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Chlorophyll Metabolism in Postharvest Tea (<i>Camellia sinensis</i> L.) Leaves: Variations in Color
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7 Effect of steeping temperature on antioxidant and inhibitory activities of green tea extracts against
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Variation patterns in the content of glycosides during green tea manufacturing by a
modification-specific metabolomics approach: Enzymatic reaction promoting an increase in the
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13 The effect of solvent environment toward optimization of SERS sensors for pesticides detection from
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16 An RNA-Seq transcriptome analysis revealing novel insights into aluminum tolerance and
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19 Differences in the Characteristics and Pathogenicity of Colletotrichum camelliae and C. fructicola
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22 Transcriptome and metabolome analysis reveal candidate genes and biochemicals involved in tea
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2020, 34, 9995-10010. 0.5 30
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31 Rapid field trace detection of pesticide residue in food based on surface-enhanced Raman
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32 Rapid Determination of the Monosaccharide Composition and Contents in Tea Polysaccharides from
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GCâ€“MS. Analytical and Bioanalytical Chemistry, 2019, 411, 7187-7196. 3.7 24
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69 Optimum synthesis of cactus-inspired SERS substrate with high roughness for paraquat detection.
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