28

papers

40

all docs

471509

13,244 17
citations h-index
40 40
docs citations times ranked

501196
28

g-index

16603

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Reproducible, interactive, scalable and extensible microbiome data science using QIIME 2. Nature e
Biotechnology, 2019, 37, 852-857. : >
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Functional group-specific traits drive phytoplankton dynamics in the oligotrophic ocean. Proceedings
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Virus-host relationships of marine single-celled eukaryotes resolved from metatranscriptomics.
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Identifying reference genes with stable expression from high throughput sequence data. Frontiers in
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Phosphorus availability regulates intracellular nucleotides in marine eukaryotic phytoplankton.
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Conserved Transcriptional Responses to Nutrient Stress in Bloom-Forming Algae. Frontiers in a5 a1
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Seasonal and Geographical Transitions in Eukaryotic Phytoplankton Community Structure in the
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