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94 yraftMGenomeMSequenceMofMxlostridiumMbowmaniiMySMMfigekaMIsolatedMfromManMvntarcticMMicrobialM
MatccMMicrobiologykResourcekAnnouncementsaM2022aMeefehjgf 1.3 0

93 TailoredMNanoparticlesMWithMtheMPotentialMtoMReduceMRuminantMMethaneMzmissionsccMFrontierskink
MicrobiologyaM2022aMfhaMmfkknj 5.7 0

92 zxtracellularMPolysaccharideMzxtractionMfromMinMFermentedMMilkccMMicrobiologykSpectrumaM2022aMeeggmegf8.9

91 PLvNbMpMMycobacteriophageMzndolysinsMFusedMtoMwiodegradableMNanobeadsMMitigateM
MycobacterialMGrowthMinMLiquidMandMonMSurfacescMFrontierskinkMicrobiologyaM2021aMfgaMjkglim 5.7 0

90 xomparativeMgenomicsMofMxlostridiumMspeciesMassociatedMwithMvacuumbpackedMmeatMspoilagecMFoodk
MicrobiologyaM2021aMnjaMfehkml 6 11

89 zxaminationMofMhydrogenMcrossbfeedersMusingMaMcolonicMmicrobiotaMmodelcMBMCkBioinformaticsaM2021
aMggaMh 3.6 3

88 NexGenMSequencingMyataoMwioinformaticMToolsMforMVisualizationMandMvnalysisM2021aMilbne

87 xultureMandMgenomebbasedManalysisMofMfourMsoilMxlostridiumMisolatesMrevealMtheirMpotentialMforM
antimicrobialMproductioncMBMCkGenomicsaM2021aMggaMkmk 4.5 1

86 StructuralMcharacterizationMofMaMPxPbRMdidomainMfromManMarchaealMnonribosomalMpeptideMsynthetaseM
revealsMnovelMinterdomainMinteractionscMJournalkofkBiologicalkChemistryaM2021aMgnkaMfeeihg 5.4 3

85 yraftMGenomeMSequenceMofMPsychrotolerantMspcMStrainMMfiaMIsolatedMfromMSpoiledMUncookedM
VenisoncMMicrobiologykResourcekAnnouncementsaM2020aMnaM 1.3 1

84 xompetitionMforMHydrogenMPreventsMxoexistenceMofMHumanMGastrointestinalMHydrogenotrophsMinM
xontinuousMxulturecMFrontierskinkMicrobiologyaM2020aMffaMfelh 5.7 2

83
MathematicalMmodellingMsupportsMtheMexistenceMofMaMthresholdMhydrogenMconcentrationMandM
mediabdependentMyieldsMinMtheMgrowthMofMaMreductiveMacetogencMBioprocesskandkBiosystemsk
EngineeringaM2020aMihaMmmjbmni

3.7 4

82 yraftMGenomeMSequenceMofMaMNewMZealandMIsolateMofMMycoplasmaMovipneumoniaecMMicrobiologyk
ResourcekAnnouncementsaM2020aMnaM 1.3 1

81 xompleteMGenomeMSequenceMofMspcMStrainMzgggaMaMwacterialMSymbiontMofManMFungalMzndophyteMofM
RyegrasscMMicrobiologykResourcekAnnouncementsaM2020aMnaM 1.3 3

80 yraftMGenomeMSequenceMofMxlostridiumMestertheticumbLikeMStrainMFPhaMIsolatedMfromMSpoiledM
UncookedMLambcMMicrobiologykResourcekAnnouncementsaM2020aMnaM 1.3 1

79
zxtensiveMbacteriocinMgeneMshufflingMinMtheMStreptococcusMbovisdStreptococcusMequinusMcomplexM
revealsMgallocinMyMwithMactivityMagainstMvancomycinMresistantMenterococcicMScientifickReportsaM2020aM
feaMfhihf

4.9 5

78 TheMzffectsMofMUnfermentedMandMFermentedMxowMandMSheepMMilkMonMtheMGutMMicrobiotacMFrontierskink
MicrobiologyaM2019aMfeaMijm 5.7 9
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77 xomparativeMGenomicsMofMRumenMsppcMUncoversMaMxontinuumMofMPolysaccharidebyegradingM
xapabilitiescMAppliedkandkEnvironmentalkMicrobiologyaM2019aMmkaM 4.8 25

76 yraftMGenomeMSequenceMofMxlostridiumMestertheticumMsubspcMySMMfimkiaMIsolatedMfromMSpoiledM
UncookedMweefcMMicrobiologykResourcekAnnouncementsaM2019aMmaM 1.3 7

75 GeneticMregulationMofMantibodyMresponsivenessMtoMimmunizationMinMsubstrainsMofMwvLwdcMmicecM
ImmunologykandkCellkBiologyaM2019aMnlaMhnbjh 5 4

74 LiveMFaecalibacteriumMprausnitziiMinducesMgreaterMTLRgMandMTLRgdkMactivationMthanMtheMdeadM
bacteriumMinManMapicalManaerobicMcobcultureMsystemcMCellularkMicrobiologyaM2018aMgeaMefgmej 3.9 10

73 InhibitionMofMRumenMMethanogensMbyMaMNovelMvrchaealMLyticMznzymeMyisplayedMonMTailoredM
wionanoparticlescMFrontierskinkMicrobiologyaM2018aMnaMghlm 5.7 10

72 GenomeMSequencesMofMPotentialMProbioticMIsolatesMfromMHumanMInfantscMGenomekAnnouncementsaM
2017aMjaM 3

71 GenomeMSequencesMofMStrainsMwithMResistanceMtoMvrseniccMGenomekAnnouncementsaM2017aMjaM 2

70 xompleteMGenomeMSequencesMofMThreeMNovelMSwWgjMwacteriophagesaMNoxiferaMPhabioaMandM
SkulduggerycMGenomekAnnouncementsaM2017aMjaM 9

69 TheMcompleteMgenomeMsequenceMofMtheMrumenMbacteriumMMwgeehcMStandardskinkGenomickSciencesaM
2017aMfgaMlg 15

68 GvMOLvgaMaMxomprehensiveMSoftwareMPackageMforMtheMvnnotationMandMxurationMofMyraftMandM
xompleteMMicrobialMGenomescMFrontierskinkMicrobiologyaM2017aMmaMhik 5.7 18

67 TowardMUnderstandingMPhageoHostMInteractionsMinMtheMRumenpMxompleteMGenomeMSequencesMofM
LyticMPhagesMInfectingMRumenMwacteriacMFrontierskinkMicrobiologyaM2017aMmaMghie 5.7 16

66 WholebGenomeMSequencesMofMvgriculturalaMHostbvssociatedMxampylobacterMcoliMandMxampylobacterM
jejuniMStrainscMGenomekAnnouncementsaM2016aMiaM 7

65 GenomicManalysisMofMthreeMwifidobacteriumMspeciesMisolatedMfromMtheMcalfMgastrointestinalMtractcM
ScientifickReportsaM2016aMkaMhelkm 4.9 17

64
TheMcompleteMgenomeMsequenceMofMtheMmethanogenicMarchaeonMISOibHjMprovidesMinsightsMintoMtheM
methylotrophicMlifestyleMofMaMruminalMrepresentativeMofMtheMMethanomassiliicoccalescMStandardskink
GenomickSciencesaM2016aMffaMjn

26

63 TheMcompleteMgenomeMsequenceMofMtheMrumenMmethanogenMMethanobrevibacterMmilleraeMSMncM
StandardskinkGenomickSciencesaM2016aMffaMin 5

62 NovelMplasmidMconferringMkanamycinMandMtetracyclineMresistanceMinMtheMturkeybderivedM
xampylobacterMjejuniMstrainMffkefMycMPlasmidaM2016aMmkaMhgbhl 3.3 16

61 TheMcompleteMgenomeMsequenceMofMzubacteriumMlimosumMSvffaMaMmetabolicallyMversatileMrumenM
acetogencMStandardskinkGenomickSciencesaM2016aMffaMgk 15

60 TheMyraftMGenomeMSequenceMofMtheMYersiniaMentomophagaMzntomopathogenicMTypeMStrainMMHnkTcM
ToxinsaM2016aMmaM 4.9 14

(2016-2019)

3



59 yraftMGenomeMSequenceMofMtheMRumenMMethanogenMMethanobrevibacterMolleyaeMYLMfcMGenomek
AnnouncementsaM2016aMiaM 8

58 yraftMGenomeMSequencesMofMTwoMHistoricalMListeriaMmonocytogenesMStrainsMfromMHumanMListeriosisM
xasesMinMfnhhcMGenomekAnnouncementsaM2016aMiaM 1

57 xompleteMGenomeMSequenceMofMMethanogenicMvrchaeonMISOibGfaMaMMemberMofMtheM
MethanomassiliicoccalesaMIsolatedMfromMaMSheepMRumencMGenomekAnnouncementsaM2016aMiaM 8

56
zvaluationMofMLactococcusMlactisMIsolatesMfromMNondairyMSourcesMwithMPotentialMyairyMvpplicationsM
RevealsMzxtensiveMPhenotypebGenotypeMyisparityMandMImplicationsMforMaMRevisedMSpeciescMAppliedk
andkEnvironmentalkMicrobiologyaM2015aMmfaMhnkfblg

4.8 27

55 LactobacillusMfermentumMvGRfimlMcellMsurfaceMstructuresMandMsupernatantMincreaseMparacellularM
permeabilityMthroughMdifferentMpathwayscMMicrobiologyOpenaM2015aMiaMjifbjg 3.4 2

54 TheMcompleteMgenomeMsequenceMofMtheMrumenMmethanogenMMethanosarcinaMbarkeriMxMfcM
StandardskinkGenomickSciencesaM2015aMfeaMjl 29

53 MetasecretomebselectiveMphageMdisplayMapproachMforMminingMtheMfunctionalMpotentialMofMaMrumenM
microbialMcommunitycMBMCkGenomicsaM2014aMfjaMhjk 4.5 11

52 TheMcompleteMgenomeMsequenceMofMtheMrumenMmethanogenMMethanobacteriumMformicicumMwRMncM
StandardskinkGenomickSciencesaM2014aMnaMfj 23

51 yraftMGenomeMSequenceMofMLactococcusMlactisMsubspcMcremorisMHPTaMtheMFirstMyefinedbStrainMyairyM
StarterMxultureMwacteriumcMGenomekAnnouncementsaM2014aMgaM 8

50 InvitedMcommentaryoMlubricatingMtheMrustyMwheelaMnewMinsightsMintoMironMoxidizingMbacteriaMthroughM
comparativeMgenomicscMFrontierskinkMicrobiologyaM2014aMjaMhmk 5.7 3

49 yraftMGenomeMSequenceMofMLactobacillusManimalisMhmfbILbgmcMGenomekAnnouncementsaM2014aMgaM 4

48 yraftMGenomeMSequenceMofMtheMPediocinbzncodingMwiopreservativeMandMwiocontrolMStrainM
PediococcusMacidilacticiMyhcMGenomekAnnouncementsaM2013aMfaM 4

47 TheMroleMofMcellMsurfaceMarchitectureMofMlactobacilliMinMhostbmicrobeMinteractionsMinMtheM
gastrointestinalMtractcMMediatorskofkInflammationaM2013aMgefhaMghlngf 4.3 142

46 TheMxompleteMGenomeMSequenceMofMMethanobrevibacterMspcMvbMicMStandardskinkGenomickSciencesaM
2013aMmaMgfjbgl 36

45 GenomeMsequencingMofMrumenMbacteriaMandMarchaeaMandMitsMapplicationMtoMmethaneMmitigationM
strategiescMAnimalaM2013aMlMSupplMgaMghjbih 3.1 68

44 InteractionMbetweenMtheMgenomesMofMLactococcusMlactisMandMphagesMofMtheMPhhjMspeciescMFrontierskink
MicrobiologyaM2013aMiaMgjl 5.7 32

43 TracingMlifestyleMadaptationMinMprokaryoticMgenomescMFrontierskinkMicrobiologyaM2012aMhaMim 5.7 24

42 xhromosomalMtetVOWbharboringMregionsMinMxampylobacterMcoliMisolatesMfromMturkeysMandMswinecM
AppliedkandkEnvironmentalkMicrobiologyaM2012aMlmaMmimmbnf 4.8 9
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41 zxploringMrumenMmethanogenMgenomesMtoMidentifyMtargetsMforMmethaneMmitigationMstrategiescM
AnimalkFeedkSciencekandkTechnologyaM2011aMfkkbfklaMkjblj 3 31

40 TranspositionMofMTnnfkMinMtheMfourMrepliconsMofMtheMwutyrivibrioMproteoclasticusMwhfkVTWMgenomecM
FEMSkMicrobiologykLettersaM2011aMhfkaMfiibjf 2.9 7

39 StrategiesMtoMreduceMmethaneMemissionsMfromMfarmedMruminantsMgrazingMonMpasturecMVeterinaryk
JournalaM2011aMfmmaMffbl 2.5 100

38 TheMlargeMepisomesMofMwutyrivibrioMproteoclasticusMwhfkTMhaveMarisenMthroughMintragenomicMgeneM
shuttlingMfromMtheMchromosomeMtoMsmallerMwutyrivibriobspecificMplasmidscMPlasmidaM2011aMkkaMklblm 3.3 5

37 GroupbspecificMcomparisonMofMfourMlactobacilliMisolatedMfromMhumanMsourcesMusingMdifferentialMblastM
analysiscMGeneskandkNutritionaM2011aMkaMhfnbie 4.3 9

36 SpecializedMadaptationMofMaMlacticMacidMbacteriumMtoMtheMmilkMenvironmentoMtheMcomparativeM
genomicsMofMStreptococcusMthermophilusMLMybncMMicrobialkCellkFactoriesaM2011aMfeMSupplMfaMSgg 6.4 75

35 vMcomparisonMofManalogMandMNextbGenerationMtranscriptomicMtoolsMforMmammalianMstudiescMBriefingsk
inkFunctionalkGenomicsaM2011aMfeaMfhjbje 4.9 48

34 TheMglycobiomeMofMtheMrumenMbacteriumMwutyrivibrioMproteoclasticusMwhfkVTWMhighlightsMadaptationM
toMaMpolysaccharidebrichMenvironmentcMPLoSkONEaM2010aMjaMeffnig 3.7 70

33 TheMgenomeMsequenceMofMtheMrumenMmethanogenMMethanobrevibacterMruminantiumMrevealsMnewM
possibilitiesMforMcontrollingMruminantMmethaneMemissionscMPLoSkONEaM2010aMjaMemngk 3.7 202

32 SequenceManalysisMofMLeuconostocMmesenteroidesMbacteriophageMPhifbviMisolatedMfromManM
industrialMvegetableMfermentationcMAppliedkandkEnvironmentalkMicrobiologyaM2010aMlkaMfnjjbkk 4.8 36

31 SequenceManalysisMofMplasmidMpIRjgbfMfromMLactobacillusMhelveticusMReejgMandMinvestigationMofMitsM
originMofMreplicationcMPlasmidaM2010aMkhaMfembfl 3.3 16

30 PhylogeneticMevidenceMforMlateralMgeneMtransferMinMtheMintestineMofMmarineMiguanascMPLoSkONEaM2010aM
jaMefelmj 3.7 11

29 vnalysisMofMtheMgenomeMsequenceMofMLactobacillusMgasseriMvTxxMhhhghMrevealsMtheMmolecularMbasisM
ofManMautochthonousMintestinalMorganismcMAppliedkandkEnvironmentalkMicrobiologyaM2008aMliaMikfebgj 4.8 132

28
SMlayerMproteinMvMofMLactobacillusMacidophilusMNxFMMregulatesMimmatureMdendriticMcellMandMTMcellM
functionscMProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaaM2008aM
fejaMfnilibn

11.5 429

27 FunctionalMgenomicsMofMprobioticMLactobacillicMJournalkofkClinicalkGastroenterologyaM2008aMigMSupplMhM
PtMgaMSfkebg 3 56

26 InfluenceMofMtheMdairyMenvironmentMonMgeneMexpressionMandMsubstrateMutilizationMinMlacticMacidM
bacteriacMJournalkofkNutritionaM2007aMfhlaMlimSbjeS 4.1 26

25
xomparativeMgenomicsMandMtranscriptionalManalysisMofMprophagesMidentifiedMinMtheMgenomesMofM
LactobacillusMgasseriaMLactobacillusMsalivariusaMandMLactobacillusMcaseicMAppliedkandkEnvironmentalk
MicrobiologyaM2006aMlgaMhfhebik

4.8 57

24 xomparativeMgenomicsMofMtheMlacticMacidMbacteriacMProceedingskofkthekNationalkAcademykofkSciencesk
ofkthekUnitedkStateskofkAmericaaM2006aMfehaMfjkffbk 11.5 1053
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23 SequenceManalysisMofMtheMLactobacillusMplantarumMbacteriophageMPhiJLbfcMGeneaM2005aMhimaMijbji 3.8 21

22 GenomicMfeaturesMofMlacticMacidMbacteriaMeffectingMbioprocessingMandMhealthcMFEMSkMicrobiologyk
ReviewsaM2005aMgnaMhnhbien 15.1 152

21 PathwayVoyageroMpathwayMmappingMusingMtheMKyotoMzncyclopediaMofMGenesMandMGenomesMVKzGGWM
databasecMBMCkGenomicsaM2005aMkaMke 4.5 222

20 GenomicMPerspectivesMonMProbioticMLacticMvcidMwacteriacMBiosciencekandkMicrofloraaM2005aMgiaMhfbhh 3

19 FunctionalManalysisMofMputativeMadhesionMfactorsMinMLactobacillusMacidophilusMNxFMcMAppliedkandk
EnvironmentalkMicrobiologyaM2005aMlfaMmhiibjf 4.8 295

18 MicroarrayManalysisMofMaMtwobcomponentMregulatoryMsystemMinvolvedMinMacidMresistanceMandM
proteolyticMactivityMinMLactobacillusMacidophiluscMAppliedkandkEnvironmentalkMicrobiologyaM2005aMlfaMjlnibmei4.8 106

17 xompleteMgenomeMsequenceMofMtheMprobioticMlacticMacidMbacteriumMLactobacillusMacidophilusMNxFMcM
ProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaaM2005aMfegaMhnekbfg 11.5 472

16 GenomicMfeaturesMofMlacticMacidMbacteriaMeffectingMbioprocessingMandMhealthcMFEMSkMicrobiologyk
ReviewsaM2005aMgnaMhnhbien 15.1 70

15 GeneticMmarkersMuniqueMtoMListeriaMmonocytogenesMserotypeMibMdifferentiateMepidemicMcloneMIIMVhotM
dogMoutbreakMstrainsWMfromMotherMlineagescMAppliedkandkEnvironmentalkMicrobiologyaM2004aMleaMghmhbne 4.8 63

14 zpidemicMxloneMIbSpecificMGeneticMMarkersMinMStrainsMofMListeriaMmonocytogenesMSerotypeMibMfromM
FoodscMAppliedkandkEnvironmentalkMicrobiologyaM2004aMleaMljmfbljmf 4.8 78

13 zpidemicMcloneMIbspecificMgeneticMmarkersMinMstrainsMofMListeriaMmonocytogenesMserotypeMibMfromM
foodscMAppliedkandkEnvironmentalkMicrobiologyaM2004aMleaMifjmbki 4.8 52

12 TheMgenomeMsequenceMofMtheMprobioticMintestinalMbacteriumMLactobacillusMjohnsoniiMNxxMjhhcM
ProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaaM2004aMfefaMgjfgbl 11.5 402

11 IdentificationMandMinactivationMofMgeneticMlociMinvolvedMwithMLactobacillusMacidophilusMacidMtolerancecM
AppliedkandkEnvironmentalkMicrobiologyaM2004aMleaMjhfjbgg 4.8 119

10 IdentificationMandMphenotypicMcharacterizationMofMtheMcellbdivisionMproteinMxdpvcMGeneaM2004aMhigaMfmnbnl3.8 41

9 GvMOLvoMaMnewMlocalMsolutionMforMsequenceMannotationMandManalyzingMdraftMandMfinishedM
prokaryoticMgenomescMOMICSkAkJournalkofkIntegrativekBiologyaM2003aMlaMfkfbn 3.8 66

8 IsolationMandMcharacterizationMofMaMLactobacillusMplantarumMbacteriophageaMphiJLbfaMfromMaM
cucumberMfermentationcMInternationalkJournalkofkFoodkMicrobiologyaM2003aMmiaMggjbhj 5.8 129

7
FunctionalMandMcomparativeMgenomicManalysesMofManMoperonMinvolvedMinMfructooligosaccharideM
utilizationMbyMLactobacillusMacidophiluscMProceedingskofkthekNationalkAcademykofkScienceskofkthek
UnitedkStateskofkAmericaaM2003aMfeeaMmnjlbkg

11.5 218

6 TranscriptMmapMofMtheMtemperateMLactobacillusMgasseriMbacteriophageMphiadhcMMicrobiologyksUnitedk
KingdomtaM2003aMfinaMgnmlbgnnn 2.9 4
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5 yiscoveringMlacticMacidMbacteriaMbyMgenomicscMAntoniekVankLeeuwenhoekaM2002aMmgaMgnbjm 2.1 149

4 yiscoveringMlacticMacidMbacteriaMbyMgenomicscMAntoniekVankLeeuwenhoekaM2002aMmgaMgnbjm 2.1 67

3 SynthesisMandMautomatedMdetectionMofMfluorescentlyMlabeledMprimerMextensionMproductscM
BioTechniquesaM1999aMgkaMnkbmaMfef 2.5 22

2 PrimaryMstructureMandMfeaturesMofMtheMgenomeMofMtheMLactobacillusMgasseriMtemperateM
bacteriophageMVphiWadhcMGeneaM1999aMghkaMhhhbik 3.8 47

1 StructureMofMaMgenomeMregionMofMtheMLactobacillusMgasseriMtemperateMphageMphiadhMcoveringMaM
repressorMgeneMandMcognateMpromoterscMGeneaM1998aMgfeaMkfble 3.8 30
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