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ARTICLE IF CITATIONS

Predominance of Burkholderia cenocepacia lineages causing onion sour skin in the semi&€arid region of
north&€east Brazil. Plant Pathology, 2021, 70, 521-533.

Sequevar distribution of Ralstonia spp. in Solanaceae in the semiarid climate of the Pernambuco state,

Brazil. European Journal of Plant Pathology, 2021, 159, 13-25. L7 5

Sla%-based silicon fertilizer improves the resistance to bacterial fruit blotch and fruit quality of
melon grown under field conditions. Crop Protection, 2021, 147, 105460.

Genomic sequencing of different sequevars of Ralstonia solanacearum belonging to the Moko

ecotype. Genetics and Molecular Biology, 2021, 44, e20200172. 1.3 >

Evaluation of tomato rootstocks to Ralstonia solanacearum and R. pseudosolanacearum in Mata
mesoregion, PE. Horticultura Brasileira, 2021, 39, 72-78.

New sources of melon accessions with resistance to bacterial fruit blotch at different phenological

stages of melon growth and to multiple strains of Acidovorax citrulli. Euphytica, 2021, 217, 1. 1.2 >

First Report of <i>Xanthomonas citri</i> subsp. <i>citri</i> Causing Citrus CanRer on Lime in Rio
Grande do Norte, Brazil. Plant Disease, 2021, 105, 4148.

Biofilm formation by strains of Burkholderia cenocepacia lineages IllA and 1lIB and B. gladioli pv.
alliicola associated with onion bacterial scale rot. Brazilian Journal of Microbiology, 2021, 52, 2.0 2
1665-1675.

Stability analysis of reference genes for RT-qPCR assays involving compatible and incompatible
Ralstonia solanacearum-tomato € Hawaii 79964€™ interactions. Scientific Reports, 2021, 11, 18719.

Weeds as alternate hosts of Xanthomonas euvesicatoria pv. euvesicatoria and X. campestris pv.
campestris in vegetable-growing fields in the state of Pernambuco, Brazil. Tropical Plant Pathology, 1.5 9
2020, 45, 484-492.

Caatinga biome plant extracts affect the planktonic growth and biofilm formation of Xanthomonas
citri pv. viticola. Journal of Plant Pathology, 2020, 102, 1245-1250.

Evaluation of onion genotypes to slippery skin caused by Burkholderia gladioli pv. Alliicola.

Horticultura Brasileira, 2020, 38, 350-355. 0.5 1

Genomic sequencing of two isolates of Ralstonia solanacearum causing Sergipe facies and
comparative analysis with Bugtok disease isolates. Genetics and Molecular Biology, 2020, 43,
€20200155.

Xanthomonas citri pv. viticola Affecting Grapevine in Brazil: Emergence of a Successful Monomorphic

Pathogen. Frontiers in Plant Science, 2019, 10, 489. 3.6 19

Elucidating the etiology of onion bacterial scale rot in the semi-arid region of Northeastern Brazil.

Tropical Plant Pathology, 2019, 44, 494-502.

Taxonomic Repositioning of <i>Xanthomonas campestris</i> pv. <i>viticola</i> (Nayudu 1972) Dye 1978
as <i>Xanthomonas citri<[i> pv. <i>viticola</i> (Nayudu 1972) Dye 1978 comb. nov. and Emendation of
the Description of <i>Xanthomonas citri</i> pv. <i>anacardii</i> to Include Pigmented Isolates

Pathooenic to Cashew Plant. Phytopathology, 2018, 108 43-

2.2 33

Biofilm formation by Xanthomonas campestris pv. viticola affected by abiotic surfaces and culture

media. Tropical Plant Pathology, 2018, 43, 146-151.

Effects of Caatinga Plant Extracts in Planktonic Growth and Biofilm Formation in Ralstonia

solanacearum. Microbial Ecology, 2018, 75, 555-561. 2.8 27
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Survival of Acidovorax citrulli in infected melon tissues and in different edafoclimatic conditions.

Revista Brasileira De Fruticultura, 2018, 40, .

Calcium-mediated reduction of soft rot disease in Chinese cabbage. European Journal of Plant 17 8
Pathology, 2017, 147, 73-84. :

Genome Sequence of Ralstonia pseudosolanacearum Strains with Compatible and Incompatible
Interactions with the Major Tomato Resistance Source Hawaii 7996. Genome Announcements, 2017, 5, .

Complete Genome Sequence of Xanthomonas campestris pv. viticola Strain CCRMXCV 80 from Brazil.

Genome Announcements, 2017, 5, . 0.8 o

Efficacy of Yeast in the Biocontrol of Bacterial Fruit Blotch in Melon Plants. Tropical Plant
Pathology, 2015, 40, 56-64.

Selection of a protein solubilization method suitable for phytopathogenic bacteria: a proteomics

approach. Proteome Science, 2015, 13, 5. 17 o

Effects of silicon on resistance to bacterial fruit blotch and growth of melon. Crop Protection, 2015,
78,277-283.

Lettuce genotype resistance to "soft rot" caused by Pectobacterium carotovorum subsp.

carotovorum. Scientia Agricola, 2014, 71, 287-291. 12 7

Essential plant oils in reducing the intensity of soft rot in Chinese cabbage. Revista Ciencia
Agronomica, 2014, 45, 760-766.

Combined effect of yeast and silicon on the control of bacterial fruit blotch in melon. Scientia p 39
Horticulturae, 2014, 174, 164-170. ’

Moko Disease-Causing Strains of <i>Ralstonia solanacearumc</i> from Brazil Extend Known Diversity
in Paraphyletic Phylotype II. Phytopathology, 2014, 104, 1175-1182.

Efeito do tratamento de bacelos de videira 'Red Globe' no controle do cancro bacteriano causado por

Xanthomonas campestris pv. viticola. Revista Brasileira De Fruticultura, 2014, 36, 853-861. 0.5 2

Selection of watermelon genotypes for resistance to bacterial fruit blotch. Euphytica, 2013, 190,
169-180.

Limpeza clonal de mudas de videira infectadas por Xanthomonas campestris pv. viticola. Revista 05 4
Brasileira De Fruticultura, 2013, 35, 316-319. :

Survival of Ralstonia solanacearum in infected tissues of Capsicum annuum and in soils of the state
of Pernambuco, Brazil. Phytoparasitica, 2012, 40, 53-62.

SobrevivA®ncia de Xanthomonas campestris pv. viticola em tecido infectado de videira. Revista

Brasileira De Fruticultura, 2012, 34, 757-765. 0.5 1

Polyphasic Characterization of Pigmented Strains of <i>Xanthomonas«/i> Pathogenic to Cashew

Trees. Plant Disease, 2011, 95, 793-802.

Biofilm formation by phytopathogenic bacteria Acidovorax citrulli subsp. citrulli and Ralstonia

solanacearum. Journal of Environmental Analysis and Progress, O, , 347-355. 0.2 6



