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Evaluation of Methods for Measuring Fusarium-Damaged Kernels of Wheat. Agronomy, 2022, 12, 532.
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Genetic dissection of sorghum grain quality traits using diverse and segregating populations.

Theoretical and Applied Genetics, 2017, 130, 697-716.

Quantitative Trait Loci Mapping of Agronomic and Yield Traits in Two Grain Sorghum Biparental 0.8 29
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