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ARTICLE IF CITATIONS

Trans-ancestry genome-wide association study identifies 12 genetic loci influencing blood pressure

and implicates a role for DNA methylation. Nature Genetics, 2015, 47, 1282-1293.

Multiple Nonglycemic Genomic Loci Are Newly Associated With Blood Level of Glycated Hemoglobin in 0.6 61
East Asians. Diabetes, 2014, 63, 2551-2562. :

Genome-wide association studies in East Asians identify new loci for waist-hip ratio and waist
circumference. Scientific Reports, 2016, 6, 17958.

Age at menarche and age at natural menopause in East Asian women: a genome-wide association study. 3.0 a7
Age, 2016, 38, 513-523. :

Associations of Genetic Risk Score with Obesity and Related Traits and the Modifying Effect of
Physical Activity in a Chinese Han Population. PLoS ONE, 2014, 9, e91442.

The development and validation of new equations for estimating body fat percentage among Chinese 9.3 04
men and women. British Journal of Nutrition, 2015, 113, 1365-1372. :

Associations of inflammatory factors with glycaemic status among middled€aged and older Chinese
people. Clinical Endocrinology, 2009, 70, 854-862.

Development of a New Risk Score for Incident Type 2 Diabetes Using Updated Diagnostic Criteria in 05 15
Middle-Aged and Older Chinese. PLoS ONE, 2014, 9, e97042. :

A dosed€ “response study of vitamin D3 supplementation in healthy Chinese: a 5-arm randomized,

placebo-controlled trial. European Journal of Nutrition, 2016, 55, 383-392.

Elevated plasma tumor necrosis factor-I+ receptor 2 and resistin are associated with increased

incidence of Ridney function decline in Chinese adults. Endocrine, 2016, 52, 541-549. 23 13



