8

papers

8

all docs

1684188

1,193 5
citations h-index
8 8
docs citations times ranked

1588992

g-index

2627

citing authors



a A AD A

ARTICLE IF CITATIONS

Evaluation of gene validity for CPVT and short QT syndrome in sudden arrhythmic death. European

Heart Journal, 2022, 43, 1500-1510.

Common Variants in <i>KCNE1, KCNH2<[i> , and <i>SCN5A<[i> May Impact Cardiac Arrhythmia Risk.

Circulation Genomic and Precision Medicine, 2021, 14, e003206. 3.6 3

Clinical Implications of Pathogenic Germline Variants in Small Intestine Neuroendocrine Tumors
(SI-NETs). JCO Precision Oncology, 2021, 5, 808-816.

<i>ATP1A3«[i> a€Encoded Sodiuma€Potassium ATPase Subunit Alpha 3 D8O1N Variant Is Associated With
Shortened QT Interval and Predisposition to Ventricular Fibrillation Preceded by Bradycardia. Journal 3.7 3
of the American Heart Association, 2021, 10, e019887.

An International, Multicentered, Evidence-Based Reappraisal of Genes Reported to Cause Congenital
Long QT Syndrome. Circulation, 2020, 141, 418-428.

ClinVar database of global familial hypercholesterolemiad€associated DNA variants. Human Mutation,

2018, 39, 1631-1640. 2.5 84

Reappraisal of Reported Genes for Sudden Arrhythmic Death. Circulation, 2018, 138, 1195-1205.

Sherloc: a comprehensive refinement of the ACMG&€“AMP variant classification criteria. Genetics in

Medicine, 2017, 19, 1105-1117. 2.4 530



