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j Paper IF Citations

87 SearchLandLsequenceLanalysisLtoolsLservicesLfromLyMvLayvILinLfdffbbLNucleicrAcidsrResearchXL2022XL 20.1 61

86 TheLyuropeanLNucleotideLurchiveLinLfdfebLNucleicrAcidsrResearchXL2021XL 20.1 9

85 TheLwOVIxaemLxataLPortalnLacceleratingLSuRSawoVafLandLwOVIxaemLresearchLthroughLrapidLopenL
accessLdataLsharingbLNucleicrAcidsrResearchXL2021XLhmXLWjemaWjfg 20.1 17

84 TheLyuropeanLNucleotideLurchiveLinLfdfdbLNucleicrAcidsrResearchXL2021XLhmXLxlfaxli 20.1 36

83 UniProtnLtheLuniversalLproteinLknowledgebaseLinLfdfebLNucleicrAcidsrResearchXL2021XLhmXLxhldaxhlm 20.1 1073

82 TheLyLIXIRLworeLxataLResourcesnLfundamentalLinfrastructureLforLtheLlifeLsciencesbLBioinformaticsXL
2020XLgjXLfjgjafjhf 7.2 29

81 UsingLyMvLayvILServicesLviaLWebLInterfaceLandLProgrammaticallyLviaLWebLServicesbLCurrentr
ProtocolsrinrBioinformaticsXL2019XLjjXLekh 24.2 20

80 TheLbiobtoolsLregistryLofLsoftwareLtoolsLandLdataLresourcesLforLtheLlifeLsciencesbLGenomerBiologyXL
2019XLfdXLejh 18.3 19

79 TheLyMvLayvILsearchLandLsequenceLanalysisLtoolsLuPIsLinLfdembLNucleicrAcidsrResearchXL2019XLhkXLWjgjaWjhe20.1 2132

78 TheLyuropeanLvioinformaticsLInstituteLinLfdelnLtoolsXLinfrastructureLandLtrainingbLNucleicrAcidsr
ResearchXL2019XLhkXLxeiaxff 20.1 21

77 InterProLinLfdemnLimprovingLcoverageXLclassificationLandLaccessLtoLproteinLsequenceLannotationsbL
NucleicrAcidsrResearchXL2019XLhkXLxgieaxgjd 20.1 835

76 HMMyRLwebLservernLfdelLupdatebLNucleicrAcidsrResearchXL2018XLhjXLWfddaWfdh 20.1 596

75 TheLyvILsearchLenginenLyvILsearchLasLaLserviceamakingLbiologicalLdataLaccessibleLforLallbLNucleicrAcidsr
ResearchXL2017XLhiXLWihiaWihm 20.1 26

74 xiscoveringLandLlinkingLpublicLomicsLdataLsetsLusingLtheLOmicsLxiscoveryLIndexbLNaturer
BiotechnologyXL2017XLgiXLhdjahdm 44.5 105

73 QueryaseededLiterativeLsequenceLsimilarityLsearchingLimprovesLselectivityLiafdafoldbLNucleicrAcidsr
ResearchXL2017XLhiXLehj 20.1 13

72 InterProLinLfdekabeyondLproteinLfamilyLandLdomainLannotationsbLNucleicrAcidsrResearchXL2017XLhiXLxemdaxemm20.1 970

71 ProgrammaticLaccessLtoLbioinformaticsLtoolsLfromLyMvLayvILupdatenLfdekbLNucleicrAcidsrResearchXL
2017XLhiXLWiidaWiig 20.1 213
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70 IdentifyingLyLIXIRLworeLxataLResourcesbLF1000ResearchXL2016XLiXL 3.6 44

69 IdentifyingLyLIXIRLworeLxataLResourcesbLF1000ResearchXL2016XLiXLfhff 3.6 49

68 TheLInterProLproteinLfamiliesLdatabasenLtheLclassificationLresourceLafterLeiLyearsbLNucleicrAcidsr
ResearchXL2015XLhgXLxfegafe 20.1 954

67 TheLyvILSearchLenginenLprovidingLsearchLandLretrievalLfunctionalityLforLbiologicalLdataLfromL
yMvLayvIbLNucleicrAcidsrResearchXL2015XLhgXLWilial 20.1 27

66 TheLyMvLayvILbioinformaticsLwebLandLprogrammaticLtoolsLframeworkbLNucleicrAcidsrResearchXL2015XL
hgXLWildah 20.1 724

65 wontentLdiscoveryLandLretrievalLservicesLatLtheLyuropeanLNucleotideLurchivebLNucleicrAcidsrResearch
XL2015XLhgXLxfgam 20.1 36

64 InterProScanLinLgenomeascaleLproteinLfunctionLclassificationbLBioinformaticsXL2014XLgdXLefgjahd 7.2 3575

63 uctivitiesLatLtheLUniversalLProteinLResourceLTUniProtUbLNucleicrAcidsrResearchXL2014XLhfXLxemeal 20.1 1007

62 UsingLyMvLayvILServicesLviaLWebLInterfaceLandLProgrammaticallyLviaLWebLServicesbLCurrentr
ProtocolsrinrBioinformaticsXL2014XLhlXLgbefbeaid 24.2 14

61 ussemblyLinformationLservicesLinLtheLyuropeanLNucleotideLurchivebLNucleicrAcidsrResearchXL2014XL
hfXLxglahg 20.1 28

60 unalysisLToolLWebLServicesLfromLtheLyMvLayvIbLNucleicrAcidsrResearchXL2013XLheXLWimkajdd 20.1 1138

59 TheLynzymeLPortalnLaLcaseLstudyLinLapplyingLuseracentredLdesignLmethodsLinLbioinformaticsbLBMCr
BioinformaticsXL2013XLehXLedg 3.6 13

58 TheLannotationaenrichedLnonaredundantLpatentLsequenceLdatabasesbLDatabase:rtherJournalrofr
BiologicalrDatabasesrandrCurationXL2013XLfdegXLbatddi 5 7

57 TheLyvILenzymeLportalbLNucleicrAcidsrResearchXL2013XLheXLxkkgald 20.1 13

56 yxuMnLanLontologyLofLbioinformaticsLoperationsXLtypesLofLdataLandLidentifiersXLtopicsLandLformatsbL
BioinformaticsXL2013XLfmXLegfiagf 7.2 126

55 IPxaatheLImmunoLPolymorphismLxatabasebLNucleicrAcidsrResearchXL2013XLheXLxefghahd 20.1 174

54 zacingLgrowthLinLtheLyuropeanLNucleotideLurchivebLNucleicrAcidsrResearchXL2013XLheXLxgdai 20.1 57

53 TheLIMGTcHLuLdatabasebLNucleicrAcidsrResearchXL2013XLheXLxefffak 20.1 519

(2013-2016)
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52 PSIaSearchnLiterativeLHOyareducedLprofileLSSyuRwHLsearchingbLBioinformaticsXL2012XLflXLejidae 7.2 28

51 vioinformaticsLTrainingLNetworkLTvTNUnLaLcommunityLresourceLforLbioinformaticsLtrainersbLBriefingsr
inrBioinformaticsXL2012XLegXLglgam 13.4 21

50 InterProLinLfdeenLnewLdevelopmentsLinLtheLfamilyLandLdomainLpredictionLdatabasebLNucleicrAcidsr
ResearchXL2012XLhdXLxgdjaef 20.1 844

49 zastXLscalableLgenerationLofLhighaqualityLproteinLmultipleLsequenceLalignmentsLusingLwlustalL
OmegabLMolecularrSystemsrBiologyXL2011XLkXLigm 12.2 8587

48 TheLIMGTcHLuLdatabasebLNucleicrAcidsrResearchXL2011XLgmXLxeekeaj 20.1 312

47 zastLandLefficientLsearchingLofLbiologicalLdataLresourcesaausingLyvaeyebLBriefingsrinrBioinformaticsXL
2010XLeeXLgkialh 13.4 33

46 vioinformaticsLtrainingnLselectingLanLappropriateLlearningLcontentLmanagementLsystemaaanL
exampleLfromLtheLyuropeanLvioinformaticsLInstitutebLBriefingsrinrBioinformaticsXL2010XLeeXLiifajf 13.4 6

45 NonaredundantLpatentLsequenceLdatabasesLwithLvalueaaddedLannotationsLatLtwoLlevelsbLNucleicr
AcidsrResearchXL2010XLglXLxifaj 20.1 9

44 ImprovementsLtoLservicesLatLtheLyuropeanLNucleotideLurchivebLNucleicrAcidsrResearchXL2010XLglXLxgmahi 20.1 47

43 uLnewLbioinformaticsLanalysisLtoolsLframeworkLatLyMvLayvIbLNucleicrAcidsrResearchXL2010XLglXLWjmiam 20.1 1264

42 viowataloguenLaLuniversalLcatalogueLofLwebLservicesLforLtheLlifeLsciencesbLNucleicrAcidsrResearchXL
2010XLglXLWjlmamh 20.1 160

41 IPxaatheLImmunoLPolymorphismLxatabasebLNucleicrAcidsrResearchXL2010XLglXLxljgam 20.1 150

40 PetabyteascaleLinnovationsLatLtheLyuropeanLNucleotideLurchivebLNucleicrAcidsrResearchXL2009XLgkXLxemafi20.1 72

39 WebLservicesLatLtheLyuropeanLvioinformaticsLInstituteafddmbLNucleicrAcidsrResearchXL2009XLgkXLWjaed 20.1 60

38 InterPronLtheLintegrativeLproteinLsignatureLdatabasebLNucleicrAcidsrResearchXL2009XLgkXLxfeeai 20.1 1379

37 TheLIMGTcHLuLdatabasebLNucleicrAcidsrResearchXL2009XLgkXLxedegak 20.1 137

36 uLtreeabasedLconservationLscoringLmethodLforLshortLlinearLmotifsLinLmultipleLalignmentsLofLproteinL
sequencesbLBMCrBioinformaticsXL2008XLmXLffm 3.6 40

35 xataLcurationLWLprocessLcurationqdataLintegrationLWLsciencebLBriefingsrinrBioinformaticsXL2008XLmXLidjaek 13.4 46
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34 PrioritiesLforLnucleotideLtraceXLsequenceLandLannotationLdataLcaptureLatLtheLynsemblLTraceLurchiveL
andLtheLyMvLLNucleotideLSequenceLxatabasebLNucleicrAcidsrResearchXL2008XLgjXLxiaef 20.1 39

33 WebLservicesLatLtheLyuropeanLbioinformaticsLinstitutebLNucleicrAcidsrResearchXL2007XLgiXLWjaee 20.1 137

32 NewLdevelopmentsLinLtheLInterProLdatabasebLNucleicrAcidsrResearchXL2007XLgiXLxffhal 20.1 397

31 yMvLLNucleotideLSequenceLxatabaseLinLfddjbLNucleicrAcidsrResearchXL2007XLgiXLxejafd 20.1 114

30 yMvLLNucleotideLSequenceLxatabasenLdevelopmentsLinLfddibLNucleicrAcidsrResearchXL2006XLghXLxedai 20.1 76

29 TheLUniversalLProteinLResourceLTUniProtUnLanLexpandingLuniverseLofLproteinLinformationbLNucleicr
AcidsrResearchXL2006XLghXLxelkame 20.1 839

28 TheLyMvLLNucleotideLSequenceLxatabasebLNucleicrAcidsrResearchXL2005XLggXLxfmagg 20.1 199

27 InterProXLprogressLandLstatusLinLfddibLNucleicrAcidsrResearchXL2005XLggXLxfdeai 20.1 426

26 TheLUniversalLProteinLResourceLTUniProtUbLNucleicrAcidsrResearchXL2005XLggXLxeiham 20.1 1231

25 TheLyMvLLNucleotideLSequenceLxatabasebLNucleicrAcidsrResearchXL2004XLgfXLxfkagd 20.1 123

24 GeneaOntologyLanalysisLrevealsLassociationLofLtissueaspecificLiSLwpGaislandLgenesLwithLdevelopmentL
andLembryogenesisbLHumanrMolecularrGeneticsXL2004XLegXLemjmakl 5.6 24

23 UniProtLarchivebLBioinformaticsXL2004XLfdXLgfgjak 7.2 137

22 TheLGeneLOntologyLunnotationLTGOuULxatabasenLsharingLknowledgeLinLUniprotLwithLGeneL
OntologybLNucleicrAcidsrResearchXL2004XLgfXLxfjfaj 20.1 643

21 PublicLwebabasedLservicesLfromLtheLyuropeanLvioinformaticsLInstitutebLNucleicrAcidsrResearchXL2004XL
gfXLWgam 20.1 26

20 UniProtnLtheLUniversalLProteinLknowledgebasebLNucleicrAcidsrResearchXL2004XLgfXLxeeiam 20.1 2195

19 MultipleLsequenceLalignmentLwithLtheLwlustalLseriesLofLprogramsbLNucleicrAcidsrResearchXL2003XLgeXLghmkaidd20.1 3757

18 TheLyuropeanLvioinformaticsLInstituteLwebLsitenLaLnewLviewbLBioinformaticsXL2003XLemXLihjak 7.2

17 PublicLservicesLfromLtheLyuropeanLvioinformaticsLInstitutebLBriefingsrinrBioinformaticsXL2003XLhXLggfahd 13.4 7

(2003-2008)
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16 TheLyMvLLNucleotideLSequenceLxatabasenLmajorLnewLdevelopmentsbLNucleicrAcidsrResearchXL2003XL
geXLekaff 20.1 73

15 TheLyuropeanLvioinformaticsLInstituteSsLdataLresourcesbLNucleicrAcidsrResearchXL2003XLgeXLhgaid 20.1 38

14 TheLInterProLxatabaseXLfddgLbringsLincreasedLcoverageLandLnewLfeaturesbLNucleicrAcidsrResearchXL
2003XLgeXLgeial 20.1 556

13 WUavlastfLserverLatLtheLyuropeanLvioinformaticsLInstitutebLNucleicrAcidsrResearchXL2003XLgeXLgkmial 20.1 104

12 TheLyMvLLNucleotideLSequenceLxatabasebLNucleicrAcidsrResearchXL2002XLgdXLfeaj 20.1 117

11 InterPronLanLintegratedLdocumentationLresourceLforLproteinLfamiliesXLdomainsLandLfunctionalLsitesbL
BriefingsrinrBioinformaticsXL2002XLgXLffiagi 13.4 137

10 TheLyvILSRSLserveraarecentLdevelopmentsbLBioinformaticsXL2002XLelXLgjlakg 7.2 93

9 TheLyvILSRSLserveranewLfeaturesbLBioinformaticsXL2002XLelXLeehmaid 7.2 76

8 UsingLtheLMolecularLviologyLxataL2001XLfleagdd 0

7 TheLyMvLLNucleotideLSequenceLxatabasebLNucleicrAcidsrResearchXL1999XLfkXLelafh 20.1 107

6 yvaluationLofLtheLexonLpredictionsLofLtheLGRuILLsoftwarebLGenomicsXL1994XLfhXLeggaj 4.3 41

5 uLtypeaIIILxNuLrestrictionLandLmodificationLsystemLinLvacillusLcereussbLGeneXL1992XLeehXLehmaid 3.8 9

4 wpGLislandsLasLgeneLmarkersLinLtheLhumanLgenomebLGenomicsXL1992XLegXLedmiaedk 4.3 754

3 wloningLofLaLgeneLfromLvacillusLcereusLwithLhomologyLtoLtheLmrevLgeneLfromLyscherichiaLcolibLGeneXL
1992XLeffXLeleai 3.8 15

2 TheLyLIXIRLworeLxataLResourcesnLfundamentalLinfrastructureLforLtheLlifeLsciences 3

1 UsingLtheLMolecularLviologyLxatafleagdd 1
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