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CountriesVJ2008VJ]VJbd[Wc 2.3 35

247 UnbiasedJwholeWgenomeJdeepJsequencingJofJhumanJandJporcineJstoolJsamplesJrevealsJcirculationJ
ofJmultipleJgroupsJofJrotavirusesJandJaJputativeJzoonoticJinfectionXJVirusbEvolutionVJ2016VJ]VJvewZ]e 3.7 35

246 wdentificationJandJcharacterizationJofJqoronaviridaeJgenomesJfromJVietnameseJbatsJandJratsJbasedJ
onJconservedJproteinJdomainsXJVirusbEvolutionVJ2018VJbVJveyZac 3.7 35

(2018-2016)

7



245 svaluationJofJtheJqlinicalJandJ–icrobiologicalJResponseJtoJSalmonellaJParatyphiJoJwnfectionJinJtheJ
tirstJParatyphoidJvumanJqhallengeJ–odelXJClinicalbInfectiousbDiseasesVJ2017VJdbVJ[ZddW[Zea 11.6 34
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smergenceJofJcarbapenemWresistantJocinetobacterJbaumanniiJasJtheJmajorJcauseJofJ
ventilatorWassociatedJpneumoniaJinJintensiveJcareJunitJpatientsJatJanJinfectiousJdiseaseJhospitalJinJ
southernJVietnamXJJournalbofbMedicalbMicrobiologyVJ2014VJdaVJ[afdW[agb

3.2 33

241
TheJSTRoTooJstudyJprotocolhJaJprogrammeJtoJassessJtheJburdenJofJentericJfeverJinJpangladeshVJ
–alawiJandJ epalJusingJprospectiveJpopulationJcensusVJpassiveJsurveillanceVJserologicalJstudiesJandJ
healthcareJutilisationJsurveysXJBMJbOpenVJ2017VJeVJeZ[d]fa

3 33

240 PrevalenceVJgeneticJdiversityJandJrecombinationJofJspeciesJuJenterovirusesJinfectingJpigsJinJ
VietnamXJJournalbofbGeneralbVirologyVJ2014VJgcVJcbgWccd 4.9 32

239
–ostJcasesJofJcryptococcalJmeningitisJinJvwVWuninfectedJpatientsJinJVietnamJareJdueJtoJaJdistinctJ
amplifiedJfragmentJlengthJpolymorphismWdefinedJclusterJofJqryptococcusJneoformansJvarXJgrubiiJ
V [XJJournalbofbClinicalbMicrobiologyVJ2011VJbgVJdcfWdb

9.7 32

238
TreatmentJResponseJinJsntericJteverJinJanJsraJofJwncreasingJontimicrobialJResistancehJonJwndividualJ
PatientJrataJonalysisJofJ]Zg]JParticipantsJsnrolledJintoJbJRandomizedVJqontrolledJTrialsJinJ epalXJ
ClinicalbInfectiousbDiseasesVJ2017VJdbVJ[c]]W[ca[

11.6 31

237 RiskJfactorsJforJtheJdevelopmentJofJsevereJtyphoidJfeverJinJVietnamXJBMCbInfectiousbDiseasesVJ2014VJ
[bVJea 4 31

236 –olecularJcharacterizationJofJtheJSalmonellaJentericaJserovarJTyphiJViWtypingJbacteriophageJs[XJ
JournalbofbBacteriologyVJ2008VJ[gZVJ]cfZWe 3.5 31

235 sffectiveJcontrolJofJSoRSWqoVW]JtransmissionJbetweenJhealthcareJworkersJduringJaJperiodJofJ
diminishedJcommunityJprevalenceJofJq´VwrW[gXJELifeVJ2020VJgVJ 8.9 31

234 uenomicJepidemiologyJofJVibrioJcholeraeJ´[JassociatedJwithJfloodsVJPakistanVJ]Z[ZXJEmergingb
InfectiousbDiseasesVJ2014VJ]ZVJ[aW]Z 10.2 30

233 uenomicJspidemiologyJofVibrioJcholerae´[JossociatedJwithJtloodsVJPakistanVJ]Z[ZXJEmergingb
InfectiousbDiseasesVJ2014VJ]ZVJ[aW]Z 10.2 29

232 qomparativeJgenomicsJofJqryptococcusJneoformansJvarXJgrubiiJassociatedJwithJmeningitisJinJvwVJ
infectedJandJuninfectedJpatientsJinJVietnamXJPLoSbNeglectedbTropicalbDiseasesVJ2017VJ[[VJeZZZcd]f 4.8 29

231 RapidJemergenceJofJthirdJgenerationJcephalosporinJresistantJShigellaJsppXJinJSouthernJVietnamXJ
JournalbofbMedicalbMicrobiologyVJ2009VJcfVJ]f[W]fa 3.2 28

230
vighlyJresistantJSalmonellaJentericaJserovarJTyphiJwithJaJnovelJgyroJmutationJraisesJquestionsJ
aboutJtheJlongWtermJefficacyJofJolderJfluoroquinolonesJforJtreatingJtyphoidJfeverXJAntimicrobialb
AgentsbandbChemotherapyVJ2012VJcdVJ]ed[W]

5.9 28

229 –olecularJSurveillanceJwdentifiesJ–ultipleJTransmissionsJofJTyphoidJinJWestJofricaXJPLoSbNeglectedb
TropicalbDiseasesVJ2016VJ[ZVJeZZZbef[ 4.8 27

228 sndemicJnorovirusJinfectionsJinJchildrenVJvoJqhiJ–inhJqityVJVietnamVJ]ZZgW]Z[ZXJEmergingbInfectiousb
DiseasesVJ2013VJ[gVJgeeWfZ 10.2 26
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227 TheJ–olecularJandJSpatialJspidemiologyJofJTyphoidJteverJinJRuralJqambodiaXJPLoSbNeglectedb
TropicalbDiseasesVJ2016VJ[ZVJeZZZbefc 4.8 26

226  ewJVariantJofJ–ultidrugWResistantJSerovarJTyphimuriumJossociatedJwithJwnvasiveJriseaseJinJ
wmmunocompromisedJPatientsJinJVietnamXJMBioVJ2018VJgVJ 7.8 26

225 UtilizationJofJvealthcareJinJtheJTyphoidJteverJSurveillanceJinJofricaJProgramXJClinicalbInfectiousb
DiseasesVJ2016VJd]JSupplJ[VJScdWdf 11.6 25

224 wdentificationJofJimmunogenicJSalmonellaJentericaJserotypeJTyphiJantigensJexpressedJinJchronicJ
biliaryJcarriersJofJSXJTyphiJinJyathmanduVJ epalXJPLoSbNeglectedbTropicalbDiseasesVJ2013VJeVJe]aac 4.8 25

223 uallbladderJcarriageJofJSalmonellaJparatyphiJoJmayJbeJanJimportantJfactorJinJtheJincreasingJ
incidenceJofJthisJinfectionJinJSouthJosiaXJAnnalsbofbInternalbMedicineVJ2009VJ[cZVJcdeWf 8 25

222
wnJvitroJactivityJofJcolistinJinJantimicrobialJcombinationJagainstJcarbapenemWresistantJocinetobacterJ
baumanniiJisolatedJfromJpatientsJwithJventilatorWassociatedJpneumoniaJinJVietnamXJJournalbofb
MedicalbMicrobiologyVJ2015VJdbVJ[[d]W[[dg

3.2 25

221 ozithromycinJResistanceJinJShigellaJsppXJinJSoutheastJosiaXJAntimicrobialbAgentsbandbChemotherapyVJ
2018VJd]VJ 5.9 24

220
svaluationJofJtheJdiagnosticJaccuracyJofJaJtyphoidJwg–JflowJassayJforJtheJdiagnosisJofJtyphoidJfeverJ
inJqambodianJchildrenJusingJaJpayesianJlatentJclassJmodelJassumingJanJimperfectJgoldJstandardXJ
AmericanbJournalbofbTropicalbMedicinebandbHygieneVJ2014VJgZVJ[[bW[]Z

3.2 24

219
´neJhypervirulentJcloneVJsequenceJtypeJ]faVJaccountsJforJaJlargeJproportionJofJinvasiveJ
StreptococcusJagalactiaeJisolatedJfromJhumansJandJdiseasedJtilapiaJinJSoutheastJosiaXJPLoSb
NeglectedbTropicalbDiseasesVJ2019VJ[aVJeZZZeb][

4.8 23

218 oJRapidVJ–ultiplexedVJvighWThroughputJtlowWThroughJ–embraneJwmmunoassayhJoJqonvenientJ
olternativeJtoJszwSoXJDiagnosticsVJ2013VJaVJ]bbWdZ 3.8 23

217 tatalJwoundJinfectionJcausedJbyJqhromobacteriumJviolaceumJinJvoJqhiJ–inhJqityVJVietnamXJJournalb
ofbClinicalbMicrobiologyVJ2008VJbdVJafcaWc 9.7 23

216 zargeWscaleJscreeningJandJcharacterizationJofJenterovirusesJandJkobuvirusesJinfectingJpigsJinJ
VietnamXJJournalbofbGeneralbVirologyVJ2016VJgeVJaefWaff 4.9 23

215 –ultidrugJresistantJentericJfeverJinJSouthJosiahJunmetJmedicalJneedsJandJopportunitiesXJBMJpbTheVJ
2019VJadbVJkca]] 5.9 22

214 sxpressionJandJfunctionJofJS[ZZofYogJRcalprotectinSJinJhumanJtyphoidJfeverJandJtheJmurineJ
SalmonellaJmodelXJPLoSbNeglectedbTropicalbDiseasesVJ2015VJgVJeZZZadda 4.8 22

213 TheJepidemiologyJandJaetiologyJofJdiarrhoealJdiseaseJinJinfancyJinJsouthernJVietnamhJaJbirthJcohortJ
studyXJInternationalbJournalbofbInfectiousbDiseasesVJ2015VJacVJaW[Z 10.5 22

212 RodentsJandJriskJinJtheJ–ekongJreltaJofJVietnamhJseroprevalenceJofJselectedJzoonoticJvirusesJinJ
rodentsJandJhumansXJVectorrBornebandbZoonoticbDiseasesVJ2015VJ[cVJdcWe] 2.4 22

211  oJqlinicalJpenefitJofJsmpiricalJontimicrobialJTherapyJforJPediatricJriarrheaJinJaJvighWUsageVJ
vighWResistanceJSettingXJClinicalbInfectiousbDiseasesVJ2018VJddVJcZbWc[[ 11.6 22

210 oJ–ulticountryJ–olecularJonalysisJofJSalmonellaJentericaJSerovarJTyphiJWithJReducedJ
SusceptibilityJtoJqiprofloxacinJinJSubWSaharanJofricaXJClinicalbInfectiousbDiseasesVJ2016VJd]JSupplJ[VJSb]Wd 11.6 22

(2016-2016)

9



209 wmmunoproteomicJanalysisJofJantibodyJinJlymphocyteJsupernatantJinJpatientsJwithJtyphoidJfeverJinJ
pangladeshXJVaccinebJournalVJ2014VJ][VJ]fZWc 22

208 oJsuccessfulJantimicrobialJregimeJforJqhromobacteriumJviolaceumJinducedJbacteremiaXJBMCb
InfectiousbDiseasesVJ2013VJ[aVJb 4 22

207 TyphoidJfeverJinJtijihJaJreversibleJplaguemXJTropicalbMedicinebandbInternationalbHealthVJ2014VJ[gVJ[]fbWg] 2.3 22

206 uatifloxacinJversusJofloxacinJforJtheJtreatmentJofJuncomplicatedJentericJfeverJinJ epalhJanJ
openWlabelVJrandomizedVJcontrolledJtrialXJPLoSbNeglectedbTropicalbDiseasesVJ2013VJeVJe]c]a 4.8 22

205 retectionJandJqharacterizationJofJvomologuesJofJvumanJvepatitisJVirusesJandJPegivirusesJinJ
RodentsJandJpatsJinJVietnamXJVirusesVJ2018VJ[ZVJ 6.2 21

204 oJlinearJplasmidJtruncationJinducesJunidirectionalJflagellarJphaseJchangeJinJvhzddJpositiveJ
SalmonellaJTyphiXJMolecularbMicrobiologyVJ2007VJddVJ[]ZeW[f 4.1 21

203 tluorescenceWpasedJtlowJSortingJinJParallelJwithJTransposonJwnsertionJSiteJSequencingJwdentifiesJ
–ultidrugJsffluxJSystemsJinJocinetobacterJbaumanniiXJMBioVJ2016VJeVJ 7.8 20

202 riversityJofJpartonellaJsppXJinJpatsVJSouthernJVietnamXJEmergingbInfectiousbDiseasesVJ2015VJ][VJ[]ddWe 10.2 20

201 wnductionJofJontimicrobialJResistanceJinJsscherichiaJcoliJandJ onWTyphoidalJSalmonellaJStrainsJafterJ
odaptationJtoJrisinfectantJqommonlyJUsedJonJtarmsJinJVietnamXJAntibioticsVJ2015VJbVJbfZWgb 4.9 20

200 TheJimpactJofJenvironmentalJandJclimaticJvariationJonJtheJspatiotemporalJtrendsJofJhospitalizedJ
pediatricJdiarrheaJinJvoJqhiJ–inhJqityVJVietnamXJHealthbandbPlaceVJ2015VJacVJ[beWcb 4.6 20

199
svaluationJofJanJelectricityWfreeVJcultureWbasedJapproachJforJdetectingJtyphoidalJSalmonellaJ
bacteremiaJduringJentericJfeverJinJaJhighJburdenVJresourceWlimitedJsettingXJPLoSbNeglectedbTropicalb
DiseasesVJ2013VJeVJe]]g]

4.8 20

198
TheJemergenceJofJrotavirusJu[]JandJtheJprevalenceJofJentericJvirusesJinJhospitalizedJpediatricJ
diarrhealJpatientsJinJsouthernJVietnamXJAmericanbJournalbofbTropicalbMedicinebandbHygieneVJ2011VJ
fcVJedfWec

3.2 20

197 TheJprevalenceJandJgeneticJdiversityJofJgroupJoJrotavirusesJonJpigJfarmsJinJtheJ–ekongJreltaJ
regionJofJVietnamXJVeterinarybMicrobiologyVJ2014VJ[eZVJ]cfWdc 3.3 19

196 oJcrossWsectionalJseroepidemiologicalJsurveyJofJtyphoidJfeverJinJtijiXJPLoSbNeglectedbTropicalb
DiseasesVJ2017VJ[[VJeZZZcefd 4.8 19

195 svaluatingJPqRWpasedJretectionJofJTyphiJandJParatyphiJoJinJtheJsnvironmentJasJanJsntericJteverJ
SurveillanceJToolXJAmericanbJournalbofbTropicalbMedicinebandbHygieneVJ2019VJ[ZZVJbaWbd 3.2 19

194 qurrentJchallengesJandJpossibleJsolutionsJtoJimproveJaccessJtoJcareJandJtreatmentJforJhepatitisJqJ
infectionJinJVietnamhJaJsystematicJreviewXJBMCbInfectiousbDiseasesVJ2017VJ[eVJ]dZ 4 18

193 wdentificationJofJ ovelJSerodiagnosticJSignaturesJofJTyphoidJteverJUsingJaJProteomeJorrayXJ
FrontiersbinbMicrobiologyVJ2017VJfVJ[egb 5.7 18

192 oJmultiWcenterJrandomizedJtrialJtoJassessJtheJefficacyJofJgatifloxacinJversusJciprofloxacinJforJtheJ
treatmentJofJshigellosisJinJVietnameseJchildrenXJPLoSbNeglectedbTropicalbDiseasesVJ2011VJcVJe[]db 4.8 18
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191 SalmonellaJentericaJSerovarJTyphiJzipopolysaccharideJ´WontigenJ–odificationJwmpactJonJSerumJ
ResistanceJandJontibodyJRecognitionXJInfectionbandbImmunityVJ2017VJfcVJ 3.7 17

190 –olecularJcharacterizationJofJhepatitisJpJvirusJinJpangladeshJrevealsJaJhighlyJrecombinantJ
populationXJPLoSbONEVJ2017VJ[]VJeZ[ffgbb 3.7 17

189 VariationsJofJwnvasiveJSalmonellaJwnfectionsJbyJPopulationJSizeJinJosanteJokimJ orthJ–unicipalVJ
uhanaXJClinicalbInfectiousbDiseasesVJ2016VJd]JSupplJ[VJS[eW]] 11.6 17

188 rissectingJtheJmolecularJevolutionJofJfluoroquinoloneWresistantJShigellaJsonneiXJNatureb
CommunicationsVJ2019VJ[ZVJbf]f 17.4 17

187  ovelJporcineWlikeJhumanJu]dP[[g]JrotavirusJidentifiedJinJhospitalizedJpaediatricJdiarrhoeaJ
patientsJinJvoJqhiJ–inhJqityVJVietnamXJJournalbofbGeneralbVirologyVJ2014VJgcVJ]e]eW]eaa 4.9 17

186 svaluationJofJaJsimpleJbloodJcultureJamplificationJandJantigenJdetectionJmethodJforJdiagnosisJofJ
SalmonellaJentericaJserovarJtyphiJbacteremiaXJJournalbofbClinicalbMicrobiologyVJ2013VJc[VJ[b]Wf 9.7 17

185 riagnosticJmetaboliteJbiomarkersJofJchronicJtyphoidJcarriageXJPLoSbNeglectedbTropicalbDiseasesVJ
2018VJ[]VJeZZZd][c 4.8 17

184 qommensalJsscherichiaJcoliJareJaJreservoirJforJtheJtransferJofJXrRJplasmidsJintoJepidemicJ
fluoroquinoloneWresistantJShigellaJsonneiXJNaturebMicrobiologyVJ2020VJcVJ]cdW]db 26.6 16

183 qlonalJanalysisJofJSalmonellaWspecificJeffectorJTJcellsJrevealsJserovarWspecificJandJcrossWreactiveJTJ
cellJresponsesXJNaturebImmunologyVJ2018VJ[gVJeb]Wecb 19.1 16

182
oJroubleWblindVJRandomizedVJPlaceboWcontrolledJTrialJofJzactobacillusJacidophilusJforJtheJ
TreatmentJofJocuteJWateryJriarrheaJinJVietnameseJqhildrenXJPediatricbInfectiousbDiseasebJournalVJ
2018VJaeVJacWb]

3.4 16

181 ploodJcultureWPqRJtoJoptimiseJtyphoidJfeverJdiagnosisJafterJcontrolledJhumanJinfectionJidentifiesJ
frequentJasymptomaticJcasesJandJevidenceJofJprimaryJbacteraemiaXJJournalbofbInfectionVJ2017VJebVJacfWadd18.9 15

180 StreptococcusJsuisJandJporcineJreproductiveJandJrespiratoryJsyndromeVJVietnamXJEmergingb
InfectiousbDiseasesVJ2013VJ[gVJaa[Wa 10.2 15

179
–olecularJepidemiologyJandJantimicrobialJresistanceJphenotypesJofJocinetobacterJbaumanniiJ
isolatedJfromJpatientsJinJthreeJhospitalsJinJsouthernJVietnamXJJournalbofbMedicalbMicrobiologyVJ2017
VJddVJbdWca

3.2 15

178 SuperspreadersJdriveJtheJlargestJoutbreaksJofJhospitalJonsetJq´VwrW[gJinfectionsXJELifeVJ2021VJ[ZVJ 8.9 15

177 onJevaluationJofJpurifiedJSalmonellaJTyphiJproteinJantigensJforJtheJserologicalJdiagnosisJofJacuteJ
typhoidJfeverXJJournalbofbInfectionVJ2017VJecVJ[ZbW[[b 18.9 14

176 WholeJuenomeJSequenceJonalysisJofJSalmonellaJTyphiJwsolatedJinJThailandJbeforeJandJafterJtheJ
wntroductionJofJaJ ationalJwmmunizationJProgramXJPLoSbNeglectedbTropicalbDiseasesVJ2017VJ[[VJeZZZc]eb4.8 14

175 TyphiJpactericidalJontibodiesJReduceJriseaseJSeverityJbutJroJ otJProtectJagainstJTyphoidJteverJinJ
aJqontrolledJvumanJwnfectionJ–odelXJFrontiersbinbImmunologyVJ2017VJfVJ[g[d 8.4 14

174 ploodstreamJwnfectionsJandJtrequencyJofJPretreatmentJossociatedJWithJogeJandJvospitalizationJ
StatusJinJSubWSaharanJofricaXJClinicalbInfectiousbDiseasesVJ2015VJd[JSupplJbVJSae]Wg 11.6 14

(2015-2017)

11



173 TheJdiagnosticJaccuracyJofJthreeJrapidJdiagnosticJtestsJforJtyphoidJfeverJatJqhittagongJ–edicalJ
qollegeJvospitalVJqhittagongVJpangladeshXJTropicalbMedicinebandbInternationalbHealthVJ2015VJ]ZVJ[aedWfb 2.3 14

172 oJRaceJagainstJTimehJReducedJozithromycinJSusceptibilityJinJSerovarJTyphiJinJPakistanXJMSphereVJ
2020VJcVJ 5 14

171 TheJqontrolJofJTyphoidJteverJinJVietnamXJAmericanbJournalbofbTropicalbMedicinebandbHygieneVJ2018VJ
ggVJe]Wef 3.2 14

170
oJprospectiveJstudyJofJtheJimportanceJofJentericJfeverJasJaJcauseJofJnonWmalarialJfebrileJillnessJinJ
patientsJadmittedJtoJqhittagongJ–edicalJqollegeJvospitalVJpangladeshXJBMCbInfectiousbDiseasesVJ
2016VJ[dVJcde

4 13

169 PrevalenceJofJSalmonellaJsxcretionJinJStoolhJoJqommunityJSurveyJinJ]JSitesVJuuineaWpissauJandJ
SenegalXJClinicalbInfectiousbDiseasesVJ2016VJd]JSupplJ[VJScZWc 11.6 13

168 WhatJvaveJWeJzearnedJtromJtheJTyphoidJteverJSurveillanceJinJofricaJProgrammXJClinicalbInfectiousb
DiseasesVJ2016VJd]JSupplJ[VJS[Wa 11.6 13

167 SpontaneousJsmergenceJofJozithromycinJResistanceJinJwndependentJzineagesJofJSalmonellaJTyphiJ
inJ orthernJwndiaXJClinicalbInfectiousbDiseasesVJ2021VJe]VJe[]ZWe[]e 11.6 13

166 vospitalWacquiredJcolonizationJandJinfectionsJinJaJVietnameseJintensiveJcareJunitXJPLoSbONEVJ2018VJ
[aVJeZ]ZadZZ 3.7 13

165 oJoneWyearJprospectiveJstudyJofJcolonizationJwithJantimicrobialWresistantJorganismsJonJadmissionJ
toJaJVietnameseJintensiveJcareJunitXJPLoSbONEVJ2017VJ[]VJeZ[fbfbe 3.7 12

164 TheJwnvisibleJpurdenhJriagnosingJandJqombattingJTyphoidJteverJinJosiaJandJofricaXJClinicalb
InfectiousbDiseasesVJ2019VJdgVJSagcWSbZ[ 11.6 12

163 TwoJcasesJofJbacteriemiaJcausedJbyJnontoxigenicVJnonW´[VJnonW´[agJVibrioJcholeraeJisolatesJinJvoJ
qhiJ–inhJqityVJVietnamXJJournalbofbClinicalbMicrobiologyVJ2014VJc]VJaf[gW][ 9.7 12

162 TyphoidJfeverJamongJhospitalizedJfebrileJchildrenJinJSiemJReapVJqambodiaXJJournalbofbTropicalb
PediatricsVJ2012VJcfVJdfWeZ 1.2 12

161 qlinicalJandJlaboratoryWinducedJcolistinWresistanceJmechanismsJinJocinetobacterJbaumanniiXJ
MicrobialbGenomicsVJ2019VJcVJ 4.4 12

160 oJglobalJresourceJforJgenomicJpredictionsJofJantimicrobialJresistanceJandJsurveillanceJofJ
SalmonellaJTyphiJatJpathogenwatchXJNaturebCommunicationsVJ2021VJ[]VJ]feg 17.4 12

159 PhenotypicJandJgenotypicJcharacteristicsJofJsSpzJandJompqJproducingJorganismsJassociatedJwithJ
bacteraemiaJinJvoJqhiJ–inhJqityVJVietnamXJAntimicrobialbResistancebandbInfectionbControlVJ2017VJdVJ[Zc 6.2 11

158 RetrospectiveJanalysisJassessingJtheJspatialJandJtemporalJdistributionJofJpaediatricJacuteJ
respiratoryJtractJinfectionsJinJvoJqhiJ–inhJqityVJVietnamXJBMJbOpenVJ2018VJfVJeZ[dabg 3 11

157 oJcohortJstudyJtoJdefineJtheJageWspecificJincidenceJandJriskJfactorsJofJShigellaJdiarrhoealJinfectionsJ
inJVietnameseJchildrenhJaJstudyJprotocolXJBMCbPublicbHealthVJ2014VJ[bVJ[]fg 4.1 11

156 –obilizationJofJtheJincQJplasmidJRaZZpJwithJaJchromosomalJconjugationJsystemJinJSalmonellaJ
entericaJserovarJtyphiXJJournalbofbBacteriologyVJ2008VJ[gZVJbZfbWe 3.5 11
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155 TheJemergenceJofJazithromycinWresistantJTyphiJinJ epalXJJACrAntimicrobialbResistanceVJ2020VJ]VJdlaa[Zg 2.9 11

154 ueneticJdiversityJandJcrossWspeciesJtransmissionJofJkobuvirusesJinJVietnamXJVirusbEvolutionVJ2018VJbVJveyZZ]3.7 10

153
´utbreaksJofJSerratiaJmarcescensJandJSerratiaJrubidaeaJbacteremiaJinJaJcentralJyathmanduJ
hospitalJfollowingJtheJ]Z[cJearthquakesXJTransactionsbofbthebRoyalbSocietybofbTropicalbMedicinebandb
HygieneVJ2018VJ[[]VJbdeWbe]

2 10

152
TheJSevereJTyphoidJteverJinJofricaJProgramhJStudyJresignJandJ–ethodologyJtoJossessJriseaseJ
SeverityVJvostJwmmunityVJandJqarriageJossociatedJWithJwnvasiveJSalmonellosisXJClinicalbInfectiousb
DiseasesVJ2019VJdgVJSb]]WSbab

11.6 10

151 TheJdynamicsJofJuwwXbJ orovirusJinJvoJqhiJ–inhJqityVJVietnamXJInfectionpbGeneticsbandbEvolutionVJ2013
VJ[fVJaacWba 4.5 10

150 oreJweJadequatelyJpreparedJforJtheJemergenceJofJSalmonellaJentericaJserovarJParatyphiJomXJTheb
LancetbGlobalbHealthVJ2014VJ]VJe[gcWd 13.6 10

149
rifferentialJphenotypicJandJgenotypicJcharacteristicsJofJqnrS[WharboringJplasmidsJcarriedJbyJ
hospitalJandJcommunityJcommensalJenterobacteriaXJAntimicrobialbAgentsbandbChemotherapyVJ2011VJ
ccVJ[egfWfZ]

5.9 10

148
oJQualitativeJStudyJwnvestigatingJsxperiencesVJPerceptionsVJandJvealthcareJSystemJPerformanceJinJ
RelationJtoJtheJSurveillanceJofJTyphoidJteverJinJ–adagascarXJClinicalbInfectiousbDiseasesVJ2016VJd]J
SupplJ[VJSdgWec

11.6 10

147 qhangingJontimicrobialJResistanceJTrendsJinJyathmanduVJ epalhJoJ]aWYearJRetrospectiveJonalysisJ
ofJpacteraemiaXJFrontiersbinbMedicineVJ2018VJcVJ]d] 4.9 10

146 rifferentialJprevalenceJandJgeographicJdistributionJofJhepatitisJqJvirusJgenotypesJinJacuteJandJ
chronicJhepatitisJqJpatientsJinJVietnamXJPLoSbONEVJ2019VJ[bVJeZ][]eab 3.7 9

145 TheJimpactJofJmigrationJandJantimicrobialJresistanceJonJtheJtransmissionJdynamicsJofJtyphoidJfeverJ
inJyathmanduVJ epalhJoJmathematicalJmodellingJstudyXJPLoSbNeglectedbTropicalbDiseasesVJ2017VJ[[VJeZZZccbe4.8 9

144 qlinicalJimplicationsJofJreducedJsusceptibilityJtoJfluoroquinolonesJinJpaediatricJShigellaJsonneiJandJ
ShigellaJflexneriJinfectionsXJJournalbofbAntimicrobialbChemotherapyVJ2016VJe[VJfZeW[c 5.1 9

143 pacteremiaJomongJtebrileJPatientsJottendingJSelectedJvealthcareJtacilitiesJinJwbadanVJ igeriaXJ
ClinicalbInfectiousbDiseasesVJ2019VJdgVJSbddWSbea 11.6 9

142 TheJvdVJvjVJandJvzddJflagellaJvariantsJofJSalmonellaJentericaJserovarJTyphiJmodifyJhostJresponsesJ
andJcellularJinteractionsXJScientificbReportsVJ2015VJcVJegbe 4.9 9

141 sndemicJfluoroquinoloneWresistantJSalmonellaentericaJserovarJyentuckyJST[gfJinJnorthernJwndiaXJ
MicrobialbGenomicsVJ2019VJcVJ 4.4 9

140
TheJSurveillanceJforJsntericJteverJinJosiaJProjectJRSsoPSVJSevereJTyphoidJteverJSurveillanceJinJ
ofricaJRSsToSVJSurveillanceJofJsntericJteverJinJwndiaJRSstwSVJandJStrategicJTyphoidJollianceJocrossJ
ofricaJandJosiaJRSTRoTooSJPopulationWbasedJsntericJteverJStudieshJoJReviewJofJ–ethodologicalJ
SimilaritiesJandJrifferencesXJClinicalbInfectiousbDiseasesVJ2020VJe[VJS[Z]WS[[Z

11.6 9

139 revelopingJnewJtherapeuticJapproachesJforJtreatingJinfectionsJcausedJbyJmultiWdrugJresistantJ
ocinetobacterJbaumanniihJocinetobacterJbaumanniiJtherapeuticsXJJournalbofbInfectionVJ2020VJf[VJfceWfd[18.9 9

138 ulobalJpopulationJstructureJandJgenotypingJframeworkJforJgenomicJsurveillanceJofJtheJmajorJ
dysenteryJpathogenVJShigellaJsonneiXJNaturebCommunicationsVJ2021VJ[]VJ]dfb 17.4 9

(2021-2020)

13



137 reterminingJtheJpestJwmmunizationJStrategyJforJProtectingJofricanJqhildrenJogainstJwnvasiveJ
SalmonellaJriseaseXJClinicalbInfectiousbDiseasesVJ2018VJdeVJ[f]bW[faZ 11.6 8

136 oJuniversalJgenomeJsequencingJmethodJforJrotavirusJoJfromJhumanJfecalJsamplesJwhichJidentifiesJ
segmentJreassortmentJandJmultiWgenotypeJmixedJinfectionXJBMCbGenomicsVJ2017VJ[fVJa]b 4.5 8

135 TheJbaselineJcharacteristicsJandJinterimJanalysesJofJtheJhighWriskJsentinelJcohortJofJtheJVietnamJ
wnitiativeJonJZoonoticJwnfecti´ SJRVwZw´ SSXJScientificbReportsVJ2015VJcVJ[egdc 4.9 8

134 wdentificationJofJSalmonellaJentericaJserovarJTyphiJgenotypesJbyJuseJofJrapidJmultiplexJ
ligationWdependentJprobeJamplificationXJJournalbofbClinicalbMicrobiologyVJ2013VJc[VJ]gcZWf 9.7 8

133 TheJremovalJofJairborneJSoRSWqoVW]JandJotherJmicrobialJbioaerosolsJbyJairJfiltrationJonJq´VwrW[gJ
surgeJunitsXJClinicalbInfectiousbDiseasesVJ2021VJ 11.6 8

132
ueneticJcharacterizationJofJthreeJqnrS[WharbouringJmultidrugWresistanceJplasmidsJandJ
qnrS[WcontainingJtransposonsJcirculatingJinJvoJqhiJ–inhJqityVJVietnamXJJournalbofbMedicalb
MicrobiologyVJ2015VJdbVJfdgWfef

3.2 8

131 wntroductionJandJestablishmentJofJfluoroquinoloneWresistantJintoJphutanXJMicrobialbGenomicsVJ2015VJ
[VJeZZZZb] 4.4 8

130 TheJvirulenceJofJtheJqryptococcusJneoformansJV waWcJlineageJisJhighlyJplasticJandJassociatedJwithJ
isolateJbackground 8

129 oJcomparativeJwholeJgenomeJanalysisJofJvelicobacterJpyloriJfromJaJhumanJdenseJSouthJosianJ
settingXJHelicobacterVJ2021VJ]dVJe[]edd 4.9 8

128 ´utJofJosiahJtheJindependentJriseJandJglobalJspreadJofJfluoroquinoloneWresistantJShigellaXJMicrobialb
GenomicsVJ2018VJbVJ 4.4 8

127
 onWtyphoidalJSalmonellaJserovarsJassociatedJwithJinvasiveJandJnonWinvasiveJdiseaseJinJtheJzaoJ
PeopleQsJremocraticJRepublicXJTransactionsbofbthebRoyalbSocietybofbTropicalbMedicinebandbHygieneVJ
2017VJ[[[VJb[fWb]b

2 7

126 qotrimoxazoleJtreatsJfluoroquinoloneWresistantJSalmonellaJtyphiJvcfJinfectionXJBMJbCasebReportsVJ
2016VJ]Z[dVJ 0.9 7

125 SocialJmixingJinJtijihJWhoWeatsWwithWwhomJcontactJpatternsJandJtheJimplicationsJofJageJandJethnicJ
heterogeneityJforJdiseaseJdynamicsJinJtheJPacificJwslandsXJPLoSbONEVJ2017VJ[]VJeZ[fdg[[ 3.7 7

124 riagnosticJhostJgeneJsignatureJforJdistinguishingJentericJfeverJfromJotherJfebrileJdiseasesXJEMBOb
MolecularbMedicineVJ2019VJ[[VJe[Zba[ 12 7

123 sfficacyJofJtyphoidJconjugateJvaccineJinJ epalhJfinalJresultsJofJaJphaseJaVJrandomisedVJcontrolledJ
trialXJThebLancetbGlobalbHealthVJ2021VJgVJe[cd[We[cdf 13.6 7

122 RespiratoryJvirusesJinJindividualsJwithJaJhighJfrequencyJofJanimalJexposureJinJsouthernJandJ
highlandJVietnamXJJournalbofbMedicalbVirologyVJ2020VJg]VJge[Wgf[ 19.7 7

121
oJhighJprevalenceJofJmultiWdrugJresistantJuramWnegativeJbacilliJinJaJ epaliJtertiaryJcareJhospitalJandJ
associatedJwidespreadJdistributionJofJsxtendedWSpectrumJpetaWzactamaseJRsSpzSJandJ
carbapenemaseWencodingJgenesXJAnnalsbofbClinicalbMicrobiologybandbAntimicrobialsVJ2020VJ[gVJbf

6.2 7

120 TheJepidemiologyJofJdengueJoutbreaksJinJ]Z[dJandJ]Z[eJinJ´uagadougouVJpurkinaJtasoXJHeliyonVJ
2020VJdVJeZbafg 3.6 7
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119 snvironmentalJSurveillanceJasJaJToolJforJwdentifyingJvighWriskJSettingsJforJTyphoidJTransmissionXJ
ClinicalbInfectiousbDiseasesVJ2020VJe[VJSe[WSef 11.6 7

118 ontimicrobialJresiduesVJnonWtyphoidalJVJsppXJandJassociatedJmicrobiologicalJhazardsJinJretailJshrimpsJ
purchasedJinJvoJqhiJ–inhJcityJRVietnamSXJFoodbControlVJ2020VJ[ZeVJ[Zdecd 6.2 7

117 RoleJofJsnvironmentalJtactorsJinJShapingJSpatialJristributionJofJSalmonellaJentericaJSerovarJTyphiVJ
tijiXJEmergingbInfectiousbDiseasesVJ2018VJ]bVJ]fbW]ga 10.2 7

116
onJoralJpreparationJofJzactobacillusJacidophilusJforJtheJtreatmentJofJuncomplicatedJacuteJwateryJ
diarrhoeaJinJVietnameseJchildrenhJstudyJprotocolJforJaJmulticentreVJrandomisedVJplaceboWcontrolledJ
trialXJTrialsVJ2013VJ[bVJ]e

2.8 6

115 oJprospectiveJstudyJofJriskJfactorsJassociatedJwithJseroprevalenceJofJSoRSWqoVW]JantibodiesJinJ
healthcareJworkersJatJaJlargeJUyJteachingJhospital 6

114 TheJViromeJofJocuteJRespiratoryJriseasesJinJwndividualsJatJRiskJofJZoonoticJwnfectionsXJVirusesVJ2020
VJ[]VJ 6.2 6

113
uenomicJSerotypingVJqlinicalJ–anifestationsVJandJontimicrobialJResistanceJofJ ontyphoidalJ
uastroenteritisJinJvospitalizedJqhildrenJinJvoJqhiJ–inhJqityVJVietnamXJJournalbofbClinicalb
MicrobiologyVJ2020VJcfVJ

9.7 6

112 octivationJofJcoagulationJandJendotheliumJwithJconcurrentJimpairmentJofJanticoagulantJ
mechanismsJinJpatientsJwithJtyphoidJfeverXJJournalbofbInfectionVJ2018VJeeVJdZWde 18.9 6

111 TheJremovalJofJairborneJSoRSWqoVW]JandJotherJmicrobialJbioaerosolsJbyJairJfiltrationJonJq´VwrW[gJ
surgeJunits 6

110
oJrandomisedJcontrolledJtrialJofJmatrixWassistedJlaserJdesorptionJionizationWtimeJofJflightJmassJ
spectrometryJR–ozrwT´tW–SSJversusJconventionalJmicrobiologicalJmethodsJforJidentifyingJ
pathogenshJwmpactJonJoptimalJantimicrobialJtherapyJofJinvasiveJbacterialJandJfungalJinfectionsJinJ
VietnamXJJournalbofbInfectionVJ2019VJefVJbcbWbdZ

18.9 5

109 UsingJaJSystemsJpiologyJopproachJToJStudyJvostWPathogenJwnteractionsXJMicrobiologybSpectrumVJ
2019VJeVJ 8.9 5

108 svolutionJandJphylogeographicJdisseminationJofJendemicJporcineJpicornavirusesJinJVietnamXJVirusb
EvolutionVJ2016VJ]VJvewZZ[ 3.7 5

107 TheJtransferJandJdecayJofJmaternalJantibodyJagainstJShigellaJsonneiJinJaJlongitudinalJcohortJofJ
VietnameseJinfantsXJVaccineVJ2016VJabVJefaWgZ 4.1 5

106 oscertainingJtheJburdenJofJinvasiveJSalmonellaJdiseaseJinJhospitalisedJfebrileJchildrenJagedJunderJ
fourJyearsJinJplantyreVJ–alawiXJPLoSbNeglectedbTropicalbDiseasesVJ2019VJ[aVJeZZZecag 4.8 5

105 snterovirusJrdfJinJVietJ amJR]ZZgW]Z[cSXJWellcomebOpenbResearchV]VJb[ 4.8 5

104 svaluationJofJtheJzuminexJxTouJRespiratoryJViralJPanelJtoSTJv]JassayJforJdetectionJofJmultipleJ
respiratoryJviralJpathogensJinJnasalJandJthroatJswabsJinJVietnamXJWellcomebOpenbResearchVJ2017VJ]VJfZ 4.8 5

103 TransmissionJdynamicsJandJcontrolJofJmultidrugWresistantJinJneonatesJinJaJdevelopingJcountryXJ
ELifeVJ2019VJfVJ 8.9 5

102
sxcessJbodyJweightJandJageJassociatedJwithJtheJcarriageJofJfluoroquinoloneJandJthirdWgenerationJ
cephalosporinJresistanceJgenesJinJcommensalJsscherichiaJcoliJfromJaJcohortJofJurbanJVietnameseJ
childrenXJJournalbofbMedicalbMicrobiologyVJ2018VJdeVJ[bceW[bdd

3.2 5

(2018-2020)
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101 RapidJimplementationJofJrealWtimeJSoRSWqoVW]JsequencingJtoJinvestigateJhealthcareWassociatedJ
q´VwrW[gJinfections 5

100 SpatiotemporalJpersistenceJofJmultipleVJdiverseJcladesJandJtoxinsJofJqorynebacteriumJdiphtheriaeXJ
NaturebCommunicationsVJ2021VJ[]VJ[cZZ 17.4 5

99 spidemiologyJandJPhylogeneticJonalysisJofJViralJRespiratoryJwnfectionsJinJVietnamXJFrontiersbinb
MicrobiologyVJ2020VJ[[VJfaa 5.7 4

98 ocuteJtebrileJwllnessJomongJqhildrenJinJputajiraVJSouthWqentralJsthiopiaJruringJtheJTyphoidJteverJ
SurveillanceJinJofricaJProgramXJClinicalbInfectiousbDiseasesVJ2019VJdgVJSbfaWSbg[ 11.6 4

97
ossessmentJandJTranslationJofJtheJontibodyWinWzymphocyteJSupernatantJRozSSJossayJtoJwmproveJ
theJriagnosisJofJsntericJteverJinJTwoJqontrolledJvumanJwnfectionJ–odelsJandJanJsndemicJoreaJofJ
 epalXJFrontiersbinbMicrobiologyVJ2017VJfVJ]Za[

5.7 4

96 uenomicJmedicineJhasJfailedJtheJpoorXJNatureVJ2011VJbefVJ]fe 50.4 4

95 svaluationJofJtheJzuminexJxTouJRespiratoryJViralJPanelJtoSTJv]JassayJforJdetectionJofJmultipleJ
respiratoryJviralJpathogensJinJnasalJandJthroatJswabsJinJVietnamXJWellcomebOpenbResearchV]VJfZ 4.8 4

94 vighWresolutionJsweepJmetagenomicsJusingJfastJprobabilisticJinferenceXJWellcomebOpenbResearchVJ
2020VJcVJ[b 4.8 4

93 oJblueprintJforJtheJimplementationJofJaJvalidatedJapproachJforJtheJdetectionJofJSoRSWqov]JinJ
clinicalJsamplesJinJacademicJfacilitiesXJWellcomebOpenbResearchVJ2020VJcVJ[[Z 4.8 4

92 ReproducibleJdiagnosticJmetabolitesJinJplasmaJfromJtyphoidJfeverJpatientsJinJosiaJandJofricaXJELifeVJ
2017VJdVJ 8.9 4

91 o]pWq´VwrhJoJmethodJforJevaluatingJpotentialJSoRSWqoVW]JtransmissionJevents 4

90 uallbladderJcarriageJgeneratesJgeneticJvariationJandJgenomeJdegradationJinJSalmonellaJTyphiXJ
PLoSbPathogensVJ2020VJ[dVJe[ZZfggf 7.6 4

89
–olecularJandJepidemiologicalJsurveillanceJofJpolymyxinWresistantJylebsiellaJpneumoniaeJstrainsJ
isolatedJfromJprazilJwithJmultipleJmgrpJgeneJmutationsXJInternationalbJournalbofbMedicalb
MicrobiologyVJ2020VJa[ZVJ[c[bbf

3.7 4

88
TheJRoleJofJ–aternallyJocquiredJontibodyJinJProvidingJProtectiveJwmmunityJogainstJ ontyphoidalJ
SalmonellaJinJUrbanJVietnameseJwnfantshJoJpirthJqohortJStudyXJJournalbofbInfectiousbDiseasesVJ2019VJ
][gVJ]gcWaZb

7 4

87 VeryJlongJ´WantigenJchainsJofJSalmonellaJParatyphiJoJinhibitJinflammasomeJactivationJandJ
pyroptoticJcellJdeathXJCellularbMicrobiologyVJ2021VJ]aVJe[aaZd 3.9 4

86 SuperspreadersJdriveJtheJlargestJoutbreaksJofJhospitalJonsetJq´VwrW[gJinfection 4

85 relayedJbystanderJqrfJTJcellJactivationVJearlyJimmuneJpathologyJandJpersistentJdysregulationJ
characteriseJsevereJq´VwrW[g 4

84 sxploitingJgenomicsJtoJmitigateJtheJpublicJhealthJimpactJofJantimicrobialJresistanceXXJGenomeb
MedicineVJ2022VJ[bVJ[c 14.4 4
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83 offordabilityJofJantimicrobialsJforJanimalsJandJhumansJinJVietnamhJoJcallJtoJreviseJpricingJpoliciesXJ
InternationalbJournalbofbAntimicrobialbAgentsVJ2019VJcbVJ]dgW]eZ 14.3 3

82 SurveillanceJofJSalmonellaJentericaJserovar´ JTyphiJinJqolombiaVJ]Z[]W]Z[cXJPLoSbNeglectedbTropicalb
DiseasesVJ2020VJ[bVJeZZZfZbZ 4.8 3

81
vowJqanJtheJTyphoidJteverJSurveillanceJinJofricaJandJtheJSevereJTyphoidJteverJinJofricaJProgramsJ
qontributeJtoJtheJwntroductionJofJTyphoidJqonjugateJVaccinesmXJClinicalbInfectiousbDiseasesVJ2019VJ
dgVJSb[eWSb][

11.6 3

80
TheJpolicyJofJfreeJhealthcareJforJchildrenJunderJtheJageJofJd´ yearsJinJVietnamhJassessmentJofJtheJ
uptakeJforJchildrenJhospitalisedJwithJacuteJdiarrhoeaJinJvoJqhiJ–inhJqityXJTropicalbMedicinebandb
InternationalbHealthVJ2013VJ[fVJ[bbbWc[

2.3 3

79 o]pWq´VwrhJoJtoolJforJrapidlyJevaluatingJpotentialJSoRSWqoVW]JtransmissionJeventsXXJMolecularb
BiologybandbEvolutionVJ2022VJ 8.3 3

78 oJblueprintJforJtheJimplementationJofJaJvalidatedJapproachJforJtheJdetectionJofJSoRSWqov]JinJ
clinicalJsamplesJinJacademicJfacilitiesXJWellcomebOpenbResearchVJ2020VJcVJ[[Z 4.8 3

77 purdenJofJentericJfeverJatJthreeJurbanJsitesJinJofricaJandJosiahJaJmulticentreJpopulationWbasedJ
studyXJThebLancetbGlobalbHealthVJ2021VJgVJe[dffWe[dgd 13.6 3

76 snterovirusJrdfJinJVietJ amJR]ZZgW]Z[cSXJWellcomebOpenbResearchVJ2017VJ]VJb[ 4.8 3

75 uenomicJsurveillanceJforJhypervirulenceJandJmultiWdrugJresistanceJinJinvasiveJylebsiellaJ
pneumoniaeJfromJsouthJandJsoutheastJosia 3

74 TheJroleJofJanimalsJasJaJsourceJofJantimicrobialJresistantJnontyphoidalJSalmonellaJcausingJinvasiveJ
andJnonWinvasiveJhumanJdiseaseJinJVietnamXJInfectionpbGeneticsbandbEvolutionVJ2020VJfcVJ[Zbcab 4.5 3

73 oJnovelJtherapeuticJantibodyJscreeningJmethodJusingJbacterialJhighWcontentJimagingJrevealsJ
functionalJantibodyJbindingJphenotypesJofJsscherichiaJcoliJST[a[XJScientificbReportsVJ2020VJ[ZVJ[]b[b 4.9 3

72 svolutionaryJhistoriesJandJantimicrobialJresistanceJinJShigellaJflexneriJandJShigellaJsonneiJinJ
SoutheastJosiaXJCommunicationsbBiologyVJ2021VJbVJaca 6.7 3

71 vighWqontentJwmagingJtoJPhenotypeJontimicrobialJsffectsJonJwndividualJpacteriaJatJScaleXJMSystems
VJ2021VJdVJ 7.6 3

70 RiskJfactorsJforJtheJdevelopmentJofJneonatalJsepsisJinJaJneonatalJintensiveJcareJunitJofJaJtertiaryJ
careJhospitalJofJ epalXJBMCbInfectiousbDiseasesVJ2021VJ][VJcbd 4 3

69 qolonizationJwithJandJcausesJinfectionsJinJaJVietnameseJintensiveJcareJunitXJMicrobialbGenomicsVJ
2021VJeVJ 4.4 3

68 tactorsJassociatedJwithJaJlowJprevalenceJofJexclusiveJbreastfeedingJduringJhospitalJstayJinJurbanJ
andJsemiWruralJareasJofJsouthernJVietnamXJInternationalbBreastfeedingbJournalVJ2018VJ[aVJbd 3.8 3

67 QuantifyingJantimicrobialJaccessJandJusageJforJpaediatricJdiarrhoealJdiseaseJinJanJurbanJcommunityJ
settingJinJosiaXJJournalbofbAntimicrobialbChemotherapyVJ2018VJeaVJ]cbdW]ccb 5.1 3

66 TheJidentificationJofJnovelJimmunogenicJantigensJasJpotentialJShigellaJvaccineJcomponentsXJ
GenomebMedicineVJ2021VJ[aVJf 14.4 3

(2021-2019)
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65 snhancedJbiofilmJandJextracellularJmatrixJproductionJbyJchronicJcarriageJversusJacuteJisolatesJofJ
SalmonellaJTyphiXJPLoSbPathogensVJ2021VJ[eVJe[ZZg]Zg 7.6 3

64 TyphoidJcarriageJinJtheJgallbladderXJLancetpbTheVJ2015VJafdVJ[Zeb 40 2

63 qoWtrimoxazoleJversusJazithromycinJforJtheJtreatmentJofJundifferentiatedJfebrileJillnessJinJ epalhJ
studyJprotocolJforJaJrandomizedJcontrolledJtrialXJTrialsVJ2017VJ[fVJbcZ 2.8 2

62
qlinicalJfeaturesVJantimicrobialJsusceptibilityJpatternsJandJgenomicsJofJbacteriaJcausingJneonatalJ
sepsisJinJaJchildrenQsJhospitalJinJVietnamhJprotocolJforJaJprospectiveJobservationalJstudyXJBMJbOpenVJ
2018VJfVJeZ[gd[[

3 2

61 –obilisingJcommunityWbasedJresearchJonJzoonoticJinfectionshJoJcaseJstudyJofJlongitudinalJcohortsJ
inJVietnamXJGateways:bInternationalbJournalbofbCommunitybResearchbandbEngagementVJ2015VJfVJ]aWb] 1 2

60 uenomicJinsightsJintoJtheJcirculationJofJpandemicJfluoroquinoloneWresistantJextraWintestinalJ
pathogenicJST[[gaJinJVietnamXXJMicrobialbGenomicsVJ2021VJeVJ 4.4 2

59
ontibioticJuseJandJprescriptionJandJitsJeffectsJonJsnterobacteriaceaeJinJtheJgutJinJchildrenJwithJ
mildJrespiratoryJinfectionsJinJvoJqhiJ–inhJqityVJVietnamXJoJprospectiveJobservationalJoutpatientJ
studyXJPLoSbONEVJ2020VJ[cVJeZ]b[edZ

3.7 2

58 ueneticJdiversityJofJSalmonellaJParatyphiJoJisolatedJfromJentericJfeverJpatientsJinJpangladeshJfromJ
]ZZfJtoJ]Z[fXJPLoSbNeglectedbTropicalbDiseasesVJ2021VJ[cVJeZZZgebf 4.8 2

57 –osaicJantimicrobialJresistanceYvirulenceJplasmidJinJhypervirulentJST]ZgdJylebsiellaJpneumoniaeJ
inJwndiahJTheJriseJofJaJnewJsuperbugm 2

56 oJglobalJresourceJforJgenomicJpredictionsJofJantimicrobialJresistanceJandJsurveillanceJofJ
SalmonellaJTyphiJatJPathogenwatch 2

55 TheJemergenceJofJazithromycinWresistantJSalmonellaJTyphiJinJ epal 2

54 SpontaneousJemergenceJofJazithromycinJresistanceJinJindependentJlineagesJofJSalmonellaJTyphiJinJ
 orthernJwndia 2

53 qiprofloxacinJfacilitatesJtheJtransferJofJXrRJplasmidsJfromJcommensalsXJcoliintoJepidemicJ
fluoroquinoloneWresistantShigellaJsonnei 2

52
RiskJfactorsJforJpolymyxinWresistantJcarbapenemaseWproducingJsnterobacteriaceaeJinJcriticallyJillJ
patientshJonJepidemiologicalJandJclinicalJstudyXJInternationalbJournalbofbAntimicrobialbAgentsVJ2020VJ
ccVJ[Zcff]

14.3 2

51 teasibilityJandJefficacyJofJmassJtestingJforJSoRSWqoVW]JinJaJUyJuniversityJusingJswabJpoolingJandJPqR 2

50 tXRJinhibitionJreducesJoqs]JexpressionVJSoRSWqoVW]JinfectionJandJmayJimproveJq´VwrW[gJoutcome 2

49 sntericJpathogensJinJfloodWrelatedJwatersJinJurbanJareasJofJtheJVietnameseJ–ekongJreltahJaJcaseJ
studyJofJ inhJyieuJdistrictVJqanJThoJcityXJUrbanbWaterbJournalVJ2019VJ[dVJdabWdb[ 2.3 2

48 ViralJ–etagenomicJonalysisJofJqerebrospinalJtluidJfromJPatientsJwithJocuteJqentralJ ervousJ
SystemJwnfectionsJofJUnknownJ´riginVJVietnamXJEmergingbInfectiousbDiseasesVJ2021VJ]eVJ]ZcW][a 10.2 2
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47 TebipenemJasJanJoralJalternativeJforJtheJtreatmentJofJtyphoidJcausedJbyJXrRJSalmonellaJTyphiXJ
JournalbofbAntimicrobialbChemotherapyVJ2021VJedVJa[geWa]ZZ 5.1 2

46 TheJrepurposingJofJTebipenemJpivoxilJasJalternativeJtherapyJforJsevereJgastrointestinalJinfectionsJ
causedJbyJextensivelyJdrugJresistantJsppXXJELifeVJ2022VJ[[VJ 8.9 2

45 ProtectingJintubatedJpatientsJfromJtheJthreatJofJantimicrobialJresistantJinfectionsJwithJmonoclonalJ
antibodiesXJLancetbMicrobepbTheVJ2020VJ[VJe[g[We[g] 22.2 1

44 qarriageJofJtheJzoonoticJorganismJStreptococcusJsuisJinJchickenJflocksJinJVietnamXJZoonosesbandb
PublicbHealthVJ2020VJdeVJfbaWfbf 2.9 1

43 SampleJdescriptorsJlinkedJtoJmetagenomicJsequencingJdataJfromJhumanJandJanimalJentericJ
samplesJfromJVietnamXJScientificbDataVJ2019VJdVJ]Z] 8.2 1

42 TheJ–onitoringJandJsvaluationJofJaJ–ulticountryJSurveillanceJStudyVJtheJSevereJTyphoidJteverJinJ
ofricaJProgramXJClinicalbInfectiousbDiseasesVJ2019VJdgVJSc[ZWSc[f 11.6 1

41 ´ccupationalJonimalJqontactJinJSouthernJandJqentralJVietnamXJEcoHealthVJ2019VJ[dVJecgWee[ 3.1 1

40 TheJqurrentJStatusJofJsntericJteverJriagnosticsJandJwmplicationsJforJriseaseJqontrolXJClinicalb
InfectiousbDiseasesVJ2020VJe[VJSdbWSeZ 11.6 1

39 –ultipleJwntroductionsJofJSalmonellaJentericaJSerovarJTyphiJvcfJwithJReducedJtluoroquinoloneJ
SusceptibilityJintoJqhileXJEmergingbInfectiousbDiseasesVJ2020VJ]dVJ]eadW]ebZ 10.2 1

38 rifferentialJantimicrobialJsusceptibilityJprofilesJbetweenJsymptomaticJandJasymptomaticJ
nonWtyphoidalJinfectionsJinJVietnameseJchildrenXJEpidemiologybandbInfectionVJ2020VJ[bfVJe[bb 4.3 1

37 zowJdiagnosticJyieldJandJtimeJtoJdiagnosticJconfirmationJresultsJinJprolongedJuseJofJantimicrobialsJ
inJcriticallyJillJchildrenXXJWellcomebOpenbResearchVJ2021VJdVJ[[g 4.8 1

36 reterminingJtheJburdenJofJfungalJinfectionsJinJZimbabweXJScientificbReportsVJ2021VJ[[VJ[a]bZ 4.9 1

35 pactericidalJactivitiesJandJpostWantibioticJeffectsJofJofloxacinJandJceftriaxoneJagainstJdrugWresistantJ
SalmonellaJentericaJserovarJTyphiXJJournalbofbAntimicrobialbChemotherapyVJ2021VJedVJ]dZdW]dZg 5.1 1

34
TheJimpactJofJalbendazoleJtreatmentJonJtheJincidenceJofJviralWJandJbacterialWinducedJdiarrheaJinJ
schoolJchildrenJinJsouthernJVietnamhJstudyJprotocolJforJaJrandomizedJcontrolledJtrialXJTrialsVJ2016VJ
[eVJ]eg

2.8 1

33 oJpayesianJapproachJforJestimatingJtyphoidJfeverJincidenceJfromJlargeWscaleJfacilityWbasedJpassiveJ
surveillanceJdataXJStatisticsbinbMedicineVJ2021VJbZVJcfcaWcfeZ 2.3 1

32 TheJgenomicJepidemiologyJofJmultiWdrugJresistantJinvasiveJnonWtyphoidalJinJselectedJsubWSaharanJ
ofricanJcountriesXJBMJbGlobalbHealthVJ2021VJdVJ 6.6 1

31 uenomicsVJsocialJmediaJandJmobileJphoneJdataJenableJmappingJofJSoRSWqoVW]JlineagesJtoJinformJ
healthJpolicyJinJpangladeshXJNaturebMicrobiologyVJ2021VJdVJ[]e[W[]ef 26.6 1

30 TheJRoleJofJPlasmidJandJResistanceJueneJocquisitionJinJtheJsmergenceJofJST]aJ–ultiWrrugJ
ResistantVJvypervirulentJylebsiellaJpneumoniaeXXJMicrobiologybSpectrumVJ2022VJeZ[g]g][ 8.9 1

(2022-2021)
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29  ovelJmultiplexJrealWtimeJPqRJassaysJrevealJaJhighJprevalenceJofJdiarrhoeagenicJsscherichiaJcoliJ
pathotypesJinJhealthyJandJdiarrhoealJchildrenJinJtheJsouthJofJVietnamXJBMCbMicrobiologyVJ2020VJ]ZVJ[g] 4.5 0

28 RapidJossayJforJSickJqhildrenJwithJocuteJzungJinfectionJStudyJRRoSqozSShJdiagnosticJcohortJstudyJ
protocolXJBMJbOpenVJ2021VJ[[VJeZcd[ge 3 0
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