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ARTICLE IF CITATIONS

Full-Length Transcriptome and RNA-Seq Analyses Reveal the Mechanisms Underlying Waterlogging
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AvNACO030, a NAC Domain Transcription Factor, Enhances Salt Stress Tolerance in Kiwifruit. 4l n
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Chalcone Synthase-Encoding AeCHS is Involved in Normal Petal Coloration in Actinidia eriantha.
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