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l Paper IF Citations

393 renomeTwideGassociationGstudyGidentifiesGnovelGbreastGcancerGsusceptibilityGlociUGNatureSG2007SG[[bSGXWcbTdZ50.4 1957

392 SequenceGvariantGclassificationGandGreportingeGrecommendationsGforGimprovingGtheGinterpretationG
ofGcancerGsusceptibilityGgeneticGtestGresultsUGHumanfMutationSG2008SGYdSGXYcYTdX 4.7 622

391 lGcommonGcodingGvariantGinGnlS’cGisGassociatedGwithGbreastGcancerGriskUGNaturefGeneticsSG2007SGZdSGZ]YTc36.3 557

390 lssociationsGofGbreastGcancerGriskGfactorsGwithGtumorGsubtypeseGaGpooledGanalysisGfromGtheGmreastG
nancerGlssociationGnonsortiumGstudiesUGJournalfoffthefNationalfCancerfInstituteSG2011SGXWZSGY]WTaZ 9.7 513

389 TypeGtGandGttGendometrialGcancerseGhaveGtheyGdifferentGriskGfactorsjUGJournalfoffClinicalfOncologySG
2013SGZXSGYaWbTXc 2.2 458

388 xultipleGindependentGvariantsGatGtheGTpRTGlocusGareGassociatedGwithGtelomereGlengthGandGrisksGofG
breastGandGovarianGcancerUGNaturefGeneticsSG2013SG[]SGZbXTc[SGZc[eXTY 36.3 422

387 tdentificationGofGYZGnewGprostateGcancerGsusceptibilityGlociGusingGtheGinzrSGcustomGgenotypingG
arrayUGNaturefGeneticsSG2013SG[]SGZc]TdXSGZdXeXTY 36.3 413

386
’athologyGofGbreastGandGovarianGcancersGamongGmRnlXGandGmRnlYGmutationGcarrierseGresultsGfromG
theGnonsortiumGofGtnvestigatorsGofGxodifiersGofGmRnlXVYGOntxmlPUGCancerfEpidemiologyfBiomarkersf
andfPreventionSG2012SGYXSGXZ[T[b

4 411

385 yewlyGdiscoveredGbreastGcancerGsusceptibilityGlociGonGZpY[GandGXbqYZUYUGNaturefGeneticsSG2009SG[XSG]c]TdW36.3 393

384 tdentificationGofGsevenGnewGprostateGcancerGsusceptibilityGlociGthroughGaGgenomeTwideGassociationG
studyUGNaturefGeneticsSG2009SG[XSGXXXaTYX 36.3 360

383 lpplicationGofGaG]TtieredGschemeGforGstandardizedGclassificationGofGYSZaWGuniqueGmismatchGrepairG
geneGvariantsGinGtheGtnSirsTGlocusTspecificGdatabaseUGNaturefGeneticsSG2014SG[aSGXWbTXX] 36.3 332

382 lGmetaTanalysisGofGcbSW[WGindividualsGidentifiesGYZGnewGsusceptibilityGlociGforGprostateGcancerUG
NaturefGeneticsSG2014SG[aSGXXWZTd 36.3 331

381 lssociationGofGtypeGandGlocationGofGmRnlXGandGmRnlYGmutationsGwithGriskGofGbreastGandGovarianG
cancerUGJAMAfsfJournalfoffthefAmericanfMedicalfAssociationSG2015SGZXZSGXZ[bTaX 27.4 286

380 seterogeneityGofGbreastGcancerGassociationsGwithGfiveGsusceptibilityGlociGbyGclinicalGandGpathologicalG
characteristicsUGPLoSfGeneticsSG2008SG[SGeXWWWW][ 6 280

379 lGlocusGonGXdpXZGmodifiesGriskGofGbreastGcancerGinGmRnlXGmutationGcarriersGandGisGassociatedGwithG
hormoneGreceptorTnegativeGbreastGcancerGinGtheGgeneralGpopulationUGNaturefGeneticsSG2010SG[YSGcc]TdY 36.3 276

378 renomicGanalysesGidentifyGhundredsGofGvariantsGassociatedGwithGageGatGmenarcheGandGsupportGaGroleG
forGpubertyGtimingGinGcancerGriskUGNaturefGeneticsSG2017SG[dSGcZ[Tc[X 36.3 257

377 SevenGprostateGcancerGsusceptibilityGlociGidentifiedGbyGaGmultiTstageGgenomeTwideGassociationGstudyUG
NaturefGeneticsSG2011SG[ZSGbc]TdX 36.3 243
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376 lssociationGmetweenGTelomereGwengthGandGRiskGofGnancerGandGyonTyeoplasticGoiseaseseGlG
xendelianGRandomizationGStudyUGJAMAfOncologySG2017SGZSGaZaTa]X 13.4 236

375 nommonGbreastGcancerTpredispositionGallelesGareGassociatedGwithGbreastGcancerGriskGinGmRnlXGandG
mRnlYGmutationGcarriersUGAmericanfJournalfoffHumanfGeneticsSG2008SGcYSGdZbT[c 11 218

374
pytrxlTTevidenceTbasedGnetworkGforGtheGinterpretationGofGgermlineGmutantGalleleseGanG
internationalGinitiativeGtoGevaluateGriskGandGclinicalGsignificanceGassociatedGwithGsequenceGvariationG
inGmRnlXGandGmRnlYGgenesUGHumanfMutationSG2012SGZZSGYTb

4.7 211

373 renomeTwideGassociationGstudyGinGmRnlXGmutationGcarriersGidentifiesGnovelGlociGassociatedGwithG
breastGandGovarianGcancerGriskUGPLoSfGeneticsSG2013SGdSGeXWWZYXY 6 209

372 Rlo]XGXZ]rTTinGmodifiesGbreastGcancerGriskGamongGmRnlYGmutationGcarrierseGresultsGfromGaG
combinedGanalysisGofGXdGstudiesUGAmericanfJournalfoffHumanfGeneticsSG2007SGcXSGXXcaTYWW 11 204

371
norrelationGofGtumourGmRlqGmutationsGandGxwsXGmethylationGwithGgermlineGmismatchGrepairG
OxxRPGgeneGmutationGstatuseGaGliteratureGreviewGassessingGutilityGofGtumourGfeaturesGforGxxRG
variantGclassificationUGJournalfoffMedicalfGeneticsSG2012SG[dSGX]XTb

5.8 200

370 tdentificationGofGXYGnewGsusceptibilityGlociGforGdifferentGhistotypesGofGepithelialGovarianGcancerUG
NaturefGeneticsSG2017SG[dSGacWTadX 36.3 190

369 tdentificationGofGtenGvariantsGassociatedGwithGriskGofGestrogenTreceptorTnegativeGbreastGcancerUG
NaturefGeneticsSG2017SG[dSGXbabTXbbc 36.3 186

368 TheGzncolrrayGnonsortiumeGlGyetworkGforGUnderstandingGtheGreneticGlrchitectureGofGnommonG
nancersUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2017SGYaSGXYaTXZ] 4 183

367 oominantGnegativeGlTxGmutationsGinGbreastGcancerGfamiliesUGJournalfoffthefNationalfCancerfInstitute
SG2002SGd[SGYW]TX] 9.7 183

366 TheGgeographicGdistributionGofGhumanGYGchromosomeGvariationUGGeneticsSG1997SGX[]SGbcbTcW] 4 182

365 pvaluationGofG’olygenicGRiskGScoresGforGmreastGandGzvarianGnancerGRiskG’redictionGinGmRnlXGandG
mRnlYGxutationGnarriersUGJournalfoffthefNationalfCancerfInstituteSG2017SGXWdSG 9.7 153

364
’ointGxutationsGinGpxonGXmGofGl’nGRevealGrastricGldenocarcinomaGandG’roximalG’olyposisGofGtheG
StomachGasGaGqamilialGldenomatousG’olyposisGVariantUGAmericanfJournalfoffHumanfGeneticsSG2016SG
dcSGcZWTc[Y

11 153

363 RareGvariantsGinGtheGlTxGgeneGandGriskGofGbreastGcancerUGBreastfCancerfResearchSG2011SGXZSGRbZ 8.3 151

362
TumorGmismatchGrepairGimmunohistochemistryGandGoylGxwsXGmethylationGtestingGofGpatientsGwithG
endometrialGcancerGdiagnosedGatGageGyoungerGthanGaWGyearsGoptimizesGtriageGforGpopulationTlevelG
germlineGmismatchGrepairGgeneGmutationGtestingUGJournalfoffClinicalfOncologySG2014SGZYSGdWTXWW

2.2 149

361 nommonGbreastGcancerGsusceptibilityGallelesGandGtheGriskGofGbreastGcancerGforGmRnlXGandGmRnlYG
mutationGcarrierseGimplicationsGforGriskGpredictionUGCancerfResearchSG2010SGbWSGdb[YT][ 10.1 147

360 reneticGevidenceGandGintegrationGofGvariousGdataGsourcesGforGclassifyingGuncertainGvariantsGintoGaG
singleGmodelUGHumanfMutationSG2008SGYdSGXYa]TbY 4.7 145

359 mreastGnancerGRiskGrenesGTGlssociationGlnalysisGinGxoreGthanGXXZSWWWGWomenUGNewfEnglandfJournalf
offMedicineSG2021SGZc[SG[YcT[Zd 59.2 143

(2021-2017)
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358
wowGpenetranceGbreastGcancerGsusceptibilityGlociGareGassociatedGwithGspecificGbreastGtumorG
subtypeseGfindingsGfromGtheGmreastGnancerGlssociationGnonsortiumUGHumanfMolecularfGeneticsSG2011
SGYWSGZYcdTZWZ

5.6 140

357 xutationalGspectrumGinGaGworldwideGstudyGofGYdSbWWGfamiliesGwithGmRnlXGorGmRnlYGmutationsUG
HumanfMutationSG2018SGZdSG]dZTaYW 4.7 138

356 reneticGandGhistopathologicGevaluationGofGmRnlXGandGmRnlYGoylGsequenceGvariantsGofGunknownG
clinicalGsignificanceUGCancerfResearchSG2006SGaaSGYWXdTYb 10.1 138

355 xultipleGnovelGprostateGcancerGpredispositionGlociGconfirmedGbyGanGinternationalGstudyeGtheG
’RlnTtnlwGnonsortiumUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2008SGXbSGYW]YTaX 4 134

354 lnalysisGofGcancerGriskGandGmRnlXGandGmRnlYGmutationGprevalenceGinGtheGknonqabGfamilialGbreastG
cancerGresourceUGBreastfCancerfResearchSG2006SGcSGRXY 8.3 125

353 mRnlXGandGmRnlYGgeneticGtestingTpitfallsGandGrecommendationsGforGmanagingGvariantsGofG
uncertainGclinicalGsignificanceUGAnnalsfoffOncologySG2015SGYaSGYW]bTa] 10.3 124

352 renomeTwideGassociationGstudyGidentifiesGaGcommonGvariantGassociatedGwithGriskGofGendometrialG
cancerUGNaturefGeneticsSG2011SG[ZSG[]XT[ 36.3 121

351 ’lwmYSGnspvYGandGlTxGrareGvariantsGandGcancerGriskeGdataGfromGnzrSUGJournalfoffMedicalfGeneticsSG
2016SG]ZSGcWWTcXX 5.8 121

350 TheGnY’Zl[QXmGpolymorphismGhasGnoGfunctionalGsignificanceGandGisGnotGassociatedGwithGriskGofG
breastGorGovarianGcancerUGPharmacogeneticsfandfGenomicsSG2002SGXYSGZ]]Taa 117

349 pvidenceGofGgeneTenvironmentGinteractionsGbetweenGcommonGbreastGcancerGsusceptibilityGlociGandG
establishedGenvironmentalGriskGfactorsUGPLoSfGeneticsSG2013SGdSGeXWWZYc[ 6 112

348 ’olycysticGovaryGsyndromeGincreasesGtheGriskGofGendometrialGcancerGinGwomenGagedGlessGthanG]WG
yearseGanGlustralianGcaseTcontrolGstudyUGCancerfCausesfandfControlSG2010SGYXSGYZWZTc 2.8 110

347 lGmetaTanalysisGofGgenomeTwideGassociationGstudiesGtoGidentifyGprostateGcancerGsusceptibilityGlociG
associatedGwithGaggressiveGandGnonTaggressiveGdiseaseUGHumanfMolecularfGeneticsSG2013SGYYSG[WcTX] 5.6 109

346 lgeTGandGTumorGSubtypeTSpecificGmreastGnancerGRiskGpstimatesGforGnspvYQXXWWdelnGnarriersUG
JournalfoffClinicalfOncologySG2016SGZ[SGYb]WTaW 2.2 107

345 renomeTWideGxetaTlnalysesGofGmreastSGzvarianSGandG’rostateGnancerGlssociationGStudiesGtdentifyG
xultipleGyewGSusceptibilityGwociGSharedGbyGatGweastGTwoGnancerGTypesUGCancerfDiscoverySG2016SGaSGXW]YTab24.4 104

344 ’redictionGofGmreastGandG’rostateGnancerGRisksGinGxaleGmRnlXGandGmRnlYGxutationGnarriersGUsingG
’olygenicGRiskGScoresUGJournalfoffClinicalfOncologySG2017SGZ]SGYY[WTYY]W 2.2 101

343 rermlineGpathogenicGvariantsGofGXXGbreastGcancerGgenesGinGbSW]XGuapaneseGpatientsGandGXXSY[XG
controlsUGNaturefCommunicationsSG2018SGdSG[WcZ 17.4 99

342 ’redictionGandGassessmentGofGsplicingGalterationseGimplicationsGforGclinicalGtestingUGHumanfMutationSG
2008SGYdSGXZW[TXZ 4.7 98

341 pvidenceGofGaGnausalGlssociationGmetweenGtnsulinemiaGandGpndometrialGnancereGlGxendelianG
RandomizationGlnalysisUGJournalfoffthefNationalfCancerfInstituteSG2015SGXWbSG 9.7 96
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340 nommonGvariantsGinGwS’XSGYqZ]GandGcqY[GandGbreastGcancerGriskGforGmRnlXGandGmRnlYGmutationG
carriersUGHumanfMolecularfGeneticsSG2009SGXcSG[[[YT]a 5.6 91

339 tdentificationGofGaGmRnlYTspecificGmodifierGlocusGatGapY[GrelatedGtoGbreastGcancerGriskUGPLoSf
GeneticsSG2013SGdSGeXWWZXbZ 6 90

338 RiskGofGestrogenGreceptorTpositiveGandGTnegativeGbreastGcancerGandGsingleTnucleotideGpolymorphismG
YqZ]TrsXZZcbW[YUGJournalfoffthefNationalfCancerfInstituteSG2009SGXWXSGXWXYTc 9.7 90

337 mRnlGnhallengeeGmRnlGpxchangeGasGaGglobalGresourceGforGvariantsGinGmRnlXGandGmRnlYUGPLoSf
GeneticsSG2018SGX[SGeXWWbb]Y 6 90

336 qineTmappingGidentifiesGmultipleGprostateGcancerGriskGlociGatG]pX]SGoneGofGwhichGassociatesGwithG
TpRTGexpressionUGHumanfMolecularfGeneticsSG2013SGYYSGY]YWTc 5.6 88

335 ’olygenicGhazardGscoreGtoGguideGscreeningGforGaggressiveGprostateGcancereGdevelopmentGandG
validationGinGlargeGscaleGcohortsUGBMJrfTheSG2018SGZaWSGj]b]b 5.9 85

334 lmnmXGOxoRGXPGpolymorphismsGandGprogressionTfreeGsurvivalGamongGwomenGwithGovarianGcancerG
followingGpaclitaxelVcarboplatinGchemotherapyUGClinicalfCancerfResearchSG2008SGX[SG]]d[TaWX 12.9 83

333 zppositeGeffectsGofGandrogenGreceptorGnlrGrepeatGlengthGonGincreasedGriskGofGleftThandednessGinG
malesGandGfemalesUGBehaviorfGeneticsSG2005SGZ]SGbZ]T[[ 3.2 83

332
RefinedGhistopathologicalGpredictorsGofGmRnlXGandGmRnlYGmutationGstatuseGaGlargeTscaleGanalysisGofG
breastGcancerGcharacteristicsGfromGtheGmnlnSGntxmlSGandGpytrxlGconsortiaUGBreastfCancerfResearch
SG2014SGXaSGZ[Xd

8.3 82

331 mRnlXGRXadd GvariantGdisplayingGambiguousGfunctionalGabrogationGconfersGintermediateGbreastG
andGovarianGcancerGriskUGJournalfoffMedicalfGeneticsSG2012SG[dSG]Y]TZY 5.8 82

330
tncidenceSGriskGfactorsGandGestimatesGofGaGwomanNsGriskGofGdevelopingGsecondaryGlowerGlimbG
lymphedemaGandGlymphedemaTspecificGsupportiveGcareGneedsGinGwomenGtreatedGforGendometrialG
cancerUGGynecologicfOncologySG2015SGXZaSGcbTdZ

4.9 81

329 xolecularSGpathologicSGandGclinicalGfeaturesGofGearlyTonsetGendometrialGcancereGidentifyingG
presumptiveGwynchGsyndromeGpatientsUGClinicalfCancerfResearchSG2008SGX[SGXadYTbWW 12.9 81

328 wynchGsyndromeTassociatedGbreastGcancerseGclinicopathologicGcharacteristicsGofGaGcaseGseriesGfromG
theGcolonGcancerGfamilyGregistryUGClinicalfCancerfResearchSG2010SGXaSGYYX[TY[ 12.9 80

327 SpecificationsGofGtheGlnxrVlx’GvariantGcurationGguidelinesGforGtheGanalysisGofGgermlineGnosXG
sequenceGvariantsUGHumanfMutationSG2018SGZdSGX]]ZTX]ac 4.7 80

326 ’opulationTbasedGestimatesGofGbreastGcancerGrisksGassociatedGwithGlTxGgeneGvariantsGcUbYbXTirG
andGcUXWaaTaTirGOtVSXWTaTirPGfromGtheGmreastGnancerGqamilyGRegistryUGHumanfMutationSG2006SGYbSGXXYYTc4.7 78

325 ’ossibleGgeneticGpredispositionGtoGlymphedemaGafterGbreastGcancerUGLymphaticfResearchfandfBiology
SG2012SGXWSGYTXZ 2.3 77

324 lssociationGofGpSRXGgeneGtaggingGSy’sGwithGbreastGcancerGriskUGHumanfMolecularfGeneticsSG2009SGXcSGXXZXTd5.6 75

323 xostGcommonGNsporadicNGcancersGhaveGaGsignificantGgermlineGgeneticGcomponentUGHumanfMolecularf
GeneticsSG2014SGYZSGaXXYTc 5.6 74

(2014-2009)
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322 nommonGgeneticGvariantsGandGmodificationGofGpenetranceGofGmRnlYTassociatedGbreastGcancerUGPLoSf
GeneticsSG2010SGaSGeXWWXXcZ 6 74

321
lssessingGinteractionsGbetweenGtheGassociationsGofGcommonGgeneticGsusceptibilityGvariantsSG
reproductiveGhistoryGandGbodyGmassGindexGwithGbreastGcancerGriskGinGtheGbreastGcancerGassociationG
consortiumeGaGcombinedGcaseTcontrolGstudyUGBreastfCancerfResearchSG2010SGXYSGRXXW

8.3 74

320 tnterplayGbetweenGmRnlXGandGRslxxGregulatesGepithelialGapicobasalGpolarizationGandGmayG
influenceGriskGofGbreastGcancerUGPLoSfBiologySG2011SGdSGeXWWXXdd 9.7 73

319 SerumGsp[GasGaGprognosticGmarkerGinGendometrialGcancerTTaGpopulationGbasedGstudyUGGynecologicf
OncologySG2014SGXZYSGX]dTa] 4.9 72

318 tdentificationGofGaGnovelGprostateGcancerGsusceptibilityGvariantGinGtheGvwvZGgeneGtranscriptUGHumanf
GeneticsSG2011SGXYdSGacbTd[ 6.3 72

317 xutationsGinGtheGhumanGmannoseTbindingGproteinGgeneeGfrequenciesGinGseveralGpopulationGgroupsUG
EuropeanfJournalfoffHumanfGeneticsSG1996SG[SGXZTd 5.3 72

316 tdentificationGofGnineGnewGsusceptibilityGlociGforGendometrialGcancerUGNaturefCommunicationsSG2018SG
dSGZXaa 17.4 70

315 nommonGvariantsGatGXYpXXSGXYqY[SGdpYXSGdqZXUYGandGinGZyqZa]GareGassociatedGwithGbreastGcancerG
riskGforGmRnlXGandVorGmRnlYGmutationGcarriersUGBreastfCancerfResearchSG2012SGX[SGRZZ 8.3 70

314
lGmultifactorialGlikelihoodGmodelGforGxxRGgeneGvariantGclassificationGincorporatingGprobabilitiesG
basedGonGsequenceGbioinformaticsGandGtumorGcharacteristicseGaGreportGfromGtheGnolonGnancerGqamilyG
RegistryUGHumanfMutationSG2013SGZ[SGYWWTd

4.7 70

313 nalibrationGofGmultipleGinGsilicoGtoolsGforGpredictingGpathogenicityGofGmismatchGrepairGgeneGmissenseG
substitutionsUGHumanfMutationSG2013SGZ[SGY]]Ta] 4.7 70

312 ooubleTstrandGbreakGrepairGgeneGpolymorphismsGandGriskGofGbreastGorGovarianGcancerUGCancerf
EpidemiologyfBiomarkersfandfPreventionSG2005SGX[SGZXdTYZ 4 70

311 lGsingleGnucleotideGpolymorphismGinGtheG]NGuntranslatedGregionGofGRlo]XGandGriskGofGcancerGamongG
mRnlXVYGmutationGcarriersUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2001SGXWSGd]]TaW 4 67

310
lssociationsGofGcommonGvariantsGatGXpXXUYGandGX[qY[UXGORlo]XwXPGwithGbreastGcancerGriskGandG
heterogeneityGbyGtumorGsubtypeeGfindingsGfromGtheGmreastGnancerGlssociationGnonsortiumUGHumanf
MolecularfGeneticsSG2011SGYWSG[adZTbWa

5.6 66

309 mRnlYG’olymorphicGStopGnodonGvZZYaXGandGtheGRiskGofGmreastSG’rostateSGandGzvarianGnancersUG
JournalfoffthefNationalfCancerfInstituteSG2016SGXWcSG 9.7 65

308
nlinicalGclassificationGofGmRnlXGandGmRnlYGoylGsequenceGvariantseGtheGvalueGofGcytokeratinGprofilesG
andGevolutionaryGanalysisTTaGreportGfromGtheGknonqabGtnvestigatorsUGJournalfoffClinicalfOncologySG
2008SGYaSGXa]bTaZ

2.2 65

307 lndrogenGreceptorGexonGXGnlrGrepeatGlengthGandGbreastGcancerGinGwomenGbeforeGageGfortyGyearsUG
JournalfoffthefNationalfCancerfInstituteSG1999SGdXSGdaXTa 9.7 63

306
nommonGbreastGcancerGsusceptibilityGallelesGareGassociatedGwithGtumourGsubtypesGinGmRnlXGandG
mRnlYGmutationGcarrierseGresultsGfromGtheGnonsortiumGofGtnvestigatorsGofGxodifiersGofGmRnlXVYUG
BreastfCancerfResearchSG2011SGXZSGRXXW

8.3 62

305 nommonGallelesGatGaqY]UXGandGXpXXUYGareGassociatedGwithGbreastGcancerGriskGforGmRnlXGandGmRnlYG
mutationGcarriersUGHumanfMolecularfGeneticsSG2011SGYWSGZZW[TYX 5.6 62
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304 lspirinSGnonsteroidalGantiTinflammatoryGdrugsSGparacetamolGandGriskGofGendometrialGcancereGaG
caseTcontrolGstudySGsystematicGreviewGandGmetaTanalysisUGInternationalfJournalfoffCancerSG2013SGXZYSGXX[aT]]7.5 60

303 nomprehensiveGannotationGofGspliceGjunctionsGsupportsGpervasiveGalternativeGsplicingGatGtheGmRnlXG
locuseGaGreportGfromGtheGpytrxlGconsortiumUGHumanfMolecularfGeneticsSG2014SGYZSGZaaaTcW 5.6 60

302 sighTthroughputGinterrogationGofG’tvZnlSG’TpySGvRlSSGqmXWbGandGT’]ZGmutationsGinGprimaryG
endometrialGcarcinomaUGGynecologicfOncologySG2013SGXYcSGZYbTZ[ 4.9 60

301 ’olymorphismsGatGtheGglutathioneGSTtransferaseGrSTxXSGrSTTXGandGrST’XGlocieGriskGofGovarianG
cancerGbyGhistologicalGsubtypeUGCarcinogenesisSG2001SGYYSGabTbY 4.6 60

300
lssociationGbetweenGsingleTnucleotideGpolymorphismsGinGhormoneGmetabolismGandGoylGrepairG
genesGandGepithelialGovarianGcancereGresultsGfromGtwoGlustralianGstudiesGandGanGadditionalG
validationGsetUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2007SGXaSGY]]bTa]

4 58

299 nommonGvariantsGassociatedGwithGbreastGcancerGinGgenomeTwideGassociationGstudiesGareGmodifiersG
ofGbreastGcancerGriskGinGmRnlXGandGmRnlYGmutationGcarriersUGHumanfMolecularfGeneticsSG2010SGXdSGYccaTdb5.6 56

298 qineTmappingGofGX]WGbreastGcancerGriskGregionsGidentifiesGXdXGlikelyGtargetGgenesUGNaturefGeneticsSG
2020SG]YSG]aTbZ 36.3 56

297 qiveGendometrialGcancerGriskGlociGidentifiedGthroughGgenomeTwideGassociationGanalysisUGNaturef
GeneticsSG2016SG[cSGaabTab[ 36.3 56

296
nombinedGgeneticGandGsplicingGanalysisGofGmRnlXGcU[]d[TYlinfGa[Xlir]GhighlightsGtheGrelevanceGofG
naturallyGoccurringGinTframeGtranscriptsGforGdevelopingGdiseaseGgeneGvariantGclassificationG
algorithmsUGHumanfMolecularfGeneticsSG2016SGY]SGYY]aTYYac

5.6 55

295 nlassifyingGxwsXGandGxSsYGvariantsGusingGbioinformaticGpredictionSGsplicingGassaysSGsegregationSG
andGtumorGcharacteristicsUGHumanfMutationSG2009SGZWSGb]bTbW 4.7 55

294 lgeGatGlastGbirthGinGrelationGtoGriskGofGendometrialGcancereGpooledGanalysisGinGtheGepidemiologyGofG
endometrialGcancerGconsortiumUGAmericanfJournalfoffEpidemiologySG2012SGXbaSGYadTbc 3.8 55

293 xultipleGnovelGprostateGcancerGsusceptibilityGsignalsGidentifiedGbyGfineTmappingGofGknownGriskGlociG
amongGpuropeansUGHumanfMolecularfGeneticsSG2015SGY[SG]]cdTaWY 5.6 54

292 sumanGpapillomavirusGoylGdetectedGinGperipheralGbloodGsamplesGfromGhealthyGlustralianGmaleG
bloodGdonorsUGJournalfoffMedicalfVirologySG2009SGcXSGXbdYTa 19.7 54

291 xismatchGrepairGdeficiencyGendowsGtumorsGwithGaGuniqueGmutationGsignatureGandGsensitivityGtoGoylG
doubleTstrandGbreaksUGELifeSG2014SGZSGeWYbY] 8.9 54

290 nomparisonGofGmRylGsplicingGassayGprotocolsGacrossGmultipleGlaboratorieseGrecommendationsGforG
bestGpracticeGinGstandardizedGclinicalGtestingUGClinicalfChemistrySG2014SGaWSGZ[XT]Y 5.5 53

289
nlinicalGproblemsGofGcolorectalGcancerGandGendometrialGcancerGcasesGwithGunknownGcauseGofGtumorG
mismatchGrepairGdeficiencyGOsuspectedGwynchGsyndromePUGThefApplicationfoffClinicalfGeneticsSG2014SG
bSGXcZTdZ

3.1 53

288 qiveGpolymorphismsGandGbreastGcancerGriskeGresultsGfromGtheGmreastGnancerGlssociationGnonsortiumUG
CancerfEpidemiologyfBiomarkersfandfPreventionSG2009SGXcSGXaXWTa 4 53

287 lGnovelGcorepressorSGmnoRTwXSGrepressesGtranscriptionGthroughGanGinteractionGwithGntm’UGJournalfoff
BiologicalfChemistrySG2007SGYcYSGX]Y[cT]b 5.4 53

(2007-2013)
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286 wargeGscaleGmultifactorialGlikelihoodGquantitativeGanalysisGofGmRnlXGandGmRnlYGvariantseGlnG
pytrxlGresourceGtoGsupportGclinicalGvariantGclassificationUGHumanfMutationSG2019SG[WSGX]]bTX]bc 4.7 52

285 nharacterizationGofGmRnlXGandGmRnlYGsplicingGvariantseGaGcollaborativeGreportGbyGpytrxlG
consortiumGmembersUGBreastfCancerfResearchfandfTreatmentSG2012SGXZYSGXWWdTYZ 4.4 51

284 rynecologicalGconditionsGandGtheGriskGofGendometrialGcancerUGGynecologicfOncologySG2011SGXYZSG]ZbT[X 4.9 51

283 TumorGcharacteristicsGasGanGanalyticGtoolGforGclassifyingGgeneticGvariantsGofGuncertainGclinicalG
significanceUGHumanfMutationSG2008SGYdSGXYdYTZWZ 4.7 51

282 ’SlVvwvZGlRptGpromoterGpolymorphismGaltersGandrogenGreceptorGbindingGandGisGassociatedGwithG
prostateGcancerGsusceptibilityUGCarcinogenesisSG2007SGYcSGXWZYTd 4.6 51

281 tdentificationGofGmRnlXGmissenseGsubstitutionsGthatGconferGpartialGfunctionalGactivityeGpotentialG
moderateGriskGvariantsjUGBreastfCancerfResearchSG2007SGdSGRcY 8.3 51

280 sypomorphicGxissenseGVariantsGnonferGxoderateGRisksGofGmreastGnancerUGCancerfResearchSG2017SG
bbSGYbcdTYbdd 10.1 49

279 oetectionGofGsplicingGaberrationsGcausedGbyGmRnlXGandGmRnlYGsequenceGvariantsGencodingG
missenseGsubstitutionseGimplicationsGforGpredictionGofGpathogenicityUGHumanfMutationSG2010SGZXSGpX[c[T]W]4.7 48

278 renomeTwideGassociationGandGtranscriptomeGstudiesGidentifyGtargetGgenesGandGriskGlociGforGbreastG
cancerUGNaturefCommunicationsSG2019SGXWSGXb[X 17.4 47

277 RiskGlnalysisGofG’rostateGnancerGinG’RlnTtnlwSGaGxultinationalGnonsortiumSGUsingGY]GvnownG
’rostateGnancerGSusceptibilityGwociUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2015SGY[SGXXYXTd 4 46

276 qineTmappingGofGtheGsyqXmGmulticancerGlocusGidentifiesGcandidateGvariantsGthatGmediateG
endometrialGcancerGriskUGHumanfMolecularfGeneticsSG2015SGY[SGX[bcTdY 5.6 46

275 lssociationsGofGcommonGbreastGcancerGsusceptibilityGallelesGwithGriskGofGbreastGcancerGsubtypesGinG
mRnlXGandGmRnlYGmutationGcarriersUGBreastfCancerfResearchSG2014SGXaSGZ[Xa 8.3 46

274 TheGobesityTassociatedGpolymorphismsGqTzGrsddZdaWdGandGxn[RGrsXbbcYZXZGandGendometrialG
cancerGriskGinGnonTsispanicGwhiteGwomenUGPLoSfONESG2011SGaSGeXab]a 3.7 46

273 SharedGheritabilityGandGfunctionalGenrichmentGacrossGsixGsolidGcancersUGNaturefCommunicationsSG2019
SGXWSG[ZX 17.4 45

272 tmpactGofGweightGchangeGandGweightGcyclingGonGriskGofGdifferentGsubtypesGofGendometrialGcancerUG
EuropeanfJournalfoffCancerSG2013SG[dSGYbXbTYa 7.5 45

271
nommonGvariantsGatGtheGXdpXZUXGandGZyqZa]GlociGareGassociatedGwithGpRGsubtypesGofGbreastGcancerG
andGovarianGcancerGriskGinGmRnlXGandGmRnlYGmutationGcarriersUGCancerfEpidemiologyfBiomarkersfandf
PreventionSG2012SGYXSGa[]T]b

4 44

270 xolecularGcharacterizationGandGcancerGriskGassociatedGwithGmRnlXGandGmRnlYGspliceGsiteGvariantsG
identifiedGinGmultipleTcaseGbreastGcancerGfamiliesUGHumanfMutationSG2005SGYaSG[d] 4.7 44

269 nY’XbGpromoterGpolymorphismGandGbreastGcancerGinGlustralianGwomenGunderGageGfortyGyearsUG
JournalfoffthefNationalfCancerfInstituteSG2000SGdYSGXab[TcX 9.7 44

AmandasBsSpurdle
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268 lddingGtnGSilicoGlssessmentGofG’otentialGSpliceGlberrationGtoGtheGtntegratedGpvaluationGofGmRnlG
reneGUnclassifiedGVariantsUGHumanfMutationSG2016SGZbSGaYbTZd 4.7 44

267 ’redictionGofGindividualGgeneticGriskGtoGprostateGcancerGusingGaGpolygenicGscoreUGProstateSG2015SGb]SGX[abTb[4.2 43

266 lGgeneticGvariantGofGxox[GinfluencesGregulationGbyGmultipleGmicroRylsGinGprostateGcancerUG
EndocrinesRelatedfCancerSG2015SGYYSGYa]Tba 5.7 43

265
reneticGRiskGScoreGxendelianGRandomizationGShowsGthatGzbesityGxeasuredGasGmodyGxassGtndexSG
butGnotGWaistesipGRatioSGtsGnausalGforGpndometrialGnancerUGCancerfEpidemiologyfBiomarkersfandf
PreventionSG2016SGY]SGX]WZTX]XW

4 42

264 tdentificationGofGfifteenGnovelGgermlineGvariantsGinGtheGmRnlXGZNUTRGrevealsGaGvariantGinGaGbreastG
cancerGcaseGthatGintroducesGaGfunctionalGmiRTXWZGtargetGsiteUGHumanfMutationSG2012SGZZSGXaa]Tb] 4.7 42

263 pvaluationGofGcandidateGstromalGepithelialGcrossTtalkGgenesGidentifiesGassociationGbetweenGriskGofG
serousGovarianGcancerGandGTpRTSGaGcancerGsusceptibilityGIhotTspotIUGPLoSfGeneticsSG2010SGaSGeXWWXWXa 6 42

262 ValidatingGgeneticGriskGassociationsGforGovarianGcancerGthroughGtheGinternationalGzvarianGnancerG
lssociationGnonsortiumUGBritishfJournalfoffCancerSG2009SGXWWSG[XYTYW 8.7 42

261 nY’XdlXGfineTmappingGandGxendelianGrandomizationeGestradiolGisGcausalGforGendometrialGcancerUG
EndocrinesRelatedfCancerSG2016SGYZSGbbTdX 5.7 41

260 lGwargeTScaleGlnalysisGofGreneticGVariantsGwithinG’utativeGmiRylGmindingGSitesGinG’rostateGnancerUG
CancerfDiscoverySG2015SG]SGZacTbd 24.4 41

259 reneticGoverlapGbetweenGendometriosisGandGendometrialGcancereGevidenceGfromGcrossTdiseaseG
geneticGcorrelationGandGrWlSGmetaTanalysesUGCancerfMedicineSG2018SGbSGXdbcTXdcb 4.8 40

258
SplicingGandGmultifactorialGanalysisGofGintronicGmRnlXGandGmRnlYGsequenceGvariantsGidentifiesG
clinicallyGsignificantGsplicingGaberrationsGupGtoGXYGnucleotidesGfromGtheGintronVexonGboundaryUG
HumanfMutationSG2011SGZYSGabcTcb

4.7 39

257 wocusTspecificGdatabasesGandGrecommendationsGtoGstrengthenGtheirGcontributionGtoGtheG
classificationGofGvariantsGinGcancerGsusceptibilityGgenesUGHumanfMutationSG2008SGYdSGXYbZTcX 4.7 39

256 TheGroleGofGglutathioneTSTtransferaseGpolymorphismsGinGovarianGcancerGsurvivalUGEuropeanfJournalfoff
CancerSG2007SG[ZSGYcZTdW 7.5 39

255 TheGandrogenGreceptorGnlrGrepeatGpolymorphismGandGmodificationGofGbreastGcancerGriskGinGmRnlXG
andGmRnlYGmutationGcarriersUGBreastfCancerfResearchSG2005SGbSGRXbaTcZ 8.3 39

254 tntrauterineGdevicesGandGendometrialGcancerGriskeGaGpooledGanalysisGofGtheGppidemiologyGofG
pndometrialGnancerGnonsortiumUGInternationalfJournalfoffCancerSG2015SGXZaSGp[XWTYY 7.5 38

253 lssociationGofGaGcommonGlvl’dGvariantGwithGbreastGcancerGriskeGaGcollaborativeGanalysisUGJournalfoff
thefNationalfCancerfInstituteSG2008SGXWWSG[ZbT[Y 9.7 38

252 xutationGanalysisGofGqlynoYSGmRt’XVmlnsXSGwxz[GandGSqyGinGfamilialGbreastGcancerUGBreastfCancerf
ResearchSG2005SGbSGRXWW]TXa 8.3 38

251 ltlasGofGprostateGcancerGheritabilityGinGpuropeanGandGlfricanTlmericanGmenGpinpointsG
tissueTspecificGregulationUGNaturefCommunicationsSG2016SGbSGXWdbd 17.4 37

(2016-2016)
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250 yovelGdiagnosticGtoolGforGpredictionGofGvariantGspliceogenicityGderivedGfromGaGsetGofGZd]GcombinedG
inGsilicoVinGvitroGstudieseGanGinternationalGcollaborativeGeffortUGNucleicfAcidsfResearchSG2018SG[aSGbdXZTbdYZ20.1 37

249 reneticGvariationGatGdpYYUYGandGovarianGcancerGriskGforGmRnlXGandGmRnlYGmutationGcarriersUGJournalf
offthefNationalfCancerfInstituteSG2011SGXWZSGXW]TXa 9.7 37

248 yaturallyGoccurringGmRnlYGalternativeGmRylGsplicingGeventsGinGclinicallyGrelevantGsamplesUGJournalf
offMedicalfGeneticsSG2016SG]ZSG][cT]c 5.8 37

247
TheGcUG]WdarilGpUlrgXaddrlnGORXadd PGintermediateGriskGvarianteGbreastGandGovarianGcancerGriskG
estimationGandGrecommendationsGforGclinicalGmanagementGfromGtheGpytrxlGconsortiumUGJournalfoff
MedicalfGeneticsSG2018SG]]SGX]TYW

5.8 36

246
rlycemicGindexSGglycemicGloadGandGendometrialGcancerGriskeGresultsGfromGtheGlustralianGyationalG
pndometrialGnancerGstudyGandGanGupdatedGsystematicGreviewGandGmetaTanalysisUGEuropeanfJournalf
offNutritionSG2013SG]YSGbW]TX]

5.2 36

245 reneticSGfunctionalSGandGhistopathologicalGevaluationGofGtwoGnTterminalGmRnlXGmissenseGvariantsUG
JournalfoffMedicalfGeneticsSG2006SG[ZSGb[TcZ 5.8 36

244 WholeTgenomeGsequencingGrevealsGclinicallyGrelevantGinsightsGintoGtheGaetiologyGofGfamilialGbreastG
cancersUGAnnalsfoffOncologySG2019SGZWSGXWbXTXWbd 10.3 35

243
lGsystematicGapproachGtoGanalysingGgeneTgeneGinteractionseGpolymorphismsGatGtheGmicrosomalG
epoxideGhydrolaseGp’sXGandGglutathioneGSTtransferaseGrSTxXSGrSTTXSGandGrST’XGlociGandGbreastG
cancerGriskUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2007SGXaSGbadTb[

4 35

242 TwoGlTxGvariantsGandGbreastGcancerGriskUGHumanfMutationSG2005SGY]SG]d[T] 4.7 35

241 xutationGdeepGwithinGanGintronGofGxSsYGcausesGwynchGsyndromeUGFamilialfCancerSG2011SGXWSGYdbTZWX 3 34

240 mRnlYGlrgZbYsispolymorphismGandGepithelialGovarianGcancerGriskUGInternationalfJournalfoffCancerSG
2003SGXWZSG[YbTZW 7.5 34

239 ’olygenicGriskGscoresGandGbreastGandGepithelialGovarianGcancerGrisksGforGcarriersGofGmRnlXGandGmRnlYG
pathogenicGvariantsUGGeneticsfinfMedicineSG2020SGYYSGXa]ZTXaaa 8.1 34

238 mreastfeedingGandGpndometrialGnancerGRiskeGlnGlnalysisGqromGtheGppidemiologyGofGpndometrialG
nancerGnonsortiumUGObstetricsfandfGynecologySG2017SGXYdSGXW]dTXWab 4.9 33

237 renomeTwideGassociationGstudyGofGendometrialGcancerGinGpYnYUGHumanfGeneticsSG2014SGXZZSGYXXTY[ 6.3 33

236 nlinicalGrelevanceGofGrareGgermlineGsequenceGvariantsGinGcancerGgeneseGevolutionGandGapplicationGofG
classificationGmodelsUGCurrentfOpinionfinfGeneticsfandfDevelopmentSG2010SGYWSGZX]TYZ 4.9 33

235 rermlineG’athogenicGVariantsGinGbaZaGuapaneseG’atientsGWithG’rostateGnancerGandGXY´ ZaaGnontrolsUG
JournalfoffthefNationalfCancerfInstituteSG2020SGXXYSGZadTZba 9.7 33

234 lssessmentGofGpolygenicGarchitectureGandGriskGpredictionGbasedGonGcommonGvariantsGacrossG
fourteenGcancersUGNaturefCommunicationsSG2020SGXXSGZZ]Z 17.4 32

233 TheGassociationGbetweenGdiabetesSGcomorbiditiesSGbodyGmassGindexGandGallTcauseGandGcauseTspecificG
mortalityGamongGwomenGwithGendometrialGcancerUGGynecologicfOncologySG2018SGX]WSGddTXW] 4.9 32

AmandasBsSpurdle
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232 lGTranscriptomeTWideGlssociationGStudyGlmongGdbScdcGWomenGtoGtdentifyGnandidateG
SusceptibilityGrenesGforGppithelialGzvarianGnancerGRiskUGCancerfResearchSG2018SGbcSG][XdT][ZW 10.1 32

231 pvaluationGofGnlooGScoresGinGnuratedGxismatchGRepairGreneGVariantsGYieldsGaGxodelGforGnlinicalG
ValidationGandG’rioritizationUGHumanfMutationSG2015SGZaSGbXYTd 4.7 32

230 lssociationGofGtheGvariantsGnlS’cGoZWYsGandGnlS’XWGV[XWtGwithGbreastGandGovarianGcancerGriskGinG
mRnlXGandGmRnlYGmutationGcarriersUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2010SGXdSGYc]dTac 4 32

229 TheGmicrosomalGepoxideGhydrolaseGTyrXXZsisGpolymorphismeGassociationGwithGriskGofGovarianG
cancerUGMolecularfCarcinogenesisSG2001SGZWSGbXTc 5 32

228 lndrogenGreceptorGexonGXGcagGrepeatGlengthGandGriskGofGovarianGcancerUGInternationalfJournalfoff
CancerSG2000SGcbSGaZbTa[Z 7.5 32

227 zvarianGcancerGsusceptibilityGallelesGandGriskGofGovarianGcancerGinGmRnlXGandGmRnlYGmutationG
carriersUGHumanfMutationSG2012SGZZSGadWTbWY 4.7 31

226 xissenseGvariantsGinGlTxGinGYaSXWXGbreastGcancerGcasesGandGYdSc[YGcontrolsUGCancerfEpidemiologyf
BiomarkersfandfPreventionSG2010SGXdSGYX[ZT]X 4 31

225 ’rogesteroneGreceptorGpolymorphismsGandGriskGofGbreastGcancereGresultsGfromGtwoGlustralianGbreastG
cancerGstudiesUGBreastfCancerfResearchfandfTreatmentSG2008SGXWdSGdXTd 4.4 31

224 nandidateGlocusGanalysisGofGtheGTpRTTnw’TxXwGcancerGriskGregionGonGchromosomeG]pX]GidentifiesG
multipleGindependentGvariantsGassociatedGwithGendometrialGcancerGriskUGHumanfGeneticsSG2015SGXZ[SGYZXT[]6.3 30

223 pndometrialGtumourGmRlqGmutationsGandGxwsXGpromoterGmethylationGasGpredictorsGofGgermlineG
mismatchGrepairGgeneGmutationGstatuseGaGliteratureGreviewUGFamilialfCancerSG2014SGXZSGXTXY 3 30

222 renomeTwideGassociationGstudyGidentifiesGaGpossibleGsusceptibilityGlocusGforGendometrialGcancerUG
CancerfEpidemiologyfBiomarkersfandfPreventionSG2012SGYXSGdcWTb 4 30

221
pvaluationGofGaG]TtierGschemeGproposedGforGclassificationGofGsequenceGvariantsGusingGbioinformaticG
andGsplicingGassayGdataeGinterTreviewerGvariabilityGandGpromotionGofGminimumGreportingGguidelinesUG
HumanfMutationSG2013SGZ[SGX[Y[TZX

4.7 30

220
wocalizationGofGtheGgeneGcausingGkeratolyticGwinterGerythemaGtoGchromosomeGcpYYTpYZSGandG
evidenceGforGaGfounderGeffectGinGSouthGlfricanGlfrikaansTspeakersUGAmericanfJournalfoffHumanf
GeneticsSG1997SGaXSGZbWTc

11 30

219 wowGfrequencyGofGnspvYGXXWWdelnGalleleGinGlustralianGmultipleTcaseGbreastGcancerGfamilieseG
functionalGanalysisGinGheterozygousGindividualsUGBritishfJournalfoffCancerSG2005SGdYSGbc[TdW 8.7 30

218 TheGYGlluGpolymorphismGinGsouthernGlfricanGpopulationsGandGitsGrelationshipGtoGotherGYTspecificG
polymorphismsUGAmericanfJournalfoffHumanfGeneticsSG1994SG][SGZXdTZW 11 30

217 nlinicalGtestingGofGandGeGaGworldwideGsnapshotGofGtechnologicalGpracticesUGNpjfGenomicfMedicineSG
2018SGZSGb 6.2 29

216 yoGsignificantGassociationGbetweenGprogesteroneGreceptorGexonG[GValaaWweuGrVTGpolymorphismG
andGriskGofGovarianGcancerUGCarcinogenesisSG2001SGYYSGbXbTYX 4.6 29

215 SpecificationsGofGtheGlnxrVlx’GvariantGinterpretationGguidelinesGforGgermlineGT’]ZGvariantsUG
HumanfMutationSG2021SG[YSGYYZTYZa 4.7 29

(2021-2018)
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214 pRGandG’RGexpressionGandGsurvivalGafterGendometrialGcancerUGGynecologicfOncologySG2018SGX[cSGY]cTYaa 4.9 29

213 xetaTanalysisGofGgeneGexpressionGstudiesGinGendometrialGcancerGidentifiesGgeneGexpressionGprofilesG
associatedGwithGaggressiveGdiseaseGandGpatientGoutcomeUGScientificfReportsSG2016SGaSGZaabb 4.9 28

212 mRnlXGnircoseGaGvisualisationGresourceGforGfunctionalGanalysisGofGmissenseGvariantsUGJournalfoff
MedicalfGeneticsSG2015SG]YSGYY[TZW 5.8 28

211 yanoporeGsequencingGofGfullTlengthGmRnlXGmRylGtranscriptsGrevealsGcoToccurrenceGofGknownGexonG
skippingGeventsUGBreastfCancerfResearchSG2017SGXdSGXYb 8.3 27

210 xetaTanalysisGofGgenomeTwideGassociationGstudiesGidentifiesGcommonGsusceptibilityGpolymorphismsG
forGcolorectalGandGendometrialGcancerGnearGSsYmZGandGTSsZXUGScientificfReportsSG2015SG]SGXbZad 4.9 27

209 xodificationGofGovarianGcancerGriskGbyGmRnlXVYTinteractingGgenesGinGaGmulticenterGcohortGofG
mRnlXVYGmutationGcarriersUGCancerfResearchSG2009SGadSG]cWXTXW 10.1 27

208 nY’XbGpromotorGpolymorphismGandGovarianGcancerGriskUGInternationalfJournalfoffCancerSG2000SGcaSG[ZaTd 7.5 27

207 tnvestigationGofGgeneTenvironmentGinteractionsGbetweenG[bGnewlyGidentifiedGbreastGcancerG
susceptibilityGlociGandGenvironmentalGriskGfactorsUGInternationalfJournalfoffCancerSG2015SGXZaSGpac]Tda 7.5 26

206 lssessingGassociationsGbetweenGtheGlURvlTsxxRTT’XYTTUmrXGfunctionalGmoduleGandGbreastG
cancerGriskGinGmRnlXVYGmutationGcarriersUGPLoSfONESG2015SGXWSGeWXYWWYW 3.7 26

205 SkewedGXGchromosomeGinactivationGandGbreastGandGovarianGcancerGstatuseGevidenceGforGXTlinkedG
modifiersGofGmRnlXUGJournalfoffthefNationalfCancerfInstituteSG2008SGXWWSGX]XdTYd 9.7 26

204
lURvlGqZXtGpolymorphismGandGbreastGcancerGriskGinGmRnlXGandGmRnlYGmutationGcarrierseGaG
consortiumGofGinvestigatorsGofGmodifiersGofGmRnlXVYGstudyUGCancerfEpidemiologyfBiomarkersfandf
PreventionSG2007SGXaSGX[XaTYX

4 26

203 tnfertilityGandGincidentGendometrialGcancerGriskeGaGpooledGanalysisGfromGtheGepidemiologyGofG
endometrialGcancerGconsortiumGOpYnYPUGBritishfJournalfoffCancerSG2015SGXXYSGdY]TZZ 8.7 25

202 tmprovingGidentificationGofGlynchGsyndromeGpatientseGaGcomparisonGofGresearchGdataGwithGclinicalG
recordsUGInternationalfJournalfoffCancerSG2013SGXZYSGYcbaTcZ 7.5 25

201 nommonGvariationGinGvallikreinGgenesGvwv]SGvwvaSGvwvXYSGandGvwvXZGandGriskGofGprostateGcancerG
andGtumorGaggressivenessUGUrologicfOncology:fSeminarsfandfOriginalfInvestigationsSG2013SGZXSGaZ]T[Z 2.8 25

200 VascularGendothelialGgrowthGfactorGgeneGpolymorphismsGandGovarianGcancerGsurvivalUGGynecologicf
OncologySG2010SGXXdSG[bdTcZ 4.9 25

199 ’rohibitinGZNGuntranslatedGregionGpolymorphismGandGbreastGcancerGriskGinGlustralianGwomenUGLancetrf
TheSG2002SGZaWSGdY]Ta 40 25

198 XXGtrueGhermaphroditismGinGsouthernGlfricanGblackseGexclusionGofGSRYGsequencesGandGuniparentalG
disomyGofGtheGXGchromosomeUGAmericanfJournalfoffMedicalfGeneticsfPartfASG1995SG]]SG]ZTa 25

197 tdentificationGofGnewGgeneticGsusceptibilityGlociGforGbreastGcancerGthroughGconsiderationGofG
geneTenvironmentGinteractionsUGGeneticfEpidemiologySG2014SGZcSGc[TdZ 2.6 24

AmandasBsSpurdle
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196 TheGltmXGpolyglutamineGrepeatGdoesGnotGmodifyGbreastGcancerGriskGinGmRnlXGandGmRnlYGmutationG
carriersUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2006SGX]SGbaTd 4 24

195 renomeTwideGassociationGstudyGofGprostateGcancerTspecificGsurvivalUGCancerfEpidemiologyf
BiomarkersfandfPreventionSG2015SGY[SGXbdaTcWW 4 23

194 TheGsearchGforGYGchromosomeGpolymorphismGisGextendedGtoGnegroidsUGHumanfMolecularfGeneticsSG
1992SGXSGXadTbW 5.6 23

193 lGfunctionalGassayTbasedGprocedureGtoGclassifyGmismatchGrepairGgeneGvariantsGinGwynchGsyndromeUG
GeneticsfinfMedicineSG2019SGYXSGX[caTX[da 8.1 23

192 nurrentGreviewGofGT’]ZGpathogenicGgermlineGvariantsGinGbreastGcancerGpatientsGoutsideGwiTqraumeniG
syndromeUGHumanfMutationSG2018SGZdSGXba[TXbbZ 4.7 23

191 lssociationGofGrenomicGoomainsGinGandGwithG’rostateGnancerGRiskGandGlggressivenessUGCancerf
ResearchSG2020SGcWSGaY[TaZc 10.1 22

190 ’olymorphismsGinGinflammationGpathwayGgenesGandGendometrialGcancerGriskUGCancerfEpidemiologyf
BiomarkersfandfPreventionSG2013SGYYSGYXaTYZ 4 22

189 yoGassociationGbetweenGqTzGorGsspXGandGendometrialGcancerGriskUGCancerfEpidemiologyfBiomarkersf
andfPreventionSG2010SGXdSGYXWaTd 4 22

188 nY’XbGgeneticGpolymorphismSGbreastGcancerSGandGbreastGcancerGriskGfactorseGlustralianGmreastG
nancerGqamilyGStudyUGBreastfCancerfResearchSG2005SGbSGR]XZTYX 8.3 22

187 renomeTWideGlssociationGStudiesGofGpndometrialGnancereGwatestGoevelopmentsGandGqutureG
oirectionsUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2019SGYcSGXWd]TXXWY 4 21

186 qamilyGhistoryGofGcancerGpredictsGendometrialGcancerGriskGindependentlyGofGwynchGSyndromeeG
tmplicationsGforGgeneticGcounsellingUGGynecologicfOncologySG2017SGX[bSGZcXTZcb 4.9 21

185 pvidenceGforGSxloZGasGaGmodifierGofGbreastGcancerGriskGinGmRnlYGmutationGcarriersUGBreastfCancerf
ResearchSG2010SGXYSGRXWY 8.3 21

184 nommonGvariantsGofGtheGmRnlXGwildTtypeGalleleGmodifyGtheGriskGofGbreastGcancerGinGmRnlXGmutationG
carriersUGHumanfMolecularfGeneticsSG2011SGYWSG[bZYT[b 5.6 21

183
RegressiveGlogisticGandGproportionalGhazardsGdiseaseGmodelsGforGwithinTfamilyGanalysesGofGmeasuredG
genotypesSGwithGapplicationGtoGaGnY’XbGpolymorphismGandGbreastGcancerUGGeneticfEpidemiologySG
2003SGY[SGXaXTbY

2.6 21

182 nommonGpolymorphismsGinGpRnnYGOXerodermaGpigmentosumGoPGareGnotGassociatedGwithGbreastG
cancerGriskUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2005SGX[SGXcYcTZX 4 21

181 pndometrialGcancerGgeneGpanelseGclinicalGdiagnosticGvsGresearchGgermlineGoylGtestingUGModernf
PathologySG2017SGZWSGXW[cTXWac 9.8 20

180 nandidateGgeneticGmodifiersGforGbreastGandGovarianGcancerGriskGinGmRnlXGandGmRnlYGmutationG
carriersUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2015SGY[SGZWcTXa 4 20

179
lGnonsynonymousGpolymorphismGinGtRSXGmodifiesGriskGofGdevelopingGbreastGandGovarianGcancersGinG
mRnlXGandGovarianGcancerGinGmRnlYGmutationGcarriersUGCancerfEpidemiologyfBiomarkersfandf
PreventionSG2012SGYXSGXZaYTbW

4 20

(2012-2006)
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178 VariationGinGtheGRlo]XGgeneGandGfamilialGbreastGcancerUGBreastfCancerfResearchSG2006SGcSGRYa 8.3 20

177 rl[rseGtnternationalGpoliciesGandGstandardsGforGdataGsharingGacrossGgenomicGresearchGandG
healthcareUUGCellfGenomicsSG2021SGXSGXWWWYdTXWWWYd 20

176
UseGofGaspirinSGotherGnonsteroidalGantiTinflammatoryGdrugsGandGacetaminophenGandGriskGofG
endometrialGcancereGtheGppidemiologyGofGpndometrialGnancerGnonsortiumUGAnnalsfoffOncologySG2019
SGZWSGZXWTZXa

10.3 20

175 TowardsGcontrolledGterminologyGforGreportingGgermlineGcancerGsusceptibilityGvariantseGanGpytrxlG
reportUGJournalfoffMedicalfGeneticsSG2019SG]aSGZ[bTZ]b 5.8 19

174 nomprehensiveGgeneticGassessmentGofGtheGpSRXGlocusGidentifiesGaGriskGregionGforGendometrialG
cancerUGEndocrinesRelatedfCancerSG2015SGYYSGc]XTaX 5.7 19

173 noTexistenceGofGleiomyomasSGadenomyosisGandGendometriosisGinGwomenGwithGendometrialGcancerUG
ScientificfReportsSG2020SGXWSGZaYX 4.9 19

172 pndometrialGcancerGriskGandGsurvivalGbyGtumorGxxRGstatusUGJournalfoffGynecologicfOncologySG2018SG
YdSGeZd 4 19

171
pvolutionaryGconservationGanalysisGincreasesGtheGcolocalizationGofGpredictedGexonicGsplicingG
enhancersGinGtheGmRnlXGgeneGwithGmissenseGsequenceGchangesGandGinTframeGdeletionsSGbutGnotG
polymorphismsUGBreastfCancerfResearchSG2005SGbSGRdYdTZd

8.3 19

170 lGpluginGforGtheGpnsemblGVariantGpffectG’redictorGthatGusesGxaxpntScanGtoGpredictGvariantG
spliceogenicityUGBioinformaticsSG2019SGZ]SGYZX]TYZXb 7.2 19

169 lnalysisGofG’romoterTlssociatedGnhromatinGtnteractionsGRevealsGmiologicallyGRelevantGnandidateG
TargetGrenesGatGpndometrialGnancerGRiskGwociUGCancersSG2019SGXXSG 6.6 18

168 TheGmlRoXGnys]]bSerGpolymorphismGandGbreastGcancerGriskeGanGlustralianGcaseTcontrolGandGfamilyG
analysisUGBreastfCancerfResearchfandfTreatmentSG2009SGXX]SGX[]T]W 4.4 18

167 ’rogesteroneGreceptorGgeneGvariantsGandGriskGofGendometrialGcancerUGCarcinogenesisSG2011SGZYSGZZXT] 4.6 18

166 TheGYGchromosomeGasGaGtoolGforGstudyingGhumanGevolutionUGCurrentfOpinionfinfGeneticsfandf
DevelopmentSG1992SGYSG[cbTdX 4.9 18

165
nlassificationGofGvariantsGofGuncertainGsignificanceGinGmRnlXGandGmRnlYGusingGpersonalGandGfamilyG
historyGofGcancerGfromGindividualsGinGaGlargeGhereditaryGcancerGmultigeneGpanelGtestingGcohortUG
GeneticsfinfMedicineSG2020SGYYSGbWXTbWc

8.1 18

164 lGnommonGVariantGatGtheGX[qZYGpndometrialGnancerGRiskGwocusGlctivatesGlvTXGthroughGYYXG
mindingUGAmericanfJournalfoffHumanfGeneticsSG2016SGdcSGXX]dTXXad 11 17

163 TheGT’]ZGlrgbY’roGandGxoxYGZWdriTGpolymorphismsGareGnotGassociatedGwithGbreastGcancerGriskGinG
mRnlXGandGmRnlYGmutationGcarriersUGBritishfJournalfoffCancerSG2009SGXWXSGX[]aTaW 8.7 17

162
UseGofGexpressionGdataGandGtheGnrpxSGgenomeTwideGbreastGcancerGassociationGstudyGtoGidentifyG
genesGthatGmayGmodifyGriskGinGmRnlXVYGmutationGcarriersUGBreastfCancerfResearchfandfTreatmentSG
2008SGXXYSGYYdTZa

4.4 17

161 TheGprohibitinGZNGuntranslatedGregionGpolymorphismGisGnotGassociatedGwithGriskGofGovarianGcancerUG
GynecologicfOncologySG2003SGdWSGX[]Td 4.9 17

AmandasBsSpurdle

14



160 TheGgeneticGaffinityGofG’olynesianseGevidenceGfromGYGchromosomeGpolymorphismsUGAnnalsfoffHumanf
GeneticsSG1994SG]cSGY]XTaZ 2.2 17

159 tmprovedSGlnxrTcompliantSGinGsilicoGpredictionGofGpathogenicityGforGmissenseGsubstitutionsG
encodedGbyGT’]ZGvariantsUGHumanfMutationSG2018SGZdSGXWaXTXWad 4.7 17

158 lssessmentGofGbranchGpointGpredictionGtoolsGtoGpredictGphysiologicalGbranchGpointsGandGtheirG
alterationGbyGvariantsUGBMCfGenomicsSG2020SGYXSGca 4.5 16

157 TheGmRnlYGcUacTbT´ i´ lGvariantGisGnotGpathogeniceGlGmodelGforGclinicalGcalibrationGofGspliceogenicityUG
HumanfMutationSG2018SGZdSGbYdTb[X 4.7 16

156 lssessmentGofGtheGtnSirsTGtnterpretationGnriteriaGforGtheGnlinicalGnlassificationGofGY[GxwsXGandG
xSsYGreneGVariantsUGHumanfMutationSG2017SGZcSGa[Tbb 4.7 16

155 lnGoriginalGphylogeneticGapproachGidentifiedGmitochondrialGhaplogroupGTXaXGasGinverselyG
associatedGwithGbreastGcancerGriskGinGmRnlYGmutationGcarriersUGBreastfCancerfResearchSG2015SGXbSGaX 8.3 16

154 pxploringGtheGlinkGbetweenGxzRq[wXGandGriskGofGbreastGcancerUGBreastfCancerfResearchSG2011SGXZSGR[W 8.3 16

153 yoGevidenceGforGanGassociationGbetweenGtheGearwaxTassociatedGpolymorphismGinGlmnnXXGandG
breastGcancerGriskGinGnaucasianGwomenUGBreastfCancerfResearchfandfTreatmentSG2011SGXYaSGYZ]Td 4.4 16

152 lGvallikreinGX]GOvwvX]PGsingleGnucleotideGpolymorphismGlocatedGcloseGtoGaGnovelGexonGshowsG
evidenceGofGassociationGwithGpoorGovarianGcancerGsurvivalUGBMCfCancerSG2011SGXXSGXXd 4.8 16

151 pvaluationGofGcopyTnumberGvariantsGasGmodifiersGofGbreastGandGovarianGcancerGriskGforGmRnlXG
pathogenicGvariantGcarriersUGEuropeanfJournalfoffHumanfGeneticsSG2017SGY]SG[ZYT[Zc 5.3 15

150 lGreviewGofGmismatchGrepairGgeneGtranscriptseGissuesGforGinterpretationGofGmRylGsplicingGassaysUG
ClinicalfGeneticsSG2015SGcbSGXWWTc 4 15

149 rWlSGmetaTanalysisGofGXaGc]YGwomenGidentifiesGnewGsusceptibilityGlocusGforGendometrialGcancerUG
HumanfMolecularfGeneticsSG2016SGY]SGYaXYTYaYW 5.6 15

148 UseGofGtalcumGpowderGandGendometrialGcancerGriskUGCancerfCausesfandfControlSG2012SGYZSG]XZTd 2.8 15

147
lssociationGofGbreastGcancerGriskGinGmRnlXGandGmRnlYGmutationGcarriersGwithGgeneticGvariantsG
showingGdifferentialGallelicGexpressioneGidentificationGofGaGmodifierGofGbreastGcancerGriskGatGlocusG
XXqYYUZUGBreastfCancerfResearchfandfTreatmentSG2017SGXaXSGXXbTXZ[

4.4 15

146 vallikreinTrelatedGpeptidaseGXWGOvwvXWPGexpressionGandGsingleGnucleotideGpolymorphismsGinGovarianG
cancerGsurvivalUGInternationalfJournalfoffGynecologicalfCancerSG2010SGYWSG]YdTZa 3.5 15

145 pffectGofGmRnlYGsequenceGvariantsGpredictedGtoGdisruptGexonicGspliceGenhancersGonGmRnlYG
transcriptsUGBMCfMedicalfGeneticsSG2010SGXXSGcW 2.1 15

144 yoGevidenceGforGassociationGofGataxiaTtelangiectasiaGmutatedGgeneGTYXXdnGandGnZXaXrGaminoGacidG
substitutionGvariantsGwithGriskGofGbreastGcancerUGBreastfCancerfResearchSG2002SG[SGRX] 8.3 15

143
’rogesteroneGreceptorGpromoterGRZZXlGpolymorphismGisGassociatedGwithGaGreducedGriskGofG
endometrioidGandGclearGcellGovarianGcancersUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2004SG
XZSGYX[XTb

4 15

(2004-1994)

15



142 lGquantitativeGmodelGtoGpredictGpathogenicityGofGmissenseGvariantsGinGtheGT’]ZGgeneUGHumanf
MutationSG2019SG[WSGbccTcWW 4.7 14

141 lGreneticGRiskGScoreGtoG’ersonalizeG’rostateGnancerGScreeningSGlppliedGtoG’opulationGoataUGCancerf
EpidemiologyfBiomarkersfandfPreventionSG2020SGYdSGXbZXTXbZc 4 14

140
TheGuseGofGpredictiveGorGprognosticGgeneticGbiomarkersGinGendometrialGandGotherGhormoneTrelatedG
cancerseGjustificationGforGextensiveGcandidateGgeneGsingleGnucleotideGpolymorphismGstudiesGofGtheG
matrixGmetalloproteinaseGfamilyGandGtheirGinhibitorsUGCancerfEpidemiologyfBiomarkersfandf
PreventionSG2009SGXcSGYZ]YTa]

4 14

139 TheGxnSzoGValdllaGpolymorphismSGdietaryGantioxidantGintakeSGriskGandGsurvivalGinGovarianGcancerG
OlustraliaPUGGynecologicfOncologySG2007SGXWbSGZccTdX 4.9 14

138 TheGhighGfrequencyGofGtheGsbGmYGvariantGinGtheGsereroGpopulationeGaGfounderGeffectjUGHemoglobinSG
1994SGXcSGZXbTYZ 0.6 14

137 reneticGassociationGofGtheGvwv[GlocusGwithGriskGofGprostateGcancerUGPLoSfONESG2012SGbSGe[[]YW 3.7 14

136 TargetedGRylTseqGsuccessfullyGidentifiesGnormalGandGpathogenicGsplicingGeventsGinGbreastVovarianG
cancerGsusceptibilityGandGwynchGsyndromeGgenesUGInternationalfJournalfoffCancerSG2019SGX[]SG[WXT[X[ 7.5 14

135
nonsequencesGofGgermlineGvariationGdisruptingGtheGconstitutionalGtranslationalGinitiationGcodonG
startGsitesGofGxwsXGandGmRnlYeGUseGofGpotentialGalternativeGstartGsitesGandGimplicationsGforG
predictingGvariantGpathogenicityUGMolecularfCarcinogenesisSG2015SG][SG]XZTYY

5 13

134 lssessmentGofGblindGpredictionsGofGtheGclinicalGsignificanceGofGmRnlXGandGmRnlYGvariantsUGHumanf
MutationSG2019SG[WSGX][aTX]]a 4.7 13

133
pvaluationGofGaGcandidateGbreastGcancerGassociatedGSy’GinGpRnn[GasGaGriskGmodifierGinGmRnlXGandG
mRnlYGmutationGcarriersUGResultsGfromGtheGnonsortiumGofGtnvestigatorsGofGxodifiersGofG
mRnlXVmRnlYGOntxmlPUGBritishfJournalfoffCancerSG2009SGXWXSGYW[cT][

8.7 13

132 nommonGgeneticGvariationGatGmlRoXGisGnotGassociatedGwithGbreastGcancerGriskGinGmRnlXGorGmRnlYG
mutationGcarriersUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2011SGYWSGXWZYTc 4 13

131 xultifactorialGlikelihoodGassessmentGofGmRnlXGandGmRnlYGmissenseGvariantsGconfirmsGthatG
mRnlXecUXYYlirOpUsis[XlrgPGisGaGpathogenicGmutationUGPLoSfONESG2014SGdSGecacZa 3.7 13

130 qullGinTframeGexonGZGskippingGofGconfersGhighGriskGofGbreastGandVorGovarianGcancerUGOncotargetSG2018SG
dSGXbZZ[TXbZ[c 3.3 13

129 nlinicalGactivityGofGdurvalumabGforGpatientsGwithGadvancedGmismatchGrepairTdeficientGandG
repairTproficientGendometrialGcancerUGlGnonrandomizedGphaseGYGclinicalGtrialG2021SGdSG 13

128 xendelianGrandomizationGanalysesGsuggestGaGroleGforGcholesterolGinGtheGdevelopmentGofG
endometrialGcancerUGInternationalfJournalfoffCancerSG2021SGX[cSGZWbTZXd 7.5 13

127 RareGgermlineGcopyGnumberGdeletionsGofGlikelyGfunctionalGimportanceGareGimplicatedGinGendometrialG
cancerGpredispositionUGHumanfGeneticsSG2015SGXZ[SGYadTbc 6.3 12

126
lGreplicationGstudyGexaminingGnovelGcommonGsingleGnucleotideGpolymorphismsGidentifiedGthroughGaG
prostateGcancerGgenomeTwideGassociationGstudyGinGaGuapaneseGpopulationUGAmericanfJournalfoff
EpidemiologySG2011SGXb[SGXZdXT]

3.8 12

125 nspvYSGxrxTSGSUwTXpXGandGSUwTXlXGpolymorphismsGandGendometrialGcancerGriskUGTwinfResearchf
andfHumanfGeneticsSG2011SGX[SGZYcTZY 2.2 12

AmandasBsSpurdle

16



124 ReportGofGpndometrialGnancerGinGlustralianGmRnlXGandGmRnlYGmutationTpositiveGqamiliesUGTwinf
ResearchfandfHumanfGeneticsSG2011SGX[SGXXXTc 2.2 12

123 TheGkallikreinGX[GgeneGisGdownTregulatedGbyGandrogenGreceptorGsignallingGandGharboursGgeneticG
variationGthatGisGassociatedGwithGprostateGtumourGaggressivenessUGBiologicalfChemistrySG2012SGZdZSG[WZTXY4.5 12

122 xutationGanalysisGofGfiveGcandidateGgenesGinGfamilialGbreastGcancerUGBreastfCancerfResearchfandf
TreatmentSG2007SGXW]SGZbbTcd 4.4 12

121 nolocalisationGofGpredictedGexonicGsplicingGenhancersGinGmRnlYGwithGreportedGsequenceGvariantsUG
BreastfCancerfResearchfandfTreatmentSG2008SGXXWSGYYbTZ[ 4.4 12

120 zvarianGcancerGsurvivalGandGpolymorphismsGinGhormoneGandGoylGrepairGpathwayGgenesUGCancerf
LettersSG2007SGY]XSGdaTXW[ 9.9 12

119 TheGintronicGrXZda[nGvariantGinGp]ZGisGnotGaGhighTriskGmutationGinGfamilialGbreastGcancerGinGlustraliaUG
BreastfCancerfResearchSG2001SGZSGZ[aTd 8.3 12

118 lGcomprehensiveGreTassessmentGofGtheGassociationGbetweenGvitaminGoGandGcancerGsusceptibilityG
usingGxendelianGrandomizationUGNaturefCommunicationsSG2021SGXYSGY[a 17.4 12

117
reneticGTestingGandGnlinicalGxanagementG’racticesGforGVariantsGinGyonTmRnlXVYGmreastGOandG
mreastVzvarianPGnancerGSusceptibilityGreneseGlnGtnternationalGSurveyGbyGtheGpvidenceTmasedG
yetworkGforGtheGtnterpretationGofGrermlineGxutantGlllelesGOpytrxlPGnlinicalGWorkingGrroupUGJCOf
PrecisionfOncologySG2018SGYSG

3.6 12

116 mRnlXGandGmRnlYG]NGnoncodingGregionGvariantsGidentifiedGinGbreastGcancerGpatientsGalterGpromoterG
activityGandGproteinGbindingUGHumanfMutationSG2018SGZdSGYWY]TYWZd 4.7 12

115 oylGmethylationGprofilingGtoGassessGpathogenicityGofGmRnlXGunclassifiedGvariantsGinGbreastGcancerUG
EpigeneticsSG2015SGXWSGXXYXTZY 5.7 11

114 yoGassociationGofGTrqmXGwXW’GgenotypesGandGbreastGcancerGriskGinGmRnlXGandGmRnlYGmutationG
carrierseGaGmultiTcenterGcohortGstudyUGBreastfCancerfResearchfandfTreatmentSG2009SGXX]SGXc]TdY 4.4 11

113 tdentificationGandGfunctionalGanalysisGofGnovelGmRnlXGtranscriptsSGincludingGmouseGmrcaXTtrisGandG
humanGpseudoTmRnlXUGBreastfCancerfResearchfandfTreatmentSG2010SGXXdSGYZdT[b 4.4 11

112 mRnlXGandGmRnlYGmissenseGvariantsGofGhighGandGlowGclinicalGsignificanceGinfluenceGlymphoblastoidG
cellGlineGpostTirradiationGgeneGexpressionUGPLoSfGeneticsSG2008SG[SGeXWWWWcW 6 11

111 lGproteinTtruncatingGmutationGinGnY’XblXGinGthreeGsistersGwithGearlyTonsetGbreastGcancerUGHumanf
MutationSG2005SGYaSGYdcTZWY 4.7 11

110 TheGinvertedGYTchromosomeGpolymorphismGinGtheGrujaratiGxuslimGtndianGpopulationGofGSouthGlfricaG
hasGaGsingleGoriginUGHumanfHereditySG1992SG[YSGZZWTY 1.1 11

109 lssociationGbetweenG’rostinogenGOvwvX]PGgeneticGvariantsGandGprostateGcancerGriskGandG
aggressivenessGinGlustraliaGandGaGmetaTanalysisGofGrWlSGdataUGPLoSfONESG2011SGaSGeYa]Yb 3.7 11

108 llternativeGsplicingGandGlnxrTlx’TYWX]TbasedGclassificationGofG’lwmYGgeneticGvariantseGanG
pytrxlGreportUGJournalfoffMedicalfGeneticsSG2019SG]aSG[]ZT[aW 5.8 10

107
VariantGeffectGonGsplicingGregulatoryGelementsSGbranchpointGusageSGandGpseudoexonizationeG
StrategiesGtoGenhanceGbioinformaticGpredictionGusingGhereditaryGcancerGgenesGasGexemplarsUGHumanf
MutationSG2020SG[XSGXbW]TXbYX

4.7 10

(2020-2011)
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106 mreastGcancerGriskGandGaqYYUZZeGcombinedGresultsGfromGmreastGnancerGlssociationGnonsortiumGandG
nonsortiumGofGtnvestigatorsGonGxodifiersGofGmRnlXVYUGPLoSfONESG2012SGbSGeZ]bWa 3.7 10

105 ’ancreaticGcancerGandGaGnovelGxSsYGgermlineGalterationUGPancreasSG2011SG[WSGXXZcT[W 2.6 10

104 yoGevidenceGthatGrlTlZGrs]bWaXZGSy’GmodifiesGbreastGcancerGriskUGBreastfCancerfResearchfandf
TreatmentSG2009SGXXbSGZbXTd 4.4 10

103 [aSXYGpureGgonadalGdysgenesisGOSwyerTuamesGsyndromePTTYGorGYGnotjeGaGreviewUGObstetricalfandf
GynecologicalfSurveySG1994SG[dSGXZcT[a 2.4 10

102 reneticGcharacterizationGofGpancreaticGcancerGpatientsGandGpredictionGofGcarrierGstatusGofGgermlineG
pathogenicGvariantsGinGcancerTpredisposingGgenesUGEBioMedicineSG2020SGaWSGXWZWZZ 8.8 10

101 SuggestedGapplicationGofGspRYRGbreastGtumorGphenotypeGforGgermlineGT’]ZGvariantGclassificationG
withinGlnxrVlx’GguidelinesUGHumanfMutationSG2020SG[XSGX]]]TX]aY 4.7 9

100 TranscriptomeTwideGassociationGstudyGofGbreastGcancerGriskGbyGestrogenTreceptorGstatusUGGeneticf
EpidemiologySG2020SG[[SG[[YT[ac 2.6 9

99 yoGevidenceGthatGnovyXmGOpYbPGpolymorphismsGmodifyGbreastGcancerGriskGinGmRnlXGandGmRnlYG
mutationGcarriersUGBreastfCancerfResearchfandfTreatmentSG2009SGXX]SGZWbTXZ 4.4 9

98
mayesGanalysisGprovidesGevidenceGofGpathogenicityGforGtheGmRnlXGcUXZ]TXriTGOtVSZTXPGandGmRnlYG
cUbdbbTXrinGOtVSXbTXPGvariantsGdisplayingGinGvitroGsplicingGresultsGofGequivocalGclinicalGsignificanceUG
HumanfMutationSG2010SGZXSGpXX[XT]

4.7 9

97 mRlqGpolymorphismsGandGtheGriskGofGovarianGcancerGofGlowGmalignantGpotentialUGGynecologicf
OncologySG2005SGdbSGcWbTXY 4.9 9

96 lssessingGtheGRoleGofGSeleniumGinGpndometrialGnancerGRiskeGlGxendelianGRandomizationGStudyUG
FrontiersfinfOncologySG2019SGdSGXcY 5.3 8

95 p]ZGmajorGhotspotGvariantsGareGassociatedGwithGpoorerGprognosticGfeaturesGinGhereditaryGcancerG
patientsUGCancerfGeneticsSG2019SGYZ]TYZaSGYXTYb 2.3 8

94 vallikreinTrelatedGpeptidaseGZGOvwvZV’SlPGsingleGnucleotideGpolymorphismsGandGovarianGcancerG
survivalUGTwinfResearchfandfHumanfGeneticsSG2011SGX[SGZYZTb 2.2 8

93
’redictionGofGmRnlXGandGmRnlYGmutationGstatusGusingGpostTirradiationGassaysGofGlymphoblastoidG
cellGlinesGisGcompromisedGbyGinterTcellTlineGphenotypicGvariabilityUGBreastfCancerfResearchfandf
TreatmentSG2007SGXW[SGY]bTaa

4.4 8

92 TheGRlo]XoGpYZZrGvariantGandGbreastGcancerGriskeGpopulationTbasedGandGclinicTbasedGfamilyGstudiesG
ofGlustralianGwomenUGBreastfCancerfResearchfandfTreatmentSG2008SGXXYSGZ]Td 4.4 8

91 nomprehensiveGlssessmentGofGxessengerGRibonucleicGlcidGSplicingGWithGtmplicationsGforGVariantG
nlassificationUGFrontiersfinfGeneticsSG2019SGXWSGXXZd 4.5 8

90 RiskGandGprognosticGfactorsGforGendometrialGcarcinomaGafterGdiagnosisGofGbreastGorG
wynchTassociatedGcancersTlGpopulationTbasedGanalysisUGCancerfMedicineSG2018SGbSGa[XXTa[YY 4.8 8

89
nrossTnancerGrenomeTWideGlssociationGStudyGofGpndometrialGnancerGandGppithelialGzvarianGnancerG
tdentifiesGreneticGRiskGRegionsGlssociatedGwithGRiskGofGmothGnancersUGCancerfEpidemiologyf
BiomarkersfandfPreventionSG2021SGZWSGYXbTYYc

4 7

AmandasBsSpurdle
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88 TwoGintegratedGandGhighlyGpredictiveGfunctionalGanalysisTbasedGproceduresGforGtheGclassificationGofG
xSsaGvariantsGinGwynchGsyndromeUGGeneticsfinfMedicineSG2020SGYYSGc[bTc]a 8.1 7

87 xicrosatelliteGinstabilityGuseGinGmismatchGrepairGgeneGsequenceGvariantGclassificationUGGenesSG2015SG
aSGX]WTaY 4.2 7

86 vnowledgeSGattitudesGandGreferralGpatternsGofGlynchGsyndromeeGaGsurveyGofGcliniciansGinGaustraliaUG
JournalfoffPersonalizedfMedicineSG2014SG[SGYXcT[[ 3.6 7

85 UseGofGoylTdamagingGagentsGandGRylGpoolingGtoGassessGexpressionGprofilesGassociatedGwithGmRnlXG
andGmRnlYGmutationGstatusGinGfamilialGbreastGcancerGpatientsUGPLoSfGeneticsSG2010SGaSGeXWWWc]W 6 7

84 ReeGpxcessGofGearlyGonsetGmultipleGmyelomaGinGendometrialGcancerGprobandsGandGtheirGrelativesG
suggestsGcommonGsusceptibilityUGGynecologicfOncologySG2008SGXWdSGX]ZfGauthorGreplyGX][ 4.9 7

83 mnoRTwXGvariationGandGbreastGcancerUGBreastfCancerfResearchSG2007SGdSGR][ 8.3 7

82 Rlo]YGY[X]XGtruncationGpolymorphismGandGepithelialGovarianGcancerGriskGinGlustralianGwomenUG
CancerfLettersSG2005SGYXcSGXdXTb 9.9 7

81 ’resenceGofGYGchromosomeGsequencesGandGtheirGeffectGonGtheGphenotypeGofGsixGpatientsGwithGYG
chromosomeGanomaliesUGAmericanfJournalfoffMedicalfGeneticsfPartfASG1995SG]]SGYadTb] 7

80 nancerGRisksGlssociatedGWithGandG’athogenicGVariantsUUGJournalfoffClinicalfOncologySG2022SGunzYXWYXXY 2.2 7

79 RzRXGisGupregulatedGinGendometrialGcancerGandGrepresentsGaGnovelGtherapeuticGtargetUGScientificf
ReportsSG2020SGXWSGXZdWa 4.9 7

78 SeasonGofGbirthGandGriskGofGendometrialGcancerUGAsianfPacificfJournalfoffCancerfPreventionSG2011SGXYSGXXdZTa1.7 7

77
tnvestigationGofGpxperimentalGqactorsGThatGUnderlieGmRylGtsoformGpxpressionGVariationeG
RecommendationsGforGUtilizingGTargetedGRylGSequencingGtoGpvaluateG’otentialGSpliceogenicG
VariantsUGFrontiersfinfOncologySG2018SGcSGX[W

5.3 6

76 pvaluationGofGtheGXRnnXGgeneGasGaGphenotypicGmodifierGinGmRnlXVYGmutationGcarriersUGResultsGfromG
theGconsortiumGofGinvestigatorsGofGmodifiersGofGmRnlXVmRnlYUGBritishfJournalfoffCancerSG2011SGXW[SGXZ]aTaX8.7 6

75 nurrentGmismatchGrepairGdeficiencyGtumorGtestingGpracticesGandGcapabilitieseGlGsurveyGofGlustralianG
pathologyGprovidersUGAsiasPacificfJournalfoffClinicalfOncologySG2018SGX[SG[XbT[Y] 1.9 6

74 lndrogenGreceptorGexonGXGnlrGrepeatGlengthGandGriskGofGovarianGcancerUGInternationalfJournalfoff
CancerSG2000SGcbSGaZbT[Z 7.5 6

73 TheGsteroidG]alphaTreductaseGtypeGttGTlGrepeatGpolymorphismGisGnotGassociatedGwithGriskGofGbreastG
orGovarianGcancerGinGlustralianGwomenUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2001SGXWSGXYcbTdZ4 6

72 TheGprogesteroneGreceptorGexonG[GValaaWweuGrVTGpolymorphismGandGriskGofGbreastGcancerGinG
lustralianGwomenUGCancerfEpidemiologyfBiomarkersfandfPreventionSG2002SGXXSG[ZdT[Z 4 6

71 TheGeffectGofGsampleGsizeGonGpolygenicGhazardGmodelsGforGprostateGcancerUGEuropeanfJournalfoff
HumanfGeneticsSG2020SGYcSGX[abTX[b] 5.3 5

(2020-2020)

19



70 SubstantialGevidenceGforGtheGclinicalGsignificanceGofGmissenseGvariantGmRnlXGcU]ZWdriTG
pUOrlyXbbWValPUGBreastfCancerfResearchfandfTreatmentSG2018SGXbYSG[dbT]WZ 4.4 5

69 seightSGselectedGgeneticGmarkersGandGprostateGcancerGriskeGresultsGfromGtheG’RlnTtnlwGconsortiumUG
BritishfJournalfoffCancerSG2017SGXXbSGbZ[Tb[Z 8.7 5

68 rermlineGcopyGnumberGvariantsGareGnotGassociatedGwithGgloballyGacquiredGcopyGnumberGchangesGinG
familialGbreastGtumoursUGBreastfCancerfResearchfandfTreatmentSG2012SGXZ[SGXWW]TXX 4.4 5

67 lGmRnlXGpromoterGvariantGOrsXXa]]]W]PGandGbreastGcancerGriskUGJournalfoffMedicalfGeneticsSG2010SG
[bSGYacTbW 5.8 5

66 ’olymorphismsGinGtheGqrqYGgeneGandGriskGofGserousGovarianGcancereGresultsGfromGtheGovarianGcancerG
associationGconsortiumUGTwinfResearchfandfHumanfGeneticsSG2009SGXYSGYadTb] 2.2 5

65
’ooledGanalysisGindicatesGthatGtheGrSTTXGdeletionSGrSTxXGdeletionSGandGrST’XGtleXW]ValG
polymorphismsGdoGnotGmodifyGbreastGcancerGriskGinGmRnlXGandGmRnlYGmutationGcarriersUGBreastf
CancerfResearchfandfTreatmentSG2010SGXYYSGYcXT]

4.4 5

64 StabilityGofGmlTYaGinGwynchGsyndromeGcolorectalGtumoursUGEuropeanfJournalfoffHumanfGeneticsSG
2007SGX]SGXZdT[XfGauthorGreplyGX[XTY 5.3 5

63 yumberGofGXTlinkedGandrogenGreceptorGgeneGnlrGrepeatsGandGfemininityGinGwomenUGPersonalityfandf
IndividualfDifferencesSG1999SGYbSGccbTcdd 3.3 5

62 TheGYTspecificGpYXlXVTaqtGpolymorphismGoccursGinGfourGmajorGpopulationGzroupsUGHumanfHereditySG
1993SG[ZSGZXT[ 1.1 5

61 TheGYTspecificGpo’ZXGrearrangementGpolymorphismGinGsouthernGlfricanGpopulationsUGHumanf
HereditySG1994SG[[SGYaXT] 1.1 5

60 nonsiderationsGinGassessingGgermlineGvariantGpathogenicityGusingGcosegregationGanalysisUGGeneticsfinf
MedicineSG2020SGYYSGYW]YTYW]d 8.1 5

59 nontributionGofGmRylGSplicingGtoGxismatchGRepairGreneGSequenceGVariantGtnterpretationUGFrontiersf
infGeneticsSG2020SGXXSGbdc 4.5 5

58
reneticGanalysesGofGgynecologicalGdiseaseGidentifyGgeneticGrelationshipsGbetweenGuterineGfibroidsG
andGendometrialGcancerSGandGaGnovelGendometrialGcancerGgeneticGriskGregionGatGtheGWyT[GXpZaUXYG
locusUGHumanfGeneticsSG2021SGX[WSGXZ]ZTXZa]

6.3 5

57
lssessingGbiasesGofGinformationGcontainedGinGpedigreesGforGtheGclassificationGofGmRnlTgeneticG
variantseGaGstudyGarisingGfromGtheGpytrxlGanalyticalGworkingGgroupUGHereditaryfCancerfinfClinicalf
PracticeSG2016SGX[SGXW

2.3 4

56 rermTlineGvariationGatGaGfunctionalGp]ZGbindingGsiteGincreasesGsusceptibilityGtoGbreastGcancerG
developmentUGThefHUGOfJournalSG2009SGZSGZXT[W 4

55 mreastGcancerGsusceptibilityGpolymorphismsGandGendometrialGcancerGriskeGaGnollaborativeG
pndometrialGnancerGStudyUGCarcinogenesisSG2011SGZYSGXcaYTa 4.6 4

54 ’renatalGdiagnosisGforGsuntingtonNsGdiseaseeGaGmolecularGandGpsychologicalGstudyUGPrenatalf
DiagnosisSG1991SGXXSGXbbTXc] 3.2 4

53 nomplexGpolymorphismsGareGrevealedGbyGYGchromosomeGprobeG[daGwithGmglttSGsindtttSG’sttGandGSsttUG
AnnalsfoffHumanfGeneticsSG1993SG]bSG[XT]Z 2.2 4
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52 ’athologyGofGTumorsGlssociatedGWithG’athogenicGrermlineGVariantsGinGdGmreastGnancerG
SusceptibilityGrenesUUGJAMAfOncologySG2022SG 13.4 4

51 lGcaseTonlyGstudyGtoGidentifyGgeneticGmodifiersGofGbreastGcancerGriskGforGmRnlXVmRnlYGmutationG
carriersUGNaturefCommunicationsSG2021SGXYSGXWbc 17.4 4

50 nautioneG’lasmidGoylGtopologyGaffectsGluciferaseGassayGreproducibilityGandGoutcomesUG
BioTechniquesSG2019SGabSGd[Tda 2.5 3

49 TheGlssociationGofGVariationGwithGnirculatingGpstradiolGandGlromataseGtnhibitorGzutcomeeGnanG
VariantsGmeGUsedGtoG’redictGTreatmentGpfficacyjUGFrontiersfinfPharmacologySG2017SGcSGYXc 5.6 3

48 ReplyGtoGuUGxolineGetGalUGJournalfoffClinicalfOncologySG2014SGZYSGYYbcTd 2.2 3

47 pvaluationGofGchromosomeGapYYGasGaGbreastGcancerGriskGmodifierGlocusGinGaGfollowTupGstudyGofG
mRnlYGmutationGcarriersUGBreastfCancerfResearchfandfTreatmentSG2012SGXZaSGYd]TZWY 4.4 3

46 reneticGvariantsGinGpRGcofactorGgenesGandGendometrialGcancerGriskUGPLoSfONESG2012SGbSGe[Y[[] 3.7 3

45 nommonGvariantsGinGbreastGcancerGriskGlociGpredisposeGtoGdistinctGtumorGsubtypesUUGBreastfCancerf
ResearchSG2022SGY[SGY 8.3 3

44 renotypeTphenotypeGcorrelationsGamongGT’]ZGcarrierseGwiteratureGreviewGandGanalysisGofGprobandsG
undergoingGmultiTgeneGpanelGtestingGandGsingleTgeneGtestingUGCancerfGeneticsSG2020SGY[cTY[dSGXXTXb 2.3 3

43 lssociationGofGgermlineGvariationGwithGtheGsurvivalGofGwomenGwithGpathogenicGvariantsGandGbreastG
cancerUGNpjfBreastfCancerSG2020SGaSG[[ 7.8 3

42 lssociationsGbetweenGreneticallyG’redictedGnirculatingG’roteinGnoncentrationsGandGpndometrialG
nancerGRiskUGCancersSG2021SGXZSG 6.6 3

41 rq’TqragmentGReassemblyGScreensGforGtheGqunctionalGnharacterizationGofGVariantsGofGUncertainG
SignificanceGinG’roteinGtnteractionGoomainsGofGtheGmRnlXGandGmRnlYGrenesUGCancersSG2019SGXXSG 6.6 2

40 lssociationGbetweenGsingleTnucleotideGpolymorphismsGinGgrowthGfactorGgenesGandGqualityGofGlifeGinG
menGwithGprostateGcancerGandGtheGgeneralGpopulationUGQualityfoffLifefResearchSG2015SGY[SGYXcZTdZ 3.7 2

39
tncidenceSGRiskGqactorsSGandGpstimatesGofGaGWomanâ��sGRiskGforGoevelopingGSecondaryGwowerGwimbG
wymphedemaGandGwymphedemaTSpecificGSupportiveGnareGyeedsGinGWomenGTreatedGforGpndometrialG
nancerUGObstetricalfandfGynecologicalfSurveySG2015SGbWSGXbaTXbb

2.4 2

38 TheGxwsXGpolymorphismGrsXcWWbZ[GandGriskGofGendometrialGcancerGwithGmicrosatelliteGinstabilityUG
ClinicalfEpigeneticsSG2020SGXYSGXWY 7.7 2

37 reneratingGhighTqualityGdataGabstractionsGfromGscannedGclinicalGrecordseGtextTminingTassistedG
extractionGofGendometrialGcarcinomaGpathologyGfeaturesGasGproofGofGprincipleUGBMJfOpenSG2020SGXWSGeWZbb[W3 2

36 qineTmappingGidentifiesGmultipleGprostateGcancerGriskGlociGatG]pX]SGoneGofGwhichGassociatesGwithG
TpRTGexpressionUGHumanfMolecularfGeneticsSG2013SGYYSG[YZdT[YZd 5.6 2

35 SharedGsyntenyGbetweenGhumanGchromosomeGXWGandGchromosomeGXGofGtheGmarsupialGtammarG
wallabySGxacropusGeugeniiUGCytogeneticfandfGenomefResearchSG1997SGbbSGY[YT] 1.9 2
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34 RisksGofGbreastGandGovarianGcancerGforGwomenGharboringGpathogenicGmissenseGvariantsGinGmRnlXG
andGmRnlYGcomparedGwithGthoseGharboringGproteinGtruncatingGvariantsUUGGeneticsfinfMedicineSG2021SG 8.1 2

33 natastrophicGchemotherapyGtoxicityGleadingGtoGdiagnosisGofGqanconiGanaemiaGdueGtoGduringG
adulthoodeGdescriptionGofGanGemergingGphenotypeUGJournalfoffMedicalfGeneticsSG2021SG 5.8 2

32
xultiTtissueGtranscriptomeTwideGassociationGstudyGidentifiesGeightGcandidateGgenesGandG
tissueTspecificGgeneGexpressionGunderlyingGendometrialGcancerGsusceptibilityUGCommunicationsf
BiologySG2021SG[SGXYXX

6.7 2

31 nombiningGgenomeTwideGstudiesGofGbreastSGprostateSGovarianGandGendometrialGcancersGmapsG
crossTcancerGsusceptibilityGlociGandGidentifiesGnewGgeneticGassociations 2

30 oifferencesGinGpatientGascertainmentGaffectGtheGuseGofGgeneTspecifiedGlnxrVlx’G
phenotypeTrelatedGvariantGclassificationGcriteriaeGpvidenceGforGT’]ZUGHumanfMutationSG2020SG[XSG]ZbT][Y 4.7 2

29 TumorGSignatureGlnalysisGtmplicatesGsereditaryGnancerGrenesGinGpndometrialGnancerGoevelopmentUG
CancersSG2021SGXZSG 6.6 2

28
TheGpredictiveGabilityGofGtheGZXZGvariantTbasedGpolygenicGriskGscoreGforGcontralateralGbreastGcancerG
riskGpredictionGinGwomenGofGpuropeanGancestryGwithGaGheterozygousGmRnlXGorGmRnlYGpathogenicG
variantUGGeneticsfinfMedicineSG2021SGYZSGXbYaTXbZb

8.1 2

27 ResponseUGJournalfoffthefNationalfCancerfInstituteSG2016SGXWcSG 9.7 2

26
’regnancyGoutcomesGandGriskGofGendometrialGcancereGlGpooledGanalysisGofGindividualGparticipantG
dataGinGtheGppidemiologyGofGpndometrialGnancerGnonsortiumUGInternationalfJournalfoffCancerSG2021SG
X[cSGYWacTYWbc

7.5 2

25  uantifyingGandGmRylGtsoformGpxpressionGwevelsGinGSingleGnellsUGInternationalfJournalfoffMolecularf
SciencesSG2019SGYWSG 6.3 1

24
’rioritizingGcandidateGgeneticGmodifiersGofGmRnlXGandGmRnlYGusingGaGcombinatorialGanalysisGofG
globalGexpressionGandGpolymorphismGassociationGstudiesGofGbreastGcancerUGMethodsfinfMolecularf
BiologySG2010SGa]ZSGYZTZ[

1.4 1

23 wynchGsyndromeGinGwomenGlessGthanG]WGyearsGofGageGwithGendometrialGcancerUGObstetricsfandf
GynecologySG2008SGXXYSGd[Z 4.9 1

22 TheGsplicingGeffectGofGvariantsGatGbranchpointGelementsGinGcancerGgenesUUGGeneticsfinfMedicineSG2021SG 8.1 1

21 lGgeneticGriskGscoreGtoGguideGageTspecificSGpersonalizedGprostateGcancerGscreening 1

20 lssessmentGofG’olygenicGlrchitectureGandGRiskG’redictionGbasedGonGnommonGVariantsGlcrossG
qourteenGnancers 1

19 oietaryGinflammatoryGindexSGriskGandGsurvivalGamongGwomenGwithGendometrialGcancerUGCancerf
CausesfandfControlSG2020SGZXSGYWZTYWb 2.8 1

18 rermlineGandGTumorGSequencingGasGaGoiagnosticGToolGToGResolveGSuspectedGwynchGSyndromeUG
JournalfoffMolecularfDiagnosticsSG2021SGYZSGZ]cTZbX 5.1 1

17 nonsiderationsGforGusingGpopulationGfrequencyGdataGinGgermlineGvariantGinterpretationeGnancerG
syndromeGgenesGasGaGmodelUGHumanfMutationSG2021SG[YSG]ZWT]Za 4.7 1
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16 naseTcaseGanalysisGaddressingGascertainmentGbiasGforGmultigeneGpanelGtestingGimplicatesGmRnlXGandG
’lwmYGinGendometrialGcancerUGHumanfMutationSG2021SG[YSGXYa]TXYbc 4.7 1

15 pxpansionGofGnancerGRiskG’rofileGforGmRnlXGandGmRnlYG’athogenicGVariantsUUGJAMAfOncologySG2022SG 13.4 1

14 tmplementingGgeneGcurationGforGhereditaryGcancerGsusceptibilityGinGlustraliaeGachievingGconsensusG
onGgenesGwithGclinicalGutilityUGJournalfoffMedicalfGeneticsSG2021SG]cSGc]ZTc]c 5.8 0

13 RareGgermlineGcopyGnumberGvariantsGOnyVsPGandGbreastGcancerGriskUUGCommunicationsfBiologySG2022SG
]SGa] 6.7 0

12 TumorTassociatedGimmuneGcellsGandGprogressionTfreeGsurvivalGinGadvancedGendometrialGcancerGOpnPSG
resultsGfromGtheG’slpoRlGtrialGOlyZrzrGXaWXPUUGJournalfoffClinicalfOncologySG2021SGZdSG]]c[T]]c[ 2.2 0

11 lnGupdatedGquantitativeGmodelGtoGclassifyGmissenseGvariantsGinGtheGT’]ZGgeneeGlGnovelG
multifactorialGstrategyUGHumanfMutationSG2021SG[YSGXZ]XTXZaX 4.7 0

10 llteredGregulationGofGmRnlXGexonGXXGsplicingGisGassociatedGwithGbreastGcancerGriskGinGcarriersGofG
mRnlXGpathogenicGvariantsUGHumanfMutationSG2021SG[YSGX[ccTX]WY 4.7 0

9 mreastGcancerGrisksGassociatedGwithGmissenseGvariantsGinGbreastGcancerGsusceptibilityGgenesUUGGenomef
MedicineSG2022SGX[SG]X 14.4 0

8
wetterGtoGtheGeditorGreeGIWomenGwithGdoubleGprimaryGcancersGofGtheGcolorectumGandGendometriumeG
doGtheyGhaveGwynchGsyndromejIGfromGTUGSongGandGcolleaguesUGEuropeanfJournalfoffObstetricsrf
GynecologyfandfReproductivefBiologySG2016SGXdcSGX]ZTX]]

2.4

7 bXeGTheGmreastGnancerGrenesGtlRnGoatabaseeGaGtoolGtoGimproveGevaluationGofGmRnlXGandGmRnlYG
uncertainGsequenceGvariantsUGBulletinfDufCancerSG2010SGdbSGSaX 2.4

6 yewGTaqtGalleleGdetectedGbyGXTchromosomeGprobeGsYXGOoXSXbPUGNucleicfAcidsfResearchSG1990SGXcSGZXXZ 20.1

5 po’XWWbSGdetectsGanGXGpolymorphismGwithGsindtttGinGnegroidsGatGtheGZqXGlocusUGNucleicfAcidsf
ResearchSG1990SGXcSGZ[ZW 20.1

4 ValueGofGtheGlossGofGheterozygosityGtoGmRnlXGvariantGclassificationUUGNpjfBreastfCancerSG2022SGcSGd 7.8

3 StakeholderGattitudesGtowardsGestablishingGaGnationalGgenomicsGregistryGofGinheritedGcancerG
predispositioneGaGqualitativeGstudyUGJournalfoffCommunityfGeneticsSG2021SGX 2.5

2 UnderTascertainmentGofGbreastGcancerGsusceptibilityGgeneGcarriersGinGaGcohortGofGyewGZealandG
femaleGbreastGcancerGpatientsUGBreastfCancerfResearchfandfTreatmentSG2021SGXc]SG]cZT]dW 4.4

1 TRlnpmlnveGTestingGofGsistoricalGTuboTzvarianGnancerG’atientsGforGsereditaryGRiskGrenesGasGaG
nancerG’reventionGStrategyGinGqamilyGxembersUUGJournalfoffClinicalfOncologySG2022SGunzYXWYXWc 2.2
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