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2017,246,1139-1152. )

Design of a silver nanoparticle for sensitive surface enhanced Raman spectroscopy detection of
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Transcriptome analysis reveals self-incompatibility in the tea plant (Camellia sinensis) might be under

gametophytic control. BMC Genomics, 2016, 17, 359. 2.8 50

A mycovirus modulates the endophytic and pathogenic traits of a plant associated fungus. ISME
Journal, 2021, 15, 1893-1906.
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An RNA-Seq transcriptome analysis revealing novel insights into fluorine absorption and
transportation in the tea plant. Botany, 2020, 98, 249-259.
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