO2009eOjnneOrnpfrop 2.9 67

110 IdentificationOofOsurfaceOproteinsOinvolvedOinOtheOadhesionOofOaOprobioticO’acillusOcereusOstrainOtoO
mucinOandOfibronectingOMicrobiologyclUnitedcKingdommeO2009eOjnneOjpiqfjpjo 2.9 65

109 MicrobiotahhostOcrosstalkObiomarkerssOregulatoryOresponseOofOhumanOintestinalOdendriticOcellsO
exposedOtoOLactobacillusOextracellularOencryptedOpeptidegOPLoScONEeO2012eOpeOelokok 3.7 63

108 InsideOtheOadaptationOprocessOofOLactobacillusOdelbrueckiiOsubspgOlactisOtoObilegOInternationalcJournalc
ofcFoodcMicrobiologyeO2010eOjmkeOjlkfmj 5.8 62

107 zllergicOPatientsOwithOLongfTermOzsthmaODisplayOLowOLevelsOofO’ifidobacteriumOadolescentisgOPLoSc
ONEeO2016eOjjeOeijmpqir 3.7 62

106 InsightsOfromOgenomesOofOrepresentativesOofOtheOhumanOgutOcommensalO’ifidobacteriumObifidumgO
EnvironmentalcMicrobiologyeO2015eOjpeOknjnflj 5.2 61
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105 MolecularOPlayersOInvolvedOinOtheOInteractionO’etweenO’eneficialO’acteriaOandOtheOImmuneOSystemgO
FrontierscincMicrobiologyeO2015eOoeOjkqn 5.7 60

104 CharacterisationOofOaO’ifidobacteriumOstrainOwithOacquiredOresistanceOtoOcholateffaOpreliminaryO
studygOInternationalcJournalcofcFoodcMicrobiologyeO2003eOqkeOjrjfq 5.8 59

103 RankingOtheOimpactOofOhumanOhealthOdisordersOonOgutOmetabolismsOsystemicOlupusOerythematosusO
andOobesityOasOstudyOcasesgOScientificcReportseO2015eOneOqlji 4.9 56

102 IntestinalODysbiosisOIsOzssociatedOwithOzlteredOShortfChainOFattyOzcidsOandOSerumfFreeOFattyOzcidsO
inOSystemicOLupusOErythematosusgOFrontierscincImmunologyeO2017eOqeOkl 8.4 53

101 zlteredOhumanOgutOdendriticOcellOpropertiesOinOulcerativeOcolitisOareOreversedObyOLactobacillusO
plantarumOextracellularOencryptedOpeptideOSTpgOMolecularcNutritioncandcFoodcResearcheO2014eOnqeOjjlkfml5.9 49

100 zssociationOofOpolyphenolsOfromOorangesOandOapplesOwithOspecificOintestinalOmicroorganismsOinO
systemicOlupusOerythematosusOpatientsgONutrientseO2015eOpeOjlijfjp 6.7 47

99 TregfinducingOmembraneOvesiclesOfromO’ifidobacteriumObifidumOLMGjljrnOasOpotentialOadjuvantsO
inOimmunotherapygOVaccineeO2012eOlieOqknfr 4.1 47

98 FactorsOinvolvedOinOtheOcolonizationOandOsurvivalOofObifidobacteriaOinOtheOgastrointestinalOtractgOFEMSc
MicrobiologycLetterseO2013eOlmieOjfji 2.9 46

97
InteractionOofO’ifidobacteriumObifidumOLMGjljrnOwithOHTkrOcellsOinfluencesO
regulatoryfTfcellfassociatedOchemokineOreceptorOexpressiongOAppliedcandcEnvironmentalc
MicrobiologyeO2012eOpqeOkqnifp

4.8 46

96 ProbioticOfermentedOmilkssOPresentOandOfuturegOInternationalcJournalcofcDairycTechnologyeO2009eOokeOmpkfmql3.7 44

95 zdaptationOofObifidobacteriaOtoOtheOgastrointestinalOtractOandOfunctionalOconsequencesgO
PharmacologicalcResearcheO2013eOoreOjkpflo 10.2 43

94 TheOhumanOgallbladderOmicrobiomeOisOrelatedOtoOtheOphysiologicalOstateOandOtheObiliaryOmetabolicO
profilegOMicrobiomeeO2019eOpeOjii 16.6 42

93 FromOaminoOacidOsequenceOtoObioactivitysOTheObiomedicalOpotentialOofOantitumorOpeptidesgOProteinc
ScienceeO2016eOkneOjiqmfrn 6.3 42

92 EvidenceOforOcholesterolfloweringOactivityObyO’ifidobacteriumObifidumOPRLkijiOthroughOgutO
microbiotaOmodulationgOAppliedcMicrobiologycandcBiotechnologyeO2015eOrreOoqjlfkr 5.7 41

91 TechnologicalOandOprobioticOselectionOcriteriaOofOaObilefadaptedO’ifidobacteriumOanimalisOsubspgO
lactisOstraingOInternationalcDairycJournaleO2010eOkieOqiifqin 3.5 41

90 ’ileOacidfmicrobiotaOcrosstalkOinOgastrointestinalOinflammationOandOcarcinogenesissOaOroleOforO
bifidobacteriaOandOlactobacillixgONaturecReviewscGastroenterologycandcHepatologyeO2018eOjneOkin 24.2 39

89 IdentificationOofOnovelOproteinsOsecretedObyOLactobacillusOrhamnosusOGGOgrownOinOdeO
MannfRogosafSharpeObrothgOLetterscincAppliedcMicrobiologyeO2009eOmqeOojqfkk 2.9 39

88 MoleculesOProducedObyOProbioticsOandOIntestinalOMicroorganismsOwithOImmunomodulatoryOzctivitygO
NutrientseO2020eOjkeO 6.7 39
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87 IdentificationOofOnovelOproteinsOsecretedObyOLactobacillusOplantarumOthatObindOtoOmucinOandO
fibronectingOJournalcofcMolecularcMicrobiologycandcBiotechnologyeO2009eOjpeOjnqfok 0.9 38

86 ProteomicsOofOstressOresponseOinO’ifidobacteriumgOFrontierscincBiosciencecrcLandmarkeO2008eOjleOorinfjr 2.8 38

85 CharacterizationOandOExploitationOofOCRISPROLociOingOFrontierscincMicrobiologyeO2017eOqeOjqnj 5.7 35

84 CocultureOofO’ifidobacteriumOlongumOandO’ifidobacteriumObreveOaltersOtheirOproteinOexpressionO
profilesOandOenzymaticOactivitiesgOInternationalcJournalcofcFoodcMicrobiologyeO2009eOjlleOjmqfnl 5.8 35

83 TowardOimprovingOtechnologicalOandOfunctionalOpropertiesOofOprobioticsOinOfoodsgOTrendscincFoodc
SciencecandcTechnologyeO2012eOkoeOnofol 15.3 34

82
zOsingleOmutationOinOtheOgeneOresponsibleOforOtheOmucoidOphenotypeOofO’ifidobacteriumOanimalisO
subspgOlactisOconfersOsurfaceOandOfunctionalOcharacteristicsgOAppliedcandcEnvironmentalcMicrobiologyeO
2015eOqjeOproifq

4.8 33

81 TacklingOprobioticOandOgutOmicrobiotaOfunctionalityOthroughOproteomicsgOJournalcofcProteomicseO
2016eOjmpeOkqflr 3.9 33

80 ExtracellularOmolecularOeffectorsOmediatingOprobioticOattributesgOFEMScMicrobiologycLetterseO2014eO
lnreOjfjj 2.9 33

79 IntestinalOdysbiosisOinOsystemicOlupusOerythematosussOcauseOorOconsequencexgOCurrentcOpinioncinc
RheumatologyeO2016eOkqeOnjnfkk 5.3 32

78 DifferentOmetabolicOfeaturesOofO’acteroidesOfragilisOgrowingOinOtheOpresenceOofOglucoseOandO
exopolysaccharidesOofObifidobacteriagOFrontierscincMicrobiologyeO2015eOoeOqkn 5.7 32

77 LactobacillusOplantarumOextracellularOchitinfbindingOproteinOandOitsOroleOinOtheOinteractionObetweenO
chitineOCacofkOcellseOandOmucingOAppliedcandcEnvironmentalcMicrobiologyeO2011eOppeOjjklfo 4.8 31

76 MolecularOcluesOtoOunderstandOtheOaerotoleranceOphenotypeOofO’ifidobacteriumOanimalisOsubspgO
lactisgOAppliedcandcEnvironmentalcMicrobiologyeO2012eOpqeOommfni 4.8 31

75 CatabolismOofOglucoseOandOlactoseOinO’ifidobacteriumOanimalisOsubspgOlactiseOstudiedObyOjlCONuclearO
MagneticOResonancegOAppliedcandcEnvironmentalcMicrobiologyeO2013eOpreOpokqflq 4.8 29

74 CharacterizationOofOtheOadherenceOpropertiesOofOhumanOLactobacilliOstrainsOtoObeOusedOasOvaginalO
probioticsgOFEMScMicrobiologycLetterseO2012eOlkqeOjoofpl 2.9 29

73 zOpreliminaryOanalysisOofO’ifidobacteriumOlongumOexportedOproteinsObyOtwofdimensionalO
electrophoresisgOJournalcofcMolecularcMicrobiologycandcBiotechnologyeO2008eOjmeOpmfr 0.9 29

72 SelectionOofOaO’ifidobacteriumOanimalisOsubspgOlactisOstrainOwithOaOdecreasedOabilityOtoOproduceO
aceticOacidgOAppliedcandcEnvironmentalcMicrobiologyeO2012eOpqeOlllqfmk 4.8 28

71 ’acterialOandOeukaryoticOphosphoketolasessOphylogenyeOdistributionOandOevolutiongOJournalcofc
MolecularcMicrobiologycandcBiotechnologyeO2010eOjqeOlpfnj 0.9 28

70 zpplicationOofOdensityOgradientOforOtheOisolationOofOtheOfecalOmicrobialOstoolOcomponentOandOtheO
potentialOuseOthereofgOScientificcReportseO2015eOneOjoqip 4.9 27
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69 CharacterizationOofOtheObileOandOgallObladderOmicrobiotaOofOhealthyOpigsgOMicrobiologyOpeneO2014eOleOrlpfmr3.4 26

68 OmicsOforOtheOstudyOofOprobioticOmicroorganismsgOFoodcResearchcInternationaleO2013eOnmeOjiojfjipj 7 26

67 IdentificationOofOsurfacefassociatedOproteinsOinOtheOprobioticObacteriumOLactobacillusOrhamnosusO
GGgOInternationalcDairycJournaleO2009eOjreOqnfqq 3.5 26

66 ProteinaceousOMoleculesOMediatingO’ifidobacteriumfHostOInteractionsgOFrontierscincMicrobiologyeO
2016eOpeOjjrl 5.7 26

65 IdentificationOandOmolecularOcharacterizationOofOoatOpeptidesOimplicatedOonOcoeliacOimmuneO
responsegOFoodcandcNutritioncResearcheO2016eOoieOlilkm 3.1 26

64
MzHMIOdatabasesOaOcomprehensiveOMetaHitfbasedOresourceOforOtheOstudyOofOtheOmechanismOofO
actionOofOtheOhumanOmicrobiotagODatabase:cthecJournalcofcBiologicalcDatabasescandcCurationeO2017eO
kijpeO

5 24

63 PhenolicOcompoundsOfromOredOwineOandOcoffeeOareOassociatedOwithOspecificOintestinalO
microorganismsOinOallergicOsubjectsgOFoodcandcFunctioneO2016eOpeOjimfr 6.1 23

62
znOextracellularOSerinehThreoninefrichOproteinOfromOLactobacillusOplantarumONCIM’OqqkoOisOaOnovelO
aggregationfpromotingOfactorOwithOaffinityOtoOmucingOAppliedcandcEnvironmentalcMicrobiologyeO2013eO
preOoinrfoo

4.8 23

61 InteractionOofOIntestinalOMicroorganismsOwithOtheOHumanOHostOinOtheOFrameworkOofOzutoimmuneO
DiseasesgOFrontierscincImmunologyeO2015eOoeOnrm 8.4 21

60 zOmethodOforOtheOidentificationOofOproteinsOsecretedObyOlacticOacidObacteriaOgrownOinOcomplexO
mediagOFEMScMicrobiologycLetterseO2009eOkrneOkkofr 2.9 20

59 TheOeffectsOofO’ifidobacteriumObreveOonOimmuneOmediatorsOandOproteomeOofOHTkrOcellsO
monolayersgOBioMedcResearchcInternationaleO2015eOkijneOmprjmi 3 19

58 zOflagellinfproducingOLactococcusOstrainsOinteractionsOwithOmucinOandOenteropathogensgOFEMSc
MicrobiologycLetterseO2011eOljqeOjijfp 2.9 19

57 InsightsOintoOtheOropyOphenotypeOofOtheOexopolysaccharidefproducingOstrainO’ifidobacteriumO
animalisOsubspgOlactisOzjdOxRgOAppliedcandcEnvironmentalcMicrobiologyeO2013eOpreOlqpifm 4.8 18

56
zdhesiveOpropertieseOextracellularOproteinOproductioneOandOmetabolismOinOtheOLactobacillusO
rhamnosusOGGOstrainOwhenOgrownOinOtheOpresenceOofOmucingOJournalcofcMicrobiologycandc
BiotechnologyeO2010eOkieOrpqfqm

3.3 18

55 EnhancingOprobioticOstabilityOinOindustrialOprocessesgOMicrobialcEcologycincHealthcandcDiseaseeO2012eO
kleO 17

54 ImmunomodulatoryOEffectOofOGutOMicrobiotafDerivedO’ioactiveOPeptidesOonOHumanOImmuneO
SystemOfromOHealthyOControlsOandOPatientsOwithOInflammatoryO’owelODiseasegONutrientseO2019eOjjeO 6.7 15

53
zssessmentOofOstressOtoleranceOacquisitionOinOtheOheatftolerantOderivativeOstrainsOofO
’ifidobacteriumOanimalisOsubspgOlactisO’’fjkOandOLactobacillusOrhamnosusOGGgOJournalcofcAppliedc
MicrobiologyeO2014eOjjpeOklrfmq

4.7 15

52 zssociationOofOlevelsOofOantibodiesOfromOpatientsOwithOinflammatoryObowelOdiseaseOwithO
extracellularOproteinsOofOfoodOandOprobioticObacteriagOBioMedcResearchcInternationaleO2014eOkijmeOlnjkim3 15
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51 zOproteomicOapproachOtoOcoldOacclimationOofOStaphylococcusOaureusOCECTOrpoOgrownOatOroomOandO
humanObodyOtemperaturesgOInternationalcJournalcofcFoodcMicrobiologyeO2010eOjmmeOjoifq 5.8 15

50 ScreeningOofOtheOHumanOGutOMetaproteomeOIdentifiesOThjpfPromotingOPeptidesOEncryptedOinO
ProteinsOofOCommensalO’acteriagOFrontierscincMicrobiologyeO2017eOqeOjpko 5.7 14

49 FillingOtheOgapObetweenOcollectioneOtransportOandOstorageOofOtheOhumanOgutOmicrobiotagOScientificc
ReportseO2019eOreOqlkp 4.9 13

48 EffectOofOironOonOtheOprobioticOpropertiesOofOtheOvaginalOisolateOLactobacillusOjenseniiOCECTOmliogO
MicrobiologyclUnitedcKingdommeO2015eOjojeOpiqfjq 2.9 13

47 ExtracellularOproteinsOfromOLactobacillusOplantarumO’MCMjkOpreventOadhesionOofO
enteropathogensOtoOmucingOCurrentcMicrobiologyeO2012eOomeOnrkfo 2.4 12

46 MolecularOandOtechnologicalOinsightsOintoOtheOaerotoleranceOofOanaerobicOprobioticssOexamplesOfromO
bifidobacteriagOCurrentcOpinioncincFoodcScienceeO2017eOjmeOjjifjjn 9.8 11

45 ’ioactiveOcompoundsOfromOregularOdietOandOfaecalOmicrobialOmetabolitesgOEuropeancJournalcofc
NutritioneO2018eOnpeOmqpfmrp 5.2 11

44 GenomeOsequenceOofOtheOzntarcticOpsychrophileObacteriumOPlanococcusOantarcticusODSMOjmningO
JournalcofcBacteriologyeO2012eOjrmeOmmon 3.5 11

43 ’ifidobacteriaOandOTheirOHealthfPromotingOEffectsO2018eOplfrq 11

42 zcquiredOresistanceOtoObileOincreasesOfructosefofphosphateOphosphoketolaseOactivityOinO
’ifidobacteriumgOFEMScMicrobiologycLetterseO2004eOklneOlnfmj 2.9 10

41 GenomeOsequenceOofOParascardoviaOdenticolensOIPLzOkiijreOisolatedOfromOhumanObreastOmilkgO
JournalcofcBacteriologyeO2012eOjrmeOmppofp 3.5 9

40 ProteomicOprofileOofOextracellularOvesiclesOreleasedObyOLactiplantibacillusOplantarumO’GzNqOandO
theirOinternalizationObyOnonfpolarizedOHTkrOcellOlinegOScientificcReportseO2020eOjieOkjqkr 4.9 9

39
zOMetabolomicsOzpproachORevealsOImmunomodulatoryOEffectsOofOProteinaceousOMoleculesODerivedO
FromOGutO’acteriaOOverOHumanOPeripheralO’loodOMononuclearOCellsgOFrontierscincMicrobiologyeO2018eO
reOkpij

5.7 9

38 HumanOcecumOcontentOmodulatesOproductionOofOextracellularOproteinsObyOfoodOandOprobioticO
bacteriagOFEMScMicrobiologycLetterseO2011eOlkmeOjqrfrm 2.9 8

37 PeptidesOencryptedOinOtheOhumanOintestinalOmicrobialfexoproteomeOasOnovelObiomarkersOandO
immunomodulatoryOcompoundsOinOtheOgastrointestinalOtractgOJournalcofcFunctionalcFoodseO2019eOnkeOmnrfmoq5.1 8

36 ResourcesOandOtoolsOforOtheOhighfthroughputeOmultifomicOstudyOofOintestinalOmicrobiotagOBriefingscinc
BioinformaticseO2019eOkieOjilkfjino 13.4 8

35 ’lasterJSsOzOnovelOinteractiveOJavaScriptOvisualisationOcomponentOforO’LzSTOalignmentOresultsgOPLoSc
ONEeO2018eOjleOeikinkqo 3.7 8

34 EffectOofOacquiredOresistanceOtoObileOsaltsOonOenzymaticOactivitiesOinvolvedOinOtheOutilisationOofO
carbohydratesObyObifidobacteriagOznOoverviewgODairycSciencecandcTechnologyeO2005eOqneOjjlfjkl 7
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33 TheOroleOofOgutOmicrobiotaOinOlupussOwhatOweOknowOinOkijqxgOExpertcReviewcofcClinicalcImmunologyeO
2018eOjmeOpqpfprk 5.1 7

32 InOsilicoOpredictionOrevealsOtheOexistenceOofOpotentialObioactiveOneuropeptidesOproducedObyOtheO
humanOgutOmicrobiotagOFoodcResearchcInternationaleO2019eOjjreOkkjfkko 7 6

31 DEWEsOzOnovelOtoolOforOexecutingOdifferentialOexpressionORNzfSeqOworkflowsOinObiomedicalO
researchgOComputerscincBiologycandcMedicineeO2019eOjipeOjrpfkin 7 6

30 MicrobiotaOandOoxidantfantioxidantObalanceOinOsystemicOlupusOerythematosusgONutricioncHospitalaria
eO2017eOlmeOrlmfrmj 1 6

29 RoleOofOlacticOacidObacteriaOinOfermentedOvegetablesgOGrasascYcAceiteseO2020eOpjeOlnq 1.3 6

28 MetataxonomicOanalysisOofOtheObacterialOdiversityOinOtableOoliveOdressingOcomponentsgOFoodcControleO
2019eOjineOjrifjrp 6.2 5

27 zOproteomicOapproachOtowardsOunderstandingOtheOcrossOtalkObetweenO’acteroidesOfragilisOandO
’ifidobacteriumOlongumOinOcoculturegOCanadiancJournalcofcMicrobiologyeO2016eOokeOoklfq 3.2 5

26 ’iologicalOzctivitiesOandOzpplicationsOofO’ifidobacterialOExopolysaccharidessOFromOtheO’acteriaOandO
HostOPerspectiveO2018eOjppfjrl 4

25 CofcultureOaffectsOproteinOprofileOandOheatOtoleranceOofOLactobacillusOdelbrueckiiOsubspgOlactisOandO
’ifidobacteriumOlongumgOFoodcResearchcInternationaleO2013eOnmeOjiqifjiql 7 4

24 SomeOimmunomodulatoryOeffectsOofOprobioticObacteriaOmightObeOdueOtoOporcineOneutrophilOelastaseO
inhibitoreOaOserpinOpresentOinOMRSObrothgOImmunologycLetterseO2009eOjkkeOrrfjii 4.1 4

23 RevisitingOtheOMetabolicOCapabilitiesOofOsusbpgOandOsubspgOfromOaOGlycosideOHydrolaseOPerspectivegO
MicroorganismseO2020eOqeO 4.9 3

22 zOpeptidomefbasedOphylogenyOpipelineOrevealsOdifferentialOpeptidesOatOtheOstrainOlevelOwithinO
’ifidobacteriumOanimalisOsubspgOlactisgOFoodcMicrobiologyeO2016eOoieOjlpfmj 6 3

21 zpproachOforOUnveilingOtheOGlycosideOHydrolaseOzctivitiesOinOThroughOaOSystematicOandOIntegrativeO
LargefScaleOznalysisgOFrontierscincMicrobiologyeO2019eOjieOnjp 5.7 3

20 HumanOcolonfderivedOsolubleOfactorsOmodulateOgutOmicrobiotaOcompositiongOFrontierscincOncologyeO
2015eOneOqo 5.3 3

19 ImprovingOPhylogenyOReconstructionOatOtheOStrainOLevelOUsingOPeptidomeODatasetsgOPLoSc
ComputationalcBiologyeO2016eOjkeOejiinkpj 5 3

18 MetabolomicsOInsightsOofOtheOImmunomodulatoryOzctivitiesOofOPhlorizinOandOPhloretinOonOHumanO
THPfjOMacrophagesgOMoleculeseO2021eOkoeO 4.8 3
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