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j Paper IF Citations

281 RiceLdomesticationZZLCurrenteBiologyXL2022XLedXLRdbYRdf 6.3 2

280 LongYreadLgenomeLsequencingLofLbreadLwheatLfacilitatesLdiseaseLresistanceLgeneLcloningZZLNaturee
GeneticsXL2022XLgfXLddiYdec 36.3 3

279 sLrouteLtoLdeLnovoLdomesticationLofLwildLallotetraploidLriceZLCellXL2021XLcjfXLccghYccibZecf 56.2 81

278 TheLchromosomeYscaleLreferenceLgenomeLofLsafflowerLTuarthamusLtinctoriusULprovidesLinsightsL
intoLlinoleicLacidLandLflavonoidLbiosynthesisZLPlanteBiotechnologyeJournalXL2021XLckXLcidgYcifd 11.6 9

277 TwoLgapYfreeLreferenceLgenomesLandLaLglobalLviewLofLtheLcentromereLarchitectureLinLriceZL
MolecularePlantXL2021XLcfXLcigiYcihi 14.4 15

276 sLchromosomeYscaleLassemblyLofLallotetraploidLtrassicaLjunceaLTssttULelucidatesLcomparativeL
architectureLofLtheLsLandLtLgenomesZLPlanteBiotechnologyeJournalXL2021XLckXLhbdYhcf 11.6 30

275 wvolutionLandLdiversificationLofLreproductiveLphasedLsmallLinterferingLRNssLinLOryzaLspeciesZLNewe
PhytologistXL2021XLddkXLdkibYdkje 9.8 4

274 yenomicLmechanismsLofLclimateLadaptationLinLpolyploidLbioenergyLswitchgrassZLNatureXL2021XLgkbXLfejYfff50.4 42

273 wvolutionLandLviversityLofLtheLWildLRiceLOryzaLofficinalisLuomplexXLacrossLuontinentsXLyenomeL
TypesXLandLPloidyLLevelsZLGenomeeBiologyeandeEvolutionXL2020XLcdXLfceYfdj 3.9 6

272 wvolutionaryLvynamicsLofLsbundantLiYbpLSatellitesLinLtheLyenomeLofLvrosophilaLvirilisZLMoleculare
BiologyeandeEvolutionXL2020XLeiXLcehdYceig 8.3 11

271 PotentialLofLPlatinumLStandardLReferenceLyenomesLtoLwxploitLNaturalLVariationLinLtheLWildL
RelativesLofLRiceZLFrontierseinePlanteScienceXL2020XLccXLgikkjb 6.2 6

270 sLgenomeLassemblyLandLtheLsomaticLgeneticLandLepigeneticLmutationLrateLinLaLwildLlongYlivedL
perennialLPopulusLtrichocarpaZLGenomeeBiologyXL2020XLdcXLdgk 18.3 31

269 –nitialLdataLreleaseLandLannouncementLofLtheLcbXbbbLxishLyenomesLProjectLTxishcb×UZLGigaScienceXL
2020XLkXL 7.6 12

268 sLplatinumLstandardLpanYgenomeLresourceLthatLrepresentsLtheLpopulationLstructureLofLssianLriceZL
ScientificeDataXL2020XLiXLcce 8.2 33

267 MitochondrialLplastidLvNsLcanLcauseLvNsLbarcodingLparadoxLinLplantsZLScientificeReportsXL2020XLcbXLhccd4.9 13

266
xunctionalLscreeningLofLgenesLfromLaLhalophyteLwildLriceLrelativeLPorteresiaLcoarctataLinL
srabidopsisLmodelLidentifiesLcandidateLgenesLinvolvedLinLsaltLtoleranceZLCurrentePlanteBiologyXL2019
XLcjXLcbbcbi

3.3 8

265 StructuralLvariantsLinLebbbLriceLgenomesZLGenomeeResearchXL2019XLdkXLjibYjjb 9.7 62
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264 TheLyenomicsLofLSpeciesLProvidesL–nsightsLintoLRiceLvomesticationLandLzeterosisZLAnnualeRevieweofe
PlanteBiologyXL2019XLibXLhekYhhg 30.7 46

263 RapidLevolutionLofLproteinLdiversityLbyLdeLnovoLoriginationLinLOryzaZLNatureeEcologyeandeEvolutionXL
2019XLeXLhikYhkb 12.3 49

262 yenomeYwideLassociationLmappingLofLdateLpalmLfruitLtraitsZLNatureeCommunicationsXL2019XLcbXLfhjb 17.4 45

261 yenomeLsequenceLofLtheLmodelLriceLvarietyL×itaakeXZLBMCeGenomicsXL2019XLdbXLkbg 4.5 21

260 ProgressLinLsingleYaccessLinformationLsystemsLforLwheatLandLriceLcropLimprovementZLBriefingseine
BioinformaticsXL2019XLdbXLghgYgic 13.4 4

259 yenomicLvariationLinLeXbcbLdiverseLaccessionsLofLssianLcultivatedLriceZLNatureXL2018XLggiXLfeYfk 50.4 582

258 yenomeLandLevolutionLofLtheLshadeYrequiringLmedicinalLherbLPanaxLginsengZLPlanteBiotechnologye
JournalXL2018XLchXLckbfYckci 11.6 77

257 yenotypingLbyLsequencingLofLriceLinterspecificLbackcrossLinbredLlinesLidentifiesLQTLsLforLgrainL
weightLandLgrainLlengthZLEuphyticaXL2018XLdcfXLc 2.1 19

256 yenomesLofLceLdomesticatedLandLwildLriceLrelativesLhighlightLgeneticLconservationXLturnoverLandL
innovationLacrossLtheLgenusLOryzaZLNatureeGeneticsXL2018XLgbXLdjgYdkh 36.3 229

255 yeneticLcontrolLofLseedLshatteringLduringLsfricanLriceLdomesticationZLNatureePlantsXL2018XLfXLeecYeei 11.5 33

254 TheLriceLgenomeLrevolutionlLfromLanLancientLgrainLtoLyreenLSuperLRiceZLNatureeReviewseGeneticsXL
2018XLckXLgbgYgci 30.1 135

253 uomparisonLofLandLyenomesLRevealsLSelectionYvrivenLyeneLwscapeLfromLtheLuentromericLRegionsZL
PlanteCellXL2018XLebXLcidkYciff 11.6 10

252 TheLRiceLParadoxlLMultipleLOriginsLbutLSingleLvomesticationLinLssianLRiceZLMoleculareBiologyeande
EvolutionXL2017XLefXLkhkYkik 8.3 124

251 sflatoxinYfreeLtransgenicLmaizeLusingLhostYinducedLgeneLsilencingZLScienceeAdvancesXL2017XLeXLechbdejd 14.3 60

250 wvolutionaryLanalysisLofLtheLSUtcLlocusLacrossLtheLOryzaLgenomesZLRiceXL2017XLcbXLf 5.8 10

249 sLsingleYnucleotideLpolymorphismLcausesLsmallerLgrainLsizeLandLlossLofLseedLshatteringLduringL
sfricanLriceLdomesticationZLNatureePlantsXL2017XLeXLcibhf 11.5 91

248 YoungLinversionLwithLmultipleLlinkedLQTLsLunderLselectionLinLaLhybridLzoneZLNatureeEcologyeande
EvolutionXL2017XLcXLcck 12.3 59

247 TheLasparagusLgenomeLshedsLlightLonLtheLoriginLandLevolutionLofLaLyoungLYLchromosomeZLNaturee
CommunicationsXL2017XLjXLcdik 17.4 149

(2017-2019)
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246 yeneticLvariationLforLdomesticationYrelatedLtraitsLrevealedLinLaLcultivatedLriceXLNipponbareLTOryzaL
sativaLsspZLjaponicaULˆ�LancestralLriceXLOZLnivaraXLmappingLpopulationZLMoleculareBreedingXL2017XLeiXLc 3.4 3

245 wxtensiveLgeneLtreeLdiscordanceLandLhemiplasyLshapedLtheLgenomesLofLNorthLsmericanLcolumnarL
cactiZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2017XLccfXLcdbbeYcdbbj11.5 50

244 SequencingLofLsustralianLwildLriceLgenomesLrevealsLancestralLrelationshipsLwithLdomesticatedLriceZL
PlanteBiotechnologyeJournalXL2017XLcgXLihgYiif 11.6 32

243 RiceLSNPYseekLdatabaseLupdatelLnewLSNPsXLindelsXLandLqueriesZLNucleiceAcidseResearchXL2017XLfgXLvcbigYvcbjc20.1 137

242
wxtensiveLsequenceLdivergenceLbetweenLtheLreferenceLgenomesLofLtwoLeliteLindicaLriceLvarietiesL
ZhenshanLkiLandLMinghuiLheZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStatese
ofeAmericaXL2016XLcceXLwgcheYic

11.5 141

241 vNsLtransposonLactivityLisLassociatedLwithLincreasedLmutationLratesLinLgenesLofLriceLandLotherL
grassesZLNatureeCommunicationsXL2016XLiXLcdikb 17.4 39

240 TheLuardamineLhirsutaLgenomeLoffersLinsightLintoLtheLevolutionLofLmorphologicalLdiversityZLNaturee
PlantsXL2016XLdXLchchi 11.5 56

239 TracingLancestorLriceLofLSurinameLMaroonsLbackLtoLitsLsfricanLoriginZLNatureePlantsXL2016XLdXLchcfk 11.5 18

238 tuildingLtwoLindicaLriceLreferenceLgenomesLwithLPactioLlongYreadLandL–lluminaLpairedYendL
sequencingLdataZLScientificeDataXL2016XLeXLchbbih 8.2 19

237 TheLimpactLandLoriginLofLcopyLnumberLvariationsLinLtheLOryzaLspeciesZLBMCeGenomicsXL2016XLciXLdhc 4.5 23

236
vevelopmentLandLvalidationLofLcrossYtransferableLandLpolymorphicLvNsLmarkersLforLdetectingL
alienLgenomeLintrogressionLinLOryzaLsativaLfromLOryzaLbrachyanthaZLMoleculareGeneticseande
GenomicsXL2016XLdkcXLcijeYkf

3.1 9

235 wvolutionLofLplantLgenomeLarchitectureZLGenomeeBiologyXL2016XLciXLei 18.3 213

234 vNsLmethylationLchangesLfacilitatedLevolutionLofLgenesLderivedLfromLMutatorYlikeLtransposableL
elementsZLGenomeeBiologyXL2016XLciXLkd 18.3 11

233 TheLvarkLSideLofLtheLyenomelLRevealingLtheLNativeLTransposableLwlementaRepeatLuontentLofL
wukaryoticLyenomesZLMolecularePlantXL2016XLkXLchhfYchhh 14.4 4

232 yenomeLpuzzleLmasterLTyPMUlLanLintegratedLpipelineLforLbuildingLandLeditingLpseudomoleculesL
fromLfragmentedLsequencesZLBioinformaticsXL2016XLedXLebgjYebhf 7.2 13

231 wxceptionalLreductionLofLtheLplastidLgenomeLofLsaguaroLcactusLTuarnegieaLgiganteaUlLLossLofLtheL
ndhLgeneLsuiteLandLinvertedLrepeatZLAmericaneJournaleofeBotanyXL2015XLcbdXLcccgYdi 2.7 80

230 SequencingLofLcg´ hddLgeneYbearingLtsusLclarifiesLtheLgeneYdenseLregionsLofLtheLbarleyLgenomeZL
PlanteJournalXL2015XLjfXLdchYdi 6.9 31

229 zarvestingLriceSsLdispensableLgenomeZLGenomeeBiologyXL2015XLchXLdci 18.3 1
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228 RiTwLdatabaselLaLresourceLdatabaseLforLgenusYwideLriceLgenomicsLandLevolutionaryLbiologyZLBMCe
GenomicsXL2015XLchXLgej 4.5 56

227
yenomeLandLuomparativeLTranscriptomicsLofLsfricanLWildLRiceLOryzaLlongistaminataLProvideL
–nsightsLintoLMolecularLMechanismLofLRhizomatousnessLandLSelfY–ncompatibilityZLMolecularePlantXL
2015XLjXLchjeYh

14.4 36

226 uompleteLchloroplastLandLribosomalLsequencesLforLebLaccessionsLelucidateLevolutionLofLOryzaLssL
genomeLspeciesZLScientificeReportsXL2015XLgXLcghgg 4.9 124

225 RedLcloverLTTrifoliumLpratenseLLZULdraftLgenomeLprovidesLaLplatformLforLtraitLimprovementZL
ScientificeReportsXL2015XLgXLciekf 4.9 85

224 RecurrentLsequenceLexchangeLbetweenLhomeologousLgrassLchromosomesZLPlanteJournalXL2015XLjfXLifiYgk6.9 3

223 TransposonsLplayLanLimportantLroleLinLtheLevolutionLandLdiversificationLofLcentromeresLamongL
closelyLrelatedLspeciesZLFrontierseinePlanteScienceXL2015XLhXLdch 6.2 39

222 uomparativeLtsuYbasedLphysicalLmappingLofLOryzaLsativaLsspZLindicaLvarZLkeYccLandLevaluationLofL
theLtwoLriceLreferenceLsequenceLassembliesZLPlanteJournalXL2014XLiiXLikgYjbg 6.9 14

221 visentanglingLmethodologicalLandLbiologicalLsourcesLofLgeneLtreeLdiscordanceLonLOryzaLTPoaceaeUL
chromosomeLeZLSystematiceBiologyXL2014XLheXLhfgYgk 8.4 37

220 wndogenousLflorendovirusesLareLmajorLcomponentsLofLplantLgenomesLandLhallmarksLofLvirusL
evolutionZLNatureeCommunicationsXL2014XLgXLgdhk 17.4 69

219 TheLgenomeLsequenceLofLsfricanLriceLTOryzaLglaberrimaULandLevidenceLforLindependentL
domesticationZLNatureeGeneticsXL2014XLfhXLkjdYj 36.3 259

218 ylobalLgenomicLdiversityLofLOryzaLsativaLvarietiesLrevealedLbyLcomparativeLphysicalLmappingZL
GeneticsXL2014XLckhXLkeiYfk 4 9

217 sLreferenceLgenomeLforLcommonLbeanLandLgenomeYwideLanalysisLofLdualLdomesticationsZLNaturee
GeneticsXL2014XLfhXLibiYce 36.3 772

216 xifteenLmillionLyearsLofLevolutionLinLtheLOryzaLgenusLshowsLextensiveLgeneLfamilyLexpansionZL
MolecularePlantXL2014XLiXLhfdYgh 14.4 32

215 MakingLaLlivingLwhileLstarvingLinLtheLdarklLmetagenomicLinsightsLintoLtheLenergyLdynamicsLofLaL
carbonateLcaveZLISMEeJournalXL2014XLjXLfijYkc 11.9 82

214 ProfilingLbacterialLdiversityLandLtaxonomicLcompositionLonLspeleothemLsurfacesLinL×artchnerL
uavernsXLsZZLMicrobialeEcologyXL2013XLhgXLeicYje 4.4 57

213
yingerLandLturmericLexpressedLsequenceLtagsLidentifyLsignatureLgenesLforLrhizomeLidentityLandL
developmentLandLtheLbiosynthesisLofLcurcuminoidsXLgingerolsLandLterpenoidsZLBMCePlanteBiologyXL
2013XLceXLdi

5.3 43

212 TheLWildLRelativeLofLRicelLyenomesLandLyenomicsL2013XLkYdg 67

211 TheLsmborellaLgenomeLandLtheLevolutionLofLfloweringLplantsZLScienceXL2013XLefdXLcdfcbjk 33.3 546

(2013-2015)
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210 sssemblyLandLvalidationLofLtheLgenomeLofLtheLnonmodelLbasalLangiospermLsmborellaZLScienceXL
2013XLefdXLcgchYi 33.3 79

209
TheL–nternationalLOryzaLMapLslignmentLProjectlLdevelopmentLofLaLgenusYwideLcomparativeL
genomicsLplatformLtoLhelpLsolveLtheLkLbillionYpeopleLquestionZLCurrenteOpinioneinePlanteBiologyXL
2013XLchXLcfiYgh

9.9 108

208 WholeYgenomeLsequencingLofLOryzaLbrachyanthaLrevealsLmechanismsLunderlyingLOryzaLgenomeL
evolutionZLNatureeCommunicationsXL2013XLfXLcgkg 17.4 132

207
tsuLLibraryLvevelopmentLandLuloneLuharacterizationLforLvormancyYResponsiveLvRwtfsXLvsMXLandL
xTLfromLLeafyLSpurgeLTwuphorbiaLesulaUL–dentifiesLvifferentialLSplicingLandLuonservedLPromoterL
MotifsZLWeedeScienceXL2013XLhcXLebeYebk

2 11

206 tsuYendLsequencesLanalysisLprovidesLfirstLinsightsLintoLcoffeeLTuoffeaLcanephoraLPZULgenomeL
compositionLandLevolutionZLPlanteMoleculareBiologyXL2013XLjeXLciiYjk 4.6 14

205 zighLoccurrenceLofLfunctionalLnewLchimericLgenesLinLsurveyLofLriceLchromosomeLeLshortLarmL
genomeLsequencesZLGenomeeBiologyeandeEvolutionXL2013XLgXLcbejYfj 3.9 8

204 yenomicLresourcesLforLgeneLdiscoveryXLfunctionalLgenomeLannotationXLandLevolutionaryLstudiesLofL
maizeLandLitsLcloseLrelativesZLGeneticsXL2013XLckgXLideYei 4 13

203 wvolutionLofLaLcomplexLlocusLforLterpeneLbiosynthesisLinLsolanumZLPlanteCellXL2013XLdgXLdbddYeh 11.6 103

202 yrainLQualityL2013XLdeiYdgf 7

201 TheLReferenceLyenomeLofLtheLzalophyticLPlantLwutremaLsalsugineumZLFrontierseinePlanteScienceXL
2013XLfXLfh 6.2 156

200 OilLpalmLgenomeLsequenceLrevealsLdivergenceLofLinterfertileLspeciesLinLOldLandLNewLworldsZLNature
XL2013XLgbbXLeegYk 50.4 337

199 sluminumLtoleranceLinLmaizeLisLassociatedLwithLhigherLMsTwcLgeneLcopyLnumberZLProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2013XLccbXLgdfcYh 11.5 199

198 sLphysicalXLgeneticLandLfunctionalLsequenceLassemblyLofLtheLbarleyLgenomeZLNatureXL2012XLfkcXLiccYh 50.4 1124

197 sLtsuLlibraryLofLtheLSPjbYedjbLsugarcaneLvarietyLTsaccharumLspZULandLitsLinferredLmicrosyntenyL
withLtheLsorghumLgenomeZLBMCeResearcheNotesXL2012XLgXLcjg 2.3 29

196 TheLtomatoLgenomeLsequenceLprovidesLinsightsLintoLfleshyLfruitLevolutionZLNatureXL2012XLfjgXLhegYfc 50.4 2138

195 LifeLatLtheLhyperaridLmarginlLnovelLbacterialLdiversityLinLaridLsoilsLofLtheLstacamaLvesertXLuhileZL
ExtremophilesXL2012XLchXLggeYhh 3 139

194
–ntegrationLofLtheLvraftLSequenceLandLPhysicalLMapLasLaLxrameworkLforLyenomicLResearchLinL
SoybeanLTylycineLmaxLTLZULMerrZULandLWildLSoybeanLTylycineLsojaLSiebZLandLZuccZUZLG3:eGeneste
GenomesteGeneticsXL2012XLdXLedcYk

3.2 8

193 vynamicLintraYjaponicaLsubspeciesLvariationLandLresourceLapplicationZLMolecularePlantXL2012XLgXLdcjYeb 14.4 21
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192 OrthologLallelesLatLXaeaXadhLlocusLconferLconservedLraceYspecificLresistanceLagainstLXanthomonasL
oryzaeLinLriceZLMolecularePlantXL2012XLgXLdjcYkb 14.4 35

191 uomparativeLsequenceLanalysisLofLtheLyhdiLorthologousLregionsLrevealedLmovementLofLyhdiLinL
theLgrassLgenomesZLPLoSeONEXL2012XLiXLegbdeh 3.7 9

190 LysMYtypeLmycorrhizalLreceptorLrecruitedLforLrhizobiumLsymbiosisLinLnonlegumeLParasponiaZL
ScienceXL2011XLeecXLkbkYcd 33.3 213

189 sLphysicalLmapLforLtheLsmborellaLtrichopodaLgenomeLshedsLlightLonLtheLevolutionLofLangiospermL
genomeLstructureZLGenomeeBiologyXL2011XLcdXLRfj 18.3 24

188 TheLgenomeLofLTheobromaLcacaoZLNatureeGeneticsXL2011XLfeXLcbcYj 36.3 502

187 MolecularLandLuytologicalLuharacterizationLofLuentromericLRetrotransposonsLinLaLWildLRelativeLofL
RiceXLOryzaLgranulataZLTropicalePlanteBiologyXL2011XLfXLdciYddi 1.6 1

186 yeneYbasedLSSRLmarkersLforLcommonLbeanLTPhaseolusLvulgarisLLZULderivedLfromLrootLandLleafLtissueL
wSTslLanLintegrationLofLtheLtMcLseriesZLBMCePlanteBiologyXL2011XLccXLgb 5.3 66

185 sdvancingLwucalyptusLgenomicslLidentificationLandLsequencingLofLligninLbiosynthesisLgenesLfromL
deepYcoverageLtsuLlibrariesZLBMCeGenomicsXL2011XLcdXLcei 4.5 37

184 wxceptionalLlabilityLofLaLgenomicLcomplexLinLriceLandLitsLcloseLrelativesLrevealedLbyLinterspecificLandL
intraspecificLcomparisonLandLpopulationLanalysisZLBMCeGenomicsXL2011XLcdXLcfd 4.5 13

183 LongYrangeLandLtargetedLectopicLrecombinationLbetweenLtheLtwoLhomeologousLchromosomesLccL
andLcdLinLOryzaLspeciesZLMoleculareBiologyeandeEvolutionXL2011XLdjXLecekYgb 8.3 20

182 TheLckLgenomesLofLvrosophilalLaLtsuLlibraryLresourceLforLgenusYwideLandLgenomeYscaleL
comparativeLevolutionaryLresearchZLGeneticsXL2011XLcjiXLcbdeYeb 4 18

181 uonservationLandLpurifyingLselectionLofLtranscribedLgenesLlocatedLinLaLriceLcentromereZLPlanteCellXL
2011XLdeXLdjdcYeb 11.6 19

180
uonstructionXLcharacterizationXLandLpreliminaryLtsuYendLsequenceLanalysisLofLaLbacterialLartificialL
chromosomeLlibraryLofLtheLteaLplantLTuamelliaLsinensisUZLJournaleofeBiomedicineeandeBiotechnologyXL
2011XLdbccXLfihide

9

179 yenomeLsequenceLofLtheLpalaeopolyploidLsoybeanZLNatureXL2010XLfheXLcijYje 50.4 2997

178 SpatioYtemporalLpatternsLofLgenomeLevolutionLinLallotetraploidLspeciesLofLtheLgenusLOryzaZLPlante
JournalXL2010XLheXLfebYfd 6.9 43

177 RiceLstructuralLvariationlLaLcomparativeLanalysisLofLstructuralLvariationLbetweenLriceLandLthreeLofLitsL
closestLrelativesLinLtheLgenusLOryzaZLPlanteJournalXL2010XLheXLkkbYcbbe 6.9 38

176
OrthologousLcomparisonsLofLtheLzdcLregionLacrossLgeneraLrevealLzdcLgeneLlabilityLwithinLdiploidL
OryzaLspeciesLandLdisruptionsLtoLmicrosyntenyLinLSorghumZLMoleculareBiologyeandeEvolutionXL2010XL
diXLdfjiYgbh

8.3 28

175 wxtensiveLgeneLconversionLdrivesLtheLconcertedLevolutionLofLparalogousLcopiesLofLtheLSRYLgeneLinL
wuropeanLrabbitsZLMoleculareBiologyeandeEvolutionXL2010XLdiXLdfeiYfb 8.3 23

(2010-2012)
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174 TheLOryzaLtsuLresourcelLaLgenusYwideLandLgenomeLscaleLtoolLforLexploringLriceLgenomeLevolutionL
andLleveragingLusefulLgeneticLdiversityLfromLwildLrelativesZLBreedingeScienceXL2010XLhbXLgehYgfe 2 26

173 snLintegratedLphysicalXLgeneticLandLcytogeneticLmapLofLtrachypodiumLdistachyonXLaLmodelLsystemL
forLgrassLresearchZLPLoSeONEXL2010XLgXLecefhc 3.7 41

172 PhylogenomicLsnalysisLofLtsuYendLSequenceLLibrariesLinLOryzaLTPoaceaeUZLSystematiceBotanyXL2010XL
egXLgcdYgde 0.7 6

171 yenomicLstructureLandLevolutionLofLtheLPidakLlocusLinLwildLriceLspeciesZLTheoreticaleandeAppliede
GeneticsXL2010XLcdcXLdkgYebk 6 23

170 sustralianLOryzalLUtilityLandLuonservationZLRiceXL2010XLeXLdegYdfc 5.8 48

169 sssessingLtheLwxtentLofLSubstitutionLRateLVariationLofLRetrotransposonLLongLTerminalLRepeatL
SequencesLinLOryzaLsativaLandLOryzaLglaberrimaZLRiceXL2010XLeXLdfdYdgb 5.8 4

168 TheLxutureLofLRiceLyenomicslLSequencingLtheLuollectiveLOryzaLyenomeZLRiceXL2010XLeXLjkYki 5.8 15

167 vynamicLOryzaLyenomeslLRepetitiveLvNsLSequencesLasLyenomeLModelingLsgentsZLRiceXL2010XLeXLdgcYdhk5.8 12

166 sLdraftLphysicalLmapLofLaLvYgenomeLcottonLspeciesLTyossypiumLraimondiiUZLBMCeGenomicsXL2010XLccXLekg4.5 45

165 TheLphysicalLandLgeneticLframeworkLofLtheLmaizeLtieLgenomeZLPLoSeGeneticsXL2009XLgXLecbbbicg 6 83

164 vetailedLanalysisLofLaLcontiguousLddYMbLregionLofLtheLmaizeLgenomeZLPLoSeGeneticsXL2009XLgXLecbbbidj 6 34

163
zamiltonellaLdefensaXLgenomeLevolutionLofLprotectiveLbacterialLendosymbiontLfromLpathogenicL
ancestorsZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2009XL
cbhXLkbheYj

11.5 187

162 uomparativeLsequenceLanalysisLofLMONOuULMcYorthologousLregionsLinLcfLOryzaLgenomesZL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2009XLcbhXLdbicYh 11.5 94

161 SpeciesLtreesLfromLhighlyLincongruentLgeneLtreesLinLriceZLSystematiceBiologyXL2009XLgjXLfjkYgbb 8.4 79

160 veLNovoLNextLyenerationLSequencingLofLPlantLyenomesZLRiceXL2009XLdXLegYfe 5.8 50

159 sLlineageYspecificLcentromereLretrotransposonLinLOryzaLbrachyanthaZLPlanteJournalXL2009XLhbXLjdbYec 6.9 34

158 zumanLgutLmicrobiotaLinLobesityLandLafterLgastricLbypassZLProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaXL2009XLcbhXLdehgYib 11.5 1370

157 uomparativeLsequenceLanalysisLofLtheLSsLTLOVwRLYLSwNS–T–VwcLorthologousLregionLinL
ThellungiellaLhalophilaLandLsrabidopsisLthalianaZLGenomicsXL2009XLkfXLckhYdbe 4.3 15
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156 TheLtieLmaizeLgenomelLcomplexityXLdiversityXLandLdynamicsZLScienceXL2009XLedhXLcccdYg 33.3 2949

155 sLsingleLmoleculeLscaffoldLforLtheLmaizeLgenomeZLPLoSeGeneticsXL2009XLgXLecbbbicc 6 110

154 vynamicLevolutionLofLoryzaLgenomesLisLrevealedLbyLcomparativeLgenomicLanalysisLofLaLgenusYwideL
verticalLdataLsetZLPlanteCellXL2008XLdbXLeckcYdbk 11.6 104

153 MethylationYsensitiveLlinkingLlibrariesLenhanceLgeneYenrichedLsequencingLofLcomplexLgenomesLandL
mapLvNsLmethylationLdomainsZLBMCeGenomicsXL2008XLkXLhdc 4.5 8

152 sLfruitfulLoutcomeLtoLtheLpapayaLgenomeLprojectZLGenomeeBiologyXL2008XLkXLddi 18.3 7

151 TheLsmborellaLgenomelLanLevolutionaryLreferenceLforLplantLbiologyZLGenomeeBiologyXL2008XLkXLfbd 18.3 52

150 uonstructionXLalignmentLandLanalysisLofLtwelveLframeworkLphysicalLmapsLthatLrepresentLtheLtenL
genomeLtypesLofLtheLgenusLOryzaZLGenomeeBiologyXL2008XLkXLRfg 18.3 72

149 MicrosatelliteLdiscoveryLfromLtsuLendLsequencesLandLgeneticLmappingLtoLanchorLtheLsoybeanL
physicalLandLgeneticLmapsZLGenomeXL2008XLgcXLdkfYebd 2.4 48

148
viploidapolyploidLsyntenicLshuttleLmappingLandLhaplotypeYspecificLchromosomeLwalkingLtowardLaL
rustLresistanceLgeneLTtrucULinLhighlyLpolyploidLsugarcaneLTdnLapproximatelyLcdxLapproximatelyL
ccgUZLGeneticsXL2008XLcjbXLhfkYhb

4 88

147 sLphylogeneticLanalysisLofLindelLdynamicsLinLtheLcottonLgenusZLMoleculareBiologyeandeEvolutionXL
2008XLdgXLcfcgYdj 8.3 36

146 TheLsubtelomereLofLOryzaLsativaLchromosomeLeLshortLarmLasLaLhotLbedLofLnewLgeneLoriginationLinL
riceZLMolecularePlantXL2008XLcXLjekYgb 14.4 31

145 sLversatileLtransposonYbasedLactivationLtagLvectorLsystemLforLfunctionalLgenomicsLinLcerealsLandL
otherLmonocotLplantsZLPlantePhysiologyXL2008XLcfhXLcjkYkk 6.6 52

144 uonstructionLofLanLsmaranthusLhypochondriacusLtacterialLsrtificialLuhromosomeLLibraryLandL
yenomicLSequencingLofLzerbicideLTargetLyenesZLCropeScienceXL2008XLfjXLSYjg 2.4 20

143 wvidenceLofLmultipleLhorizontalLtransfersLofLtheLlongLterminalLrepeatLretrotransposonLR–RwcLwithinL
theLgenusLOryzaZLPlanteJournalXL2008XLgeXLkgbYk 6.9 60

142 RapidLandLvifferentialLProliferationLofLtheLTyeYyypsyLLTRLRetrotransposonLstlantysLinLtheLyenusL
OryzaZLRiceXL2008XLcXLjgYkk 5.8 7

141 TheLPromoterLSignaturesLinLRiceLLwsLyenesLuanLteLUsedLtoLtuildLaLuoYexpressingLLwsLyeneL
NetworkZLRiceXL2008XLcXLciiYcji 5.8 13

140 tsuYendLSequenceLsnalysisLandLaLvraftLPhysicalLMapLofLtheLuommonLteanLTPhaseolusLvulgarisLLZUL
yenomeZLTropicalePlanteBiologyXL2008XLcXLfbYfj 1.6 49

139 TheLRiceLsnnotationLProjectLvatabaseLTRsPYvtUlLdbbjLupdateZLNucleiceAcidseResearchXL2008XLehXLvcbdjYee20.1 262

(2008-2009)
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138 uhangesLinLregulationLofLaLtranscriptionLfactorLleadLtoLautogamyLinLcultivatedLtomatoesZLScienceXL
2007XLecjXLhfeYg 33.3 109

137 wvolutionLofLgenesLandLgenomesLonLtheLvrosophilaLphylogenyZLNatureXL2007XLfgbXLdbeYcj 50.4 1586

136 MicrocolinearityLandLgenomeLevolutionLinLtheLsdhsLregionLofLdiploidLandLpolyploidLcottonL
TyossypiumUZLPlanteJournalXL2007XLgbXLkkgYcbbh 6.9 67

135 wvolutionaryLdynamicsLofLanLancientLretrotransposonLfamilyLprovidesLinsightsLintoLevolutionLofL
genomeLsizeLinLtheLgenusLOryzaZLPlanteJournalXL2007XLgdXLefdYgc 6.9 85

134 TransposableLelementLdistributionXLabundanceLandLroleLinLgenomeLsizeLvariationLinLtheLgenusL
OryzaZLBMCeEvolutionaryeBiologyXL2007XLiXLcgd 3 84

133 PlantLcentromereLorganizationlLaLdynamicLstructureLwithLconservedLfunctionsZLTrendseineGeneticsXL
2007XLdeXLcefYk 8.5 118

132
vevelopmentLofLaLtsuLlibraryLforLyellowYpoplarLTLiriodendronLtulipiferaULandLtheLidentificationLofL
genesLassociatedLwithLflowerLdevelopmentLandLligninLbiosynthesisZLTreeeGeneticseandeGenomesXL
2007XLeXLdcgYddg

2.1 24

131 TheLbarleyLwRxYtypeLtranscriptionLfactorLzvRsxLconfersLenhancedLpathogenLresistanceLandLsaltL
toleranceLinLsrabidopsisZLPlantaXL2007XLddgXLgigYjj 4.7 105

130 RLYSsywLandLmicroarrayLanalysisLofLtheLriceLtranscriptomeLafterLRhizoctoniaLsolaniLinfectionZL
MoleculareGeneticseandeGenomicsXL2007XLdijXLfdcYec 3.1 43

129 wvolutionaryLhistoryLandLpositionalLshiftLofLaLriceLcentromereZLGeneticsXL2007XLciiXLcdciYdb 4 28

128 PhysicalLandLgeneticLstructureLofLtheLmaizeLgenomeLreflectsLitsLcomplexLevolutionaryLhistoryZLPLoSe
GeneticsXL2007XLeXLecde 6 234

127 uomparativeLphysicalLmappingLbetweenLOryzaLsativaLTssLgenomeLtypeULandLOZLpunctataLTttL
genomeLtypeUZLGeneticsXL2007XLcihXLeikYkb 4 42

126 uuratedLgenomeLannotationLofLOryzaLsativaLsspZLjaponicaLandLcomparativeLgenomeLanalysisLwithL
srabidopsisLthalianaZLGenomeeResearchXL2007XLciXLcigYje 9.7 200

125 MagnaportheLgriseaLinfectionLtriggersLRNsLvariationLandLantisenseLtranscriptLexpressionLinLriceZL
PlantePhysiologyXL2007XLcffXLgdfYee 6.6 25

124 wfficacyLofLcloneLfingerprintingLmethodologiesZLGenomicsXL2007XLjkXLchbYg 4.3 20

123 RiceLyenomeLSequencelLTheLxoundationLforLUnderstandingLtheLyeneticLSystemsL2007XLgYdb 2

122 TheLOryzaLMapLslignmentLProjectLTOMsPUlLsLNewLResourceLforLuomparativeLyenomeLStudiesL
withinLOryzaL2007XLekgYfbk 8

121 uonstructionLofLaLnurseLsharkLTyinglymostomaLcirratumULbacterialLartificialLchromosomeLTtsuUL
libraryLandLaLpreliminaryLgenomeLsurveyZLBMCeGenomicsXL2006XLiXLcbh 4.5 24

RoduAuWing
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120 –ntegrationLofLhybridizationYbasedLmarkersLTovergosULintoLphysicalLmapsLforLcomparativeLandL
evolutionaryLexplorationsLinLtheLgenusLOryzaLandLinLSorghumZLBMCeGenomicsXL2006XLiXLckk 4.5 11

119 veepLandLcomparativeLanalysisLofLtheLmyceliumLandLappressoriumLtranscriptomesLofLMagnaportheL
griseaLusingLMPSSXLRLYSsywXLandLoligoarrayLmethodsZLBMCeGenomicsXL2006XLiXLecb 4.5 54

118 yenomicLandLgeneticLcharacterizationLofLriceLueneLrevealsLextensiveLtranscriptionLandLevolutionaryL
implicationsLofLaLcomplexLcentromereZLPlanteCellXL2006XLcjXLdcdeYee 11.6 82

117 sLglobalLassemblyLofLcottonLwSTsZLGenomeeResearchXL2006XLchXLffcYgb 9.7 126

116 UnevenLchromosomeLcontractionLandLexpansionLinLtheLmaizeLgenomeZLGenomeeResearchXL2006XLchXLcdfcYgc9.7 95

115 voublingLgenomeLsizeLwithoutLpolyploidizationlLdynamicsLofLretrotranspositionYdrivenLgenomicL
expansionsLinLOryzaLaustraliensisXLaLwildLrelativeLofLriceZLGenomeeResearchXL2006XLchXLcdhdYk 9.7 430

114 vifferentialLlineageYspecificLamplificationLofLtransposableLelementsLisLresponsibleLforLgenomeLsizeL
variationLinLyossypiumZLGenomeeResearchXL2006XLchXLcdgdYhc 9.7 316

113 UtilizationLofLaLzebraLfinchLtsuLlibraryLtoLdetermineLtheLstructureLofLanLavianLandrogenLreceptorL
genomicLregionZLGenomicsXL2006XLjiXLcjcYkb 4.3 23

112 TwoLhighlyLrepresentativeLriceLtsuLlibrariesLofLjaponicaLcvLTainungLhiLsuitableLforLriceLstructuralL
andLfunctionalLgenomicLresearchZLPlanteScienceXL2006XLcibXLjjkYjkh 5.3

111 sLbacterialLartificialLchromosomeLlibraryLforLtiomphalariaLglabrataXLintermediateLsnailLhostLofL
SchistosomaLmansoniZLMemoriaseDoeInstitutoeOswaldoeCruzXL2006XLcbcLSupplLcXLchiYii 2.6 32

110 SingleLNucleotideLPolymorphismsLandL–nsertionâ��veletionsLforLyeneticLMarkersLandLsnchoringLtheL
MaizeLxingerprintLuontigLPhysicalLMapZLCropeScienceXL2006XLfhXLcdYdc 2.4 47

109 MyOSlLsLresourceLforLstudyingLMagnaportheLgriseaLandLOryzaLsativaLinteractionsZLMoleculare
PlantuMicrobeeInteractionsXL2006XLckXLcbggYhc 3.6 24

108 NewLresourcesLforLmarineLgenomicslLbacterialLartificialLchromosomeLlibrariesLforLtheLwasternLandL
PacificLoystersLTurassostreaLvirginicaLandLuZLgigasUZLMarineeBiotechnologyXL2006XLjXLgdcYee 3.4 47

107
TheLOryzaLbacterialLartificialLchromosomeLlibraryLresourcelLconstructionLandLanalysisLofLcdL
deepYcoverageLlargeYinsertLtsuLlibrariesLthatLrepresentLtheLcbLgenomeLtypesLofLtheLgenusLOryzaZL
GenomeeResearchXL2006XLchXLcfbYi

9.7 177

106 wfficientLinsertionalLmutagenesisLinLriceLusingLtheLmaizeLwnaSpmLelementsZLPlanteJournalXL2005XLffXLjikYkd6.9 87

105 TheLmapYbasedLsequenceLofLtheLriceLgenomeZLNatureXL2005XLfehXLikeYjbb 50.4 2923

104 uonstructionLofLaLbacterialLartificialLchromosomeLlibraryLfromLtheLspikemossLSelaginellaL
moellendorffiilLaLnewLresourceLforLplantLcomparativeLgenomicsZLBMCePlanteBiologyXL2005XLgXLcb 5.3 51

103
RandomLshearedLfosmidLlibraryLasLaLnewLgenomicLtoolLtoLaccelerateLcompleteLfinishingLofLriceL
TOryzaLsativaLsppZLNipponbareULgenomeLsequencelLsequencingLofLgapYspecificLfosmidLclonesL
uncoversLnewLeuchromaticLportionsLofLtheLgenomeZLTheoreticaleandeAppliedeGeneticsXL2005XLcccXLcgkhYhbi

6 29

(2005-2006)
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102 uandidateLgeneLdatabaseLandLtranscriptLmapLforLpeachXLaLmodelLspeciesLforLfruitLtreesZLTheoreticale
andeAppliedeGeneticsXL2005XLccbXLcfckYdj 6 68

101 TowardLclosingLriceLtelomereLgapslLmappingLandLsequenceLcharacterizationLofLriceLsubtelomereL
regionsZLTheoreticaleandeAppliedeGeneticsXL2005XLcccXLfhiYij 6 20

100 –nYdepthLsequenceLanalysisLofLtheLtomatoLchromosomeLcdLcentromericLregionlLidentificationLofLaL
largeLussLblockLandLcharacterizationLofLpericentromereLretrotranposonsZLChromosomaXL2005XLccfXLcbeYci2.8 48

99 TheLoryzaLmapLalignmentLprojectlLtheLgoldenLpathLtoLunlockingLtheLgeneticLpotentialLofLwildLriceL
speciesZLPlanteMoleculareBiologyXL2005XLgkXLgeYhd 4.6 130

98 TheLsequenceLofLriceLchromosomesLccLandLcdXLrichLinLdiseaseLresistanceLgenesLandLrecentLgeneL
duplicationsZLBMCeBiologyXL2005XLeXLdb 7.3 139

97 SequenceXLannotationXLandLanalysisLofLsyntenyLbetweenLriceLchromosomeLeLandLdivergedLgrassL
speciesZLGenomeeResearchXL2005XLcgXLcdjfYkc 9.7 66

96 StructureLandLarchitectureLofLtheLmaizeLgenomeZLPlantePhysiologyXL2005XLcekXLchcdYdf 6.6 130

95 LargeYscaleLidentificationLofLexpressedLsequenceLtagsLinvolvedLinLriceLandLriceLblastLfungusL
interactionZLPlantePhysiologyXL2005XLcejXLcbgYcg 6.6 91

94
SorghumLexpressedLsequenceLtagsLidentifyLsignatureLgenesLforLdroughtXLpathogenesisXLandL
skotomorphogenesisLfromLaLmilestoneLsetLofLchXjbcLuniqueLtranscriptsZLPlantePhysiologyXL2005XL
cekXLjhkYjf

6.6 61

93
uomparativeLphysicalLmappingLlinksLconservationLofLmicrosyntenyLtoLchromosomeLstructureLandL
recombinationLinLgrassesZLProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaXL2005XLcbdXLcedbhYcc

11.5 129

92 WholeYgenomeLvalidationLofLhighYinformationYcontentLfingerprintingZLPlantePhysiologyXL2005XLcekXLdiYej6.6 81

91 uomparativeLpopulationLgeneticsLofLtheLpanicoidLgrasseslLsequenceLpolymorphismXLlinkageL
disequilibriumLandLselectionLinLaLdiverseLsampleLofLsorghumLbicolorZLGeneticsXL2004XLchiXLficYje 4 97

90 sLeefiYlocusLgeneticLrecombinationLmapLofLsequenceYtaggedLsitesLrevealsLfeaturesLofLgenomeL
organizationXLtransmissionLandLevolutionLofLcottonLTyossypiumUZLGeneticsXL2004XLchhXLejkYfci 4 305

89 –ncongruentLpatternsLofLlocalLandLglobalLgenomeLsizeLevolutionLinLcottonZLGenomeeResearchXL2004XL
cfXLcfifYjd 9.7 71

88 StructuralLfeaturesLofLtheLriceLchromosomeLfLcentromereZLNucleiceAcidseResearchXL2004XLedXLdbdeYeb 20.1 86

87 sLnewLresourceLforLcerealLgenomicslLdd×LbarleyLyeneuhipLcomesLofLageZLPlantePhysiologyXL2004XL
cefXLkhbYj 6.6 266

86 TheLsshbyaLgossypiiLgenomeLasLaLtoolLforLmappingLtheLancientLSaccharomycesLcerevisiaeLgenomeZL
ScienceXL2004XLebfXLebfYi 33.3 558

85 snchoringLkXeicLmaizeLexpressedLsequenceLtaggedLunigenesLtoLtheLbacterialLartificialLchromosomeL
contigLmapLbyLtwoYdimensionalLovergoLhybridizationZLPlantePhysiologyXL2004XLcefXLceciYdh 6.6 88

RoduAuWing
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84 SequenceLanalysisLofLtheLlongLarmLofLriceLchromosomeLccLforLriceYwheatLsyntenyZLFunctionaleande
IntegrativeeGenomicsXL2004XLfXLcbdYci 3.8 40

83 xunctionalLgenomicsLofLcellLelongationLinLdevelopingLcottonLfibersZLPlanteMoleculareBiologyXL2004XL
gfXLkccYdk 4.6 216

82 tacterialLartificialLchromosomeLTtsuULlibraryLresourceLforLpositionalLcloningLofLpestLandLdiseaseL
resistanceLgenesLinLcassavaLTManihotLesculentaLurantzUZLPlanteMoleculareBiologyXL2004XLghXLgggYhc 4.6 19

81 LocalizationLofLjointlessYdLgeneLinLtheLcentromericLregionLofLtomatoLchromosomeLcdLbasedLonLhighL
resolutionLgeneticLandLphysicalLmappingZLTheoreticaleandeAppliedeGeneticsXL2004XLcbjXLckbYh 6 57

80 SequenceLcompositionLandLgenomeLorganizationLofLmaizeZLProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaXL2004XLcbcXLcfefkYgf 11.5 247

79 tsuLendLsequencesLandLaLphysicalLmapLrevealLtransposableLelementLcontentLandLclusteringL
patternsLinLtheLgenomeLofLMagnaportheLgriseaZLFungaleGeneticseandeBiologyXL2004XLfcXLhgiYhh 3.9 24

78 WholeLyenomeLSequencinglLMethodologyLandLProgressLinLuerealsL2004XLejgYfde

77 yeneticLuonservationLofLyenomicLResourcesL2004XLcYg 1

76 uonstructionLandLutilityLofLcbYkbLlibrariesLforLefficientLcloneYgapLclosureLforLriceLgenomeL
sequencingZLTheoreticaleandeAppliedeGeneticsXL2003XLcbiXLhgdYhb 6 16

75 RateLvariationLamongLnuclearLgenesLandLtheLageLofLpolyploidyLinLyossypiumZLMoleculareBiologyeande
EvolutionXL2003XLdbXLheeYfe 8.3 246

74 uomparisonLofLpeachLandLsrabidopsisLgenomicLsequenceslLfragmentaryLconservationLofLgeneL
neighborhoodsZLGenomeXL2003XLfhXLdhjYih 2.4 28

73 –nYdepthLviewLofLstructureXLactivityXLandLevolutionLofLriceLchromosomeLcbZLScienceXL2003XLebbXLcghhYk 33.3 234

72 snLimprovedLmethodLforLplantLtsuLlibraryLconstructionZLMethodseineMoleculareBiologyXL2003XLdehXLeYdb 1.4 89

71 MappingLSequenceLtoLRiceLxPuL2003XLgkYik 2

70 uonstructionLofLtsuLlibrariesLfromLtwoLapomicticLgrassesLtoLstudyLtheLmicrocolinearityLofLtheirL
aposporyYspecificLgenomicLregionsZLTheoreticaleandeAppliedeGeneticsXL2002XLcbfXLjbfYjcd 6 37

69
ResolutionLofLfluorescenceLinYsituLhybridizationLmappingLonLriceLmitoticLprometaphaseL
chromosomesXLmeioticLpachyteneLchromosomesLandLextendedLvNsLfibersZLChromosomeeResearchXL
2002XLcbXLeikYji

4.4 77

68 sLfineLphysicalLmapLofLtheLriceLchromosomeLfZLGenomeeResearchXL2002XLcdXLjciYde 9.7 58

67 MagnaporthevtlLaLfederatedLsolutionLforLintegratingLphysicalLandLgeneticLmapLdataLwithLtsuLendL
derivedLsequencesLforLtheLriceLblastLfungusLMagnaportheLgriseaZLNucleiceAcidseResearchXL2002XLebXLcdcYf 20.1 34

(2002-2004)
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66 yeneticXLphysicalXLandLinformaticsLresourcesLforLmaizeZLOnLtheLroadLtoLanLintegratedLmapZLPlante
PhysiologyXL2002XLcebXLcgkjYhbg 6.6 100

65 yenomeLdynamicsLandLevolutionLofLtheLMlaLTpowderyLmildewULresistanceLlocusLinLbarleyZLPlanteCellXL
2002XLcfXLckbeYci 11.6 201

64 sccessLtoLtheLMaizeLyenomelLsnL–ntegratedLPhysicalLandLyeneticLMapZLPlantePhysiologyXL2002XLcdjXLkYcd 6.6 90

63 snLintegratedLphysicalLandLgeneticLmapLofLtheLriceLgenomeZLPlanteCellXL2002XLcfXLgeiYfg 11.6 374

62 sLdraftLsequenceLofLtheLriceLgenomeLTOryzaLsativaLLZLsspZLjaponicaUZLScienceXL2002XLdkhXLkdYcbb 33.3 2591

61 PulsedYfieldLgelLelectrophoresisLforLlongYrangeLrestrictionLmappingZLCurrenteProtocolseineHumane
GeneticsXL2002XLuhapterLgXLUnitgZc 3.2 1

60 sccessLtoLtheLmaizeLgenomelLanLintegratedLphysicalLandLgeneticLmapZLPlantePhysiologyXL2002XLcdjXLkYcd 6.6 48

59 vashenglLaLrecentlyLamplifiedLnonautonomousLlongLterminalLrepeatLelementLthatLisLaLmajorL
componentLofLpericentromericLregionsLinLriceZLGeneticsXL2002XLchcXLcdkeYebg 4 62

58 sLframeworkLforLsequencingLtheLriceLgenomeZLNovartiseFoundationeSymposiumXL2001XLdehXLceYdfmL
discussionLdfYi 1

57 wvaluationLofLgeneticLvariationLinLtheLdaylilyLTzemerocallisLsppZULusingLsxLPLmarkersZLTheoreticale
andeAppliedeGeneticsXL2001XLcbdXLfjkYfkh 6 44

56
vevelopmentLofLgenomicLresourcesLforLcottonLTyossypiumLhirsutumLLZUlLtsuLlibraryLconstructionXL
preliminaryLSTuLanalysisXLandLidentificationLofLclonesLassociatedLwithLfiberLdevelopmentZLMoleculare
BreedingXL2001XLjXLdggYdhc

3.4 40

55 SequenceLandLanalysisLofLtheLtomatoL O–NTLwSSLlocusZLPlantePhysiologyXL2001XLcdhXLceecYfb 6.6 36

54 uonstructionLofLaLcZdYMbLcontigLincludingLtheLcitrusLtristezaLvirusLresistanceLgeneLlocusLusingLaL
bacterialLartificialLchromosomeLlibraryLofLPoncirusLtrifoliataLTLZULRafZZLGenomeXL2001XLffXLejdYeke 2.4 35

53 TowardLintegrationLofLcomparativeLgeneticXLphysicalXLdiversityXLandLcytomolecularLmapsLforLgrassesL
andLgrainsXLusingLtheLsorghumLgenomeLasLaLfoundationZLPlantePhysiologyXL2001XLcdgXLcedgYfc 6.6 77

52 sLmarkerYdenseLphysicalLmapLofLtheLtradyrhizobiumLjaponicumLgenomeZLGenomeeResearchXL2001XL
ccXLcfefYfb 9.7 10

51 TowardLaLcytologicalLcharacterizationLofLtheLriceLgenomeZLGenomeeResearchXL2001XLccXLdceeYfc 9.7 151

50
MelonLbacterialLartificialLchromosomeLTtsuULlibraryLconstructionLusingLimprovedLmethodsLandL
identificationLofLclonesLlinkedLtoLtheLlocusLconferringLresistanceLtoLmelonLxusariumLwiltLTxomYdUZL
GenomeXL2001XLffXLcgfYchd

2.4 83

49 uompleteLnucleotideLsequenceLandLorganizationLofLtheLatrazineLcatabolicLplasmidLpsvPYcLfromL
PseudomonasLspZLstrainLsvPZLJournaleofeBacteriologyXL2001XLcjeXLghjfYki 3.5 303

RoduAuWing
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48
MelonLbacterialLartificialLchromosomeLTtsuULlibraryLconstructionLusingLimprovedLmethodsLandL
identificationLofLclonesLlinkedLtoLtheLlocusLconferringLresistanceLtoLmelonLxusariumLwiltLTxomYdUZL
GenomeXL2001XLffXLcgfYchd

2.4 66

47 uonstructionLofLaLcZdYMbLcontigLincludingLtheLcitrusLtristezaLvirusLresistanceLgeneLlocusLusingLaL
bacterialLartificialLchromosomeLlibraryLofLPoncirusLtrifoliataLTLZULRafZZLGenomeXL2001XLffXLejdYeke 2.4 26

46
zighYresolutionLpachyteneLchromosomeLmappingLofLbacterialLartificialLchromosomesLanchoredLbyL
geneticLmarkersLrevealsLtheLcentromereLlocationLandLtheLdistributionLofLgeneticLrecombinationL
alongLchromosomeLcbLofLriceZLGeneticsXL2001XLcgiXLcifkYgi

4 126

45  O–NTLwSSLisLaLMsvSYboxLgeneLcontrollingLtomatoLflowerLabscissionLzoneLdevelopmentZLNatureXL
2000XLfbhXLkcbYe 50.4 253

44 yeneticLmappingLofLjointlessYdLtoLtomatoLchromosomeLcdLusingLRxLPLandLRsPvLmarkersZL
TheoreticaleandeAppliedeGeneticsXL2000XLcbbXLccjeYccjk 6 19

43 sLbacterialLartificialLchromosomeLlibraryLforLbarleyLTzordeumLvulgareLLZULandLtheLidentificationLofL
clonesLcontainingLputativeLresistanceLgenesZLTheoreticaleandeAppliedeGeneticsXL2000XLcbcXLcbkeYcbkk 6 177

42 sLnewLapproachLforLtheLidentificationLandLcloningLofLgeneslLtheLptsuwichLsystemLusingLurealoxL
siteYspecificLrecombinationZLNucleiceAcidseResearchXL2000XLdjXLwck 20.1 27

41 RiceLtransposableLelementslLaLsurveyLofLieXbbbLsequenceYtaggedYconnectorsZLGenomeeResearchXL
2000XLcbXLkjdYkb 9.7 152

40 TheLuonstructionLofLtacterialLsrtificialLuhromosomeLTtsuULLibrariesL2000XLcYdj 5

39 PhysicalLmapLandLgeneLsurveyLofLtheLOchrobactrumLanthropiLgenomeLusingLbacterialLartificialL
chromosomeLcontigsZLMicrobialemeComparativeeGenomicsXL1999XLfXLdbeYci 6

38 sLbacterialLartificialLchromosomeLlibraryLforLsoybeanLP–LfeihgfLandLidentificationLofLclonesL
associatedLwithLcystLnematodeLresistanceZLPlanteMoleculareBiologyXL1999XLfcXLdgYed 4.6 57

37 sLbacterialLartificialLchromosomeLlibraryLforLsugarcaneZLTheoreticaleandeAppliedeGeneticsXL1999XLkkXLfckYdf6 90

36
TheLMlaLTpowderyLmildewULresistanceLclusterLisLassociatedLwithLthreeLNtSYLRRLgeneLfamiliesLandL
suppressedLrecombinationLwithinLaLdfbYkbLvNsLintervalLonLchromosomeLgSLTczSULofLbarleyZL
GeneticsXL1999XLcgeXLckdkYfj

4 196

35 yeneLexpressionLinducedLbyLphysicalLimpedanceLinLmaizeLrootsZLPlanteMoleculareBiologyXL1998XLeiXLkdcYeb4.6 11

34 uloningLandLcharacterizationLofLaLcentromereYspecificLrepetitiveLvNsLelementLfromLSorghumL
bicolorZLTheoreticaleandeAppliedeGeneticsXL1998XLkhXLjedYjek 6 53

33 triefLcommunicationZLTetraploidLnatureLofLSorghumLbicolorLTLZULMoenchZLJournaleofeHeredityXL1998XL
jkXLcjjYckb 2.4 33

32 PhysicalLmappingLofLtheLligulelessLlinkageLgroupLinLSorghumLbicolorLusingLriceLRxLPYselectedL
sorghumLtsusZLGeneticsXL1998XLcfjXLckjeYkd 4 44

31 MicrocolinearityLinLshdYhomologousLregionsLofLtheLmaizeXLriceXLandLsorghumLgenomesZLProceedingse
ofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1997XLkfXLefecYg 11.5 206

(1997-2001)
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30 x–SzLofLaLmaizeLshdYselectedLsorghumLtsuLtoLchromosomesLofLSorghumLbicolorZLGenomeXL1997XLfbXLfigYj2.4 29

29
sLlargeYinsertLTcebLkbpULbacterialLartificialLchromosomeLlibraryLofLtheLriceLblastLfungusL
MagnaportheLgrisealLgenomeLanalysisXLcontigLassemblyXLandLgeneLcloningZLFungaleGeneticseande
BiologyXL1997XLdcXLeeiYfi

3.9 49

28 sLrapidLprocedureLforLtheLisolationLofLubtYcLvNsLfromLplantsZLGenomeXL1997XLfbXLcejYfd 2.4 188

27 PhysicalLmappingLofLtheLriceLgenomeLwithLtsusL1997XLegXLccgYcdi 51

26 PhysicalLmappingLofLtheLriceLgenomeLwithLtsusL1997XLccgYcdi 1

25 sLconservedLrepetitiveLvNsLelementLlocatedLinLtheLcentromeresLofLcerealLchromosomesZL
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1996XLkeXLcfdcbYe 11.5 172

24 yeneLidentificationLinLaLcomplexLchromosomalLcontinuumLbyLlocalLgenomicLcrossYreferencingZLPlante
JournalXL1996XLcbXLccheYj 6.9 57

23 uomparativeLgeneLexpressionLinLsexualLandLapomicticLovariesLofLPennisetumLciliareLTLZULLinkZLPlante
MoleculareBiologyXL1996XLedXLcbjgYkd 4.6 47

22 uonstructionLandLcharacterizationLofLtwoLriceLbacterialLartificialLchromosomeLlibrariesLfromLtheL
parentsLofLaLpermanentLrecombinantLinbredLmappingLpopulationZLMoleculareBreedingXL1996XLdXLcc 3.4 97

21 PreparationLofLmegabaseYsizeLvNsLfromLplantLnucleiZLPlanteJournalXL1995XLiXLcigYcjf 6.9 253

20 –solationLofLmegabaseYsizeLvNsLfromLsorghumLandLapplicationsLforLphysicalLmappingLandLbacterialL
andLyeastLartificialLchromosomeLlibraryLconstructionZLPlanteMoleculareBiologyeReporterXL1995XLceXLjdYkf 1.7 11

19 uonstructionLandLcharacterizationLofLaLbacterialLartificialLchromosomeLlibraryLofsrabidopsisL
thalianaZLPlanteMoleculareBiologyeReporterXL1995XLceXLcdfYcdj 1.7 69

18 uonstructionLandLcharacterizationLofLaLbovineLbacterialLartificialLchromosomeLlibraryZLGenomicsXL
1995XLdkXLfceYdg 4.3 168
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