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k Paper IF Citations

116 vrequencyLofLxumanLtiseaseLMutationsLandLSpermatogonialLStemLsellLvunctionL2017XLahaYb]d

115 ustimatingLuxceptionallyLRareLwermlineLandLSomaticLMutationLvrequenciesLviaLNextLwenerationL
SequencingZLPLoSmONEXL2016XLaaXLe]aehcd] 3.7 7

114 wermlineLStemLsellLsompetitionXLMutationLxotLSpotsXLweneticLtisordersXLandLOlderLvathersZLAnnualm
ReviewmofmGenomicsmandmHumanmGeneticsXL2016XLagXLbaiYdc 9.7 23

113 qgeYdependentLgermlineLmosaicismLofLtheLmostLcommonLnoonanLsyndromeLmutationLshowsLtheL
signatureLofLgermlineLselectionZLAmericanmJournalmofmHumanmGeneticsXL2013XLibXLiagYbf 11 39

112 NewLevidenceLforLpositiveLselectionLhelpsLexplainLtheLpaternalLageLeffectLobservedLinL
achondroplasiaZLHumanmMolecularmGeneticsXL2013XLbbXLdaagYbf 5.6 37

111 PositiveLselectionLforLnewLdiseaseLmutationsLinLtheLhumanLgermlinejLevidenceLfromLtheLheritableL
cancerLsyndromeLmultipleLendocrineLneoplasiaLtypeLbrZLPLoSmGeneticsXL2012XLhXLea]]bdb] 6 45

110 TheLupsLandLdownsLofLmutationLfrequenciesLduringLagingLcanLaccountLforLtheLqpertLsyndromeL
paternalLageLeffectZLPLoSmGeneticsXL2009XLeXLea]]]eeh 6 41

109 UnderstandingLwhatLdeterminesLtheLfrequencyLandLpatternLofLhumanLgermlineLmutationsZLNaturem
ReviewsmGeneticsXL2009XLa]XLdghYhh 30.1 90

108 ProductLlengthXLdyeLchoiceXLandLdetectionLchemistryLinLtheLbeadYemulsionLamplificationLofLmillionsL
ofLsingleLtNqLmoleculesLinLparallelZLAnalyticalmChemistryXL2009XLhaXLegg]Yf 7.8 12

107 tetectionLofLmeioticLtNqLbreaksLinLmouseLtesticularLgermLcellsZLMethodsminmMolecularmBiologyXL2009
XLeegXLafeYha 1.4

106
qLgermYlineYselectiveLadvantageLratherLthanLanLincreasedLmutationLrateLcanLexplainLsomeL
unexpectedlyLcommonLhumanLdiseaseLmutationsZLProceedingsmofmthemNationalmAcademymofmSciencesm
ofmthemUnitedmStatesmofmAmericaXL2008XLa]eXLa]adcYh

11.5 61

105 sombiningLspermLtypingLandLlinkageLdisequilibriumLanalysesLrevealsLdifferencesLinLselectiveL
pressuresLorLrecombinationLratesLacrossLhumanLpopulationsZLGeneticsXL2007XLageXLgieYh]d 4 9

104 TheLmolecularLanatomyLofLspontaneousLgermlineLmutationsLinLhumanLtestesZLPLoSmBiologyXL2007XLeXLebbd9.7 53

103 TripletLrepeatLmutationLlengthLgainsLcorrelateLwithLcellYtypeLspecificLvulnerabilityLinLxuntingtonL
diseaseLbrainZLHumanmMolecularmGeneticsXL2007XLafXLaaccYdb 5.6 139

102 MammalianLmeioticLrecombinationLhotLspotsZLAnnualmReviewmofmGeneticsXL2007XLdaXLcfiYii 14.5 82

101 xighYresolutionLrecombinationLpatternsLinLaLregionLofLhumanLchromosomeLbaLmeasuredLbyLspermL
typingZLPLoSmGeneticsXL2006XLbXLeg] 6 65

100
qdvancingLageLhasLdifferentialLeffectsLonLtNqLdamageXLchromatinLintegrityXLgeneLmutationsXLandL
aneuploidiesLinLspermZLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericaXL2006XLa]cXLif]aYf

11.5 307

Norman Arnheim

2



99 tifferentialLcontributionsLofLmammalianLRadedLparalogsLtoLrecombinationXLtNqLdamageLrepairXL
andLmeiosisZLMolecularmandmCellularmBiologyXL2006XLbfXLigfYhi 4.8 113

98 weneticLinstabilityLinducedLbyLoverexpressionLofLtNqLligaseLyLinLbuddingLyeastZLGeneticsXL2005XLagaXLdbgYda4 31

97 sontributionsLbyLMutLLhomologuesLMlhcLandLPmsbLtoLtNqLmismatchLrepairLandLtumorLsuppressionL
inLtheLmouseZLCancermResearchXL2005XLfeXLhffbYg] 10.1 80

96 MouseLstrainsLwithLanLactiveLxbYuaLmeioticLrecombinationLhotLspotLexhibitLincreasedLlevelsLofL
xbYuaYspecificLtNqLbreaksLinLtesticularLgermLcellsZLMolecularmandmCellularmBiologyXL2004XLbdXLafeeYff 4.8 30

95
VenezuelanLkindredsLrevealLthatLgeneticLandLenvironmentalLfactorsLmodulateLxuntingtonSsLdiseaseL
ageLofLonsetZLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL2004XL
a]aXLcdihYe]c

11.5 572

94
SingleYmoleculeLanalysisLofLtheLhypermutableLtetranucleotideLrepeatLlocusLtbaSabdeLthroughL
spermLgenotypingjLaLheterogeneousLpatternLofLmutationLbutLnoLclearLmaleLageLeffectZLMolecularm
BiologymandmEvolutionXL2004XLbaXLehYfd

8.3 9

93 TaqLtNqLpolymeraseLslippageLmutationLratesLmeasuredLbyLPsRLandLquasiYlikelihoodLanalysisjL
Tsq[wTUnLandLTq[TUnLmicrosatellitesZLNucleicmAcidsmResearchXL2003XLcaXLigdYh] 20.1 182

92 TheLmutationLprocessLofLmicrosatellitesLduringLtheLpolymeraseLchainLreactionZLJournalmofm
ComputationalmBiologyXL2003XLa]XLadcYee 1.7 13

91 xotLandLcoldLspotsLofLrecombinationLinLtheLhumanLgenomejLtheLreasonLweLshouldLfindLthemLandL
howLthisLcanLbeLachievedZLAmericanmJournalmofmHumanmGeneticsXL2003XLgcXLeYaf 11 78

90 sandidateLtNqLreplicationLinitiationLregionsLatLhumanLtrinucleotideLrepeatLdiseaseLlociZLHumanm
MolecularmGeneticsXL2003XLabXLa]baYh 5.6 27

89 xuntingtonLdiseaseLexpansionLmutationsLinLhumansLcanLoccurLbeforeLmeiosisLisLcompletedZL
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL2003XLa]]XLhhcdYh 11.5 87

88 TheLobservedLhumanLspermLmutationLfrequencyLcannotLexplainLtheLachondroplasiaLpaternalLageL
effectZLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL2002XLiiXLadiebYg11.5 151

87 SingleYspermLtypingZLCurrentmProtocolsminmHumanmGeneticsXL2002XLshapterLaXLUnitLaZf 3.2 3

86 xydroxylatedLquantumLdotsLasLluminescentLprobesLforLinLsituLhybridizationZLJournalmofmthemAmericanm
ChemicalmSocietyXL2001XLabcXLda]cYd 16.4 580

85 Nupe]XLaLnucleoplasmicallyLorientedLnucleoporinLwithLaLroleLinLnuclearLproteinLexportZLMolecularm
andmCellularmBiologyXL2000XLb]XLefaiYc] 4.8 102

84 MeioticLsegregationLanalysisLofLRraLallelesLinLretinoblastomaLpedigreesLbyLuseLofLsingleYspermL
typingZLAmericanmJournalmofmHumanmGeneticsXL2000XLffXLafgYge 11 9

83 StudyingLwermlineLweneticLuventsLinLSingleLyndividualsZLStadlermGeneticsmSymposiamSeriesXL2000XLgaYh]

82 qnalysisLofLgermlineLmutationLspectraLatLtheLxuntingtonSsLdiseaseLlocusLsupportsLaLmitoticL
mutationLmechanismZLHumanmMolecularmGeneticsXL1999XLhXLagcYhc 5.6 78

(1999-2006)
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81 tirectLestimationLofLtheLrecombinationLfrequencyLbetweenLtheLRraLgeneLandLtwoLcloselyLlinkedL
microsatellitesLusingLspermLtypingZLEuropeanmJournalmofmHumanmGeneticsXL1999XLgXLbciYdb 5.3 4

80 sombiningLtataLfromLPolymeraseLshainLReactionLtNqLTypingLuxperimentsjLqpplicationsLtoLSpermL
TypingLtataZLJournalmofmthemAmericanmStatisticalmAssociationXL1999XLidXLgbfYgcc 2.8 2

79 PolymorphismsLinLtheLhumanLtNqLrepairLgeneLXPvZLMutationmResearchm-mMutationmResearchm
GenomicsXL1999XLd]fXLaaeYb] 14

78 TumourLsusceptibilityLandLspontaneousLmutationLinLmiceLdeficientLinLMlhaXLPmsaLandLPmsbLtNqL
mismatchLrepairZLNaturemGeneticsXL1998XLahXLbgfYi 36.3 307

77 PolyglutamineYexpandedLhumanLhuntingtinLtransgenesLinduceLdegenerationLofLtrosophilaL
photoreceptorLneuronsZLNeuronXL1998XLbaXLfccYdb 13.9 429

76 weneLhuntingLwithoutLsequencingLgenomicLclonesjLfindingLexonLboundariesLinLctNqsZLGenomicsXL
1998XLdgXLagaYi 4.3 22

75 PatchyLfurXLaLmouseLcoatLmutationLassociatedLwithLXYYLnondisjunctionXLmapsLtoLtheL
pseudoautosomalLboundaryLregionZLGenomicsXL1998XLedXLeefYi 4.3 9

74 ctNqLcloningLandLcharacterizationLofLNpapf]jLaLnovelLratLnuclearLporeYassociatedLproteinLwithLanL
unusualLsubcellularLlocalizationLduringLmaleLgermLcellLdifferentiationZLGenomicsXL1997XLd]XLdddYec 4.3 35

73 tNqLmismatchLrepairLinLmammalsjLroleLinLdiseaseLandLmeiosisZLCurrentmOpinionminmGeneticsmandm
DevelopmentXL1997XLgXLcfdYg] 4.9 34

72 tetectionLandLquantificationLofLmitochondrialLtNqLdeletionsZLMethodsminmEnzymologyXL1996XLbfdXLdbaYca1.7 23

71 StabilityLofLintrastrandLhairpinLstructuresLformedLbyLtheLsqw[sTwLclassLofLtNqLtripletLrepeatsL
associatedLwithLneurologicalLdiseasesZLNucleicmAcidsmResearchXL1996XLbdXLaiibYh 20.1 98

70 ynvolvementLofLmouseLMlhaLinLtNqLmismatchLrepairLandLmeioticLcrossingLoverZLNaturemGeneticsXL
1996XLacXLccfYdb 36.3 677

69 NewLxLqYtPraLallelesLgeneratedLbyLinterallelicLgeneLconversionLdetectedLbyLanalysisLofLspermZL
NaturemGeneticsXL1995XLa]XLd]gYad 36.3 119

68 WholeLgenomeLamplificationLofLsingleLcellsjLmathematicalLanalysisLofLPuPLandLtaggedLPsRZLNucleicm
AcidsmResearchXL1995XLbcXLc]cdYd] 20.1 26

67 MaleLmiceLdefectiveLinLtheLtNqLmismatchLrepairLgeneLPMSbLexhibitLabnormalLchromosomeL
synapsisLinLmeiosisZLCellXL1995XLhbXLc]iYai 56.2 466

66 SingleLspermLanalysisLofLtheLtrinucleotideLrepeatsLinLtheLxuntingtonSsLdiseaseLgenejLquantificationL
ofLtheLmutationLfrequencyLspectrumZLHumanmMolecularmGeneticsXL1995XLdXLaeaiYbf 5.6 171

65 [h]LQuantitativeLPsRjLqnalysisLofLrareLmitochondrialLtNqLmutationsLinLcentralLnervousLsystemL
tissuesZLMethodsminmNeurosciencesXL1995XLa]eYabh 6

64 qnalysisLofLmutationalLchangesLatLtheLxLqLlocusLinLsingleLhumanLspermZLHumanmMutationXL1995XLfXLc]cYa]4.7 21
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63 xighLresolutionLlocalizationLofLrecombinationLhotLspotsLusingLspermLtypingZLNaturemGeneticsXL1994XL
gXLdb]Yd 36.3 74

62 StudyingLhumanLmutationsLbyLspermLtypingjLinstabilityLofLsqwLtrinucleotideLrepeatsLinLtheLhumanL
androgenLreceptorLgeneZLNaturemGeneticsXL1994XLgXLecaYe 36.3 99

61 sloningLandLidentificationLofLtheLpigLribosomalLgeneLpromoterZLGeneXL1994XLae]XLcgeYi 3.8 3

60 TheLmouseLubLmeioticLrecombinationLhotspotLcontainsLaLtissueYspecificLtranscriptionalLenhancerZL
ImmunogeneticsXL1993XLcgXLccaYf 3.2 9

59 weneticLhappingLandLpreimplantationLdiagnosisLinLagriculturallyLimportantLspeciesLusingLsingleLcellL
PsRZLAnimalmBiotechnologyXL1992XLcXLeeYfe 1.4 3

58 qLpatternLofLaccumulationLofLaLsomaticLdeletionLofLmitochondrialLtNqLinLagingLhumanLtissuesZL
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL1992XLhiXLgcg]Yd 11.5 549

57 WholeLgenomeLamplificationLfromLaLsingleLcelljLimplicationsLforLgeneticLanalysisZLProceedingsmofmthem
NationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaXL1992XLhiXLehdgYea 11.5 783

56 teleteriousLmitochondrialLtNqLmutationsLaccumulateLinLagingLhumanLtissuesZLMutationmResearchm-m
DNAgingXL1992XLbgeXLaegYfg 157

55 weneticLanalysisLusingLtheLpolymeraseLchainLreactionZLAnnualmReviewmofmGeneticsXL1992XLbfXLdgiYe]f 14.5 53

54 PolymeraseLchainLreactionLstrategyZLAnnualmReviewmofmBiochemistryXL1992XLfaXLacaYef 29.1 161

53 SpermLtypingLallowsLaccurateLmeasurementLofLtheLrecombinationLfractionLbetweenLtcSbLandLtcScL
onLtheLshortLarmLofLhumanLchromosomeLcZLGenomicsXL1992XLabXLfhcYg 4.3 20

52 sloseLlinkageLbetweenLbovineLprolactinLandLroLqYtRrcLgenesjLgeneticLmappingLinLcattleLbyLsingleL
spermLtypingZLGenomicsXL1992XLacXLddYh 4.3 55

51 uxtensionLofLbaseLmispairsLbyLTaqLtNqLpolymerasejLimplicationsLforLsingleLnucleotideL
discriminationLinLPsRZLNucleicmAcidsmResearchXL1992XLb]XLdefgYgc 20.1 299

50 weneYcentromereLlinkageLmappingLbyLPsRLanalysisLofLindividualLoocytesZLGenomicsXL1992XLacXLgacYg 4.3 24

49 UsingLPsRLinLpreimplantationLgeneticLdiseaseLdiagnosisZLHumanmReproductionXL1992XLgXLbhh 5.7 2

48 PreimplantationLgeneticLdiagnosisYYaLrollingLstoneLgathersLnoLmossMZLHumanmReproductionXL1992XLgXLadha5.7 6

47 MosaicismLforLaLspecificLsomaticLmitochondrialLtNqLmutationLinLadultLhumanLbrainZLNaturemGenetics
XL1992XLbXLcahYbc 36.3 376

46 UsingLtheLpolymeraseLchainLreactionLtoLestimateLmutationLfrequenciesLandLratesLinLhumanLcellsZL
MutationmResearchm-mReviewsminmGeneticmToxicologyXL1992XLbggXLbciYdi 19

(1992-1994)
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45 uliminatingLprimersLfromLcompletedLpolymeraseLchainLreactionsLwithLexonucleaseLVyyZLNucleicmAcidsm
ResearchXL1991XLaiXLcaciYda 20.1 10

44 OrderingLthreeLtNqLpolymorphismsLonLhumanLchromosomeLcLbyLspermLtypingZLGenomicsXL1991XLa]XLgdhYee4.3 39

43 SingleLSpermLPsRLqnalysisLâ��LymplicationsLforLPreimplantationLweneticLtiseaseLtiagnosisL1991XLabaYac] 1

42 tatingLPsRZLNaturemBiotechnologyXL1990XLhXLceg 44.5

41 tetectionLofLaLspecificLmitochondrialLtNqLdeletionLinLtissuesLofLolderLhumansZLNucleicmAcidsm
ResearchXL1990XLahXLfibgYcc 20.1 702

40 qpplicationLofLPsRjLOrganismalLandLPopulationLriologyZLBioScienceXL1990XLd]XLagdYahb 5.7 65

39 PsRLanalysisLofLtNqLsequencesLinLsingleLcellsjLsingleLspermLgeneLmappingLandLgeneticLdiseaseL
diagnosisZLGenomicsXL1990XLhXLdaeYi 4.3 51

38 TheLpolymeraseLchainLreactionZLGeneticmEngineeringXL1990XLabXLaaeYcg 0

37 TheLpolymeraseLchainLreactionZLTrendsminmGeneticsXL1989XLeXLaheYi 8.5 222

36
tetectionLofLhumanLpapillomavirusLtNqLinLfineYneedleLaspirationsLofLmetastaticLsquamousYcellL
carcinomaLofLtheLuterineLcervixLusingLtheLpolymeraseLchainLreactionZLDiagnosticmCytopathologyXL
1989XLeXLd]Yc

1.4 27

35 qLsimpleLmethodLforLsiteYdirectedLmutagenesisLusingLtheLpolymeraseLchainLreactionZLNucleicmAcidsm
ResearchXL1989XLagXLfedeYea 20.1 582

34 tetectionLofLhumanLpapillomavirusLinLformalinYfixedXLinvasiveLsquamousLcarcinomasLusingLtheL
polymeraseLchainLreactionZLAmericanmJournalmofmSurgicalmPathologyXL1989XLacXLbbaYd 6.7 180

33 qLNewLqpproachLtoLsonstructingLweneticLMapsjLPsRLqnalysisLofLtNqLSequencesLinLyndividualL
wametesL1989XLaaiYace 3

32 qmplificationLandLanalysisLofLtNqLsequencesLinLsingleLhumanLspermLandLdiploidLcellsZLNatureXL1988XL
cceXLdadYg 50.4 622

31 MostLhumanLcarcinomasLofLtheLexocrineLpancreasLcontainLmutantLcY—YrasLgenesZLCellXL1988XLecXLediYed 56.2 1839

30 teterminationLofLRvLPsLlinkedLtoLmultipleLsclerosisLsusceptibilityZLAnnalsmofmthemNewmYorkmAcademym
ofmSciencesXL1988XLed]XLbfiYg] 6.5

29 tetectionLofLhumanLpapillomaLvirusLinLparaffinYembeddedLtissueLusingLtheLpolymeraseLchainL
reactionZLJournalmofmExperimentalmMedicineXL1988XLafgXLbbeYc] 16.6 656

28 NewLtechnologiesLforLstudyingLhumanLgeneticLvariationZLBasicmLifemSciencesXL1988XLdcXLcgYdd 1
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27 RapidLprenatalLdiagnosisLofLsickleLcellLanemiaLbyLaLnewLmethodLofLtNqLanalysisZLNewmEnglandm
JournalmofmMedicineXL1987XLcafXLfefYfa 59.2 114

26 LengthLmutationsLinLhumanLmitochondrialLtNqjLdirectLsequencingLofLenzymaticallyLamplifiedLtNqZL
NucleicmAcidsmResearchXL1987XLaeXLebiYdb 20.1 336

25 TxuLuVOLUTyONLOvLTRqNSsRyPTyONqLLsONTROLLSywNqLSjLsOuVOLUTyONLOvLRyrOSOMqLLwuNuL
PROMOTuRLSuQUuNsuSLqNtLTRqNSsRyPTyONLvqsTORSL1986XLcgYea

24 unzymaticLamplificationLofLbetaYglobinLgenomicLsequencesLandLrestrictionLsiteLanalysisLforL
diagnosisLofLsickleLcellLanemiaZLScienceXL1985XLbc]XLace]Yd 33.3 7649

23 qLNovelLMethodLforLtheLtetectionLofLPolymorphicLRestrictionLSitesLbyLsleavageLofLOligonucleotideL
ProbesjLqpplicationLtoLSickleYsellLqnemiaZLNaturemBiotechnologyXL1985XLcXLa]]hYa]ab 44.5 19

22 NucleotideLsequenceLofLtheLgeneticallyLlabileLrepeatedLelementsLeSLtoLtheLoriginLofLmouseLrRNqL
transcriptionZLNucleicmAcidsmResearchXL1983XLaaXLbaaYbd 20.1 54

21 ydentificationLofLtheLinLvivoLandLinLvitroLoriginLofLtranscriptionLinLhumanLrtNqZLNucleicmAcidsm
ResearchXL1982XLa]XLciccYdi 20.1 86

20
MolecularLevidenceLforLgeneticLexchangesLamongLribosomalLgenesLonLnonhomologousL
chromosomesLinLmanLandLapesZLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesm
ofmAmericaXL1980XLggXLgcbcYg

11.5 377

19 StructureLandLorganizationLofLtheLhighlyLrepeatedLandLinterspersedLaZcLkbLucoRyYrgayyLsequenceL
familyLinLmiceZLNucleicmAcidsmResearchXL1980XLhXLe]caYdb 20.1 67

18 eSLflankingLregionLofLimmunoglobulinLheavyLchainLconstantLregionLgenesLdisplaysLlengthL
heterogeneityLinLgermlinesLofLinbredLmouseLstrainsZLCellXL1980XLbbXLahgYif 56.2 241

17 MouseLrtNqLnontranscribedLspacerLsequencesLareLfoundLflankingLimmunoglobulinLsxLgenesLandL
elsewhereLthroughoutLtheLgenomeZLCellXL1980XLbbXLagiYhe 56.2 70

16 riochemicalLcharacterizationLofLNLqPXNLaLpolymorphicLaminopeptidaseLfromLtheLblueLmusselXL
MytilusLedulisZLBiochemicalmGeneticsXL1979XLagXLc]eYbc 2.4 40

15 sharacterizationLofLmouseLribosomalLgeneLfragmentsLpurifiedLbyLmolecularLcloningZLGeneXL1979XLgXLhcYif3.8 128

14 LengthLheterogeneityLinLaLregionLofLtheLhumanLribosomalLgeneLspacerLisLnotLaccompaniedLbyL
extensiveLpopulationLpolymorphismZLJournalmofmMolecularmBiologyXL1978XLabfXLiaYa]d 6.5 42

13 xeterogeneityLofLtheLribosomalLgenesLinLmiceLandLmenZLCellXL1977XLaaXLcfcYg] 56.2 131

12 PreparationLofLspecificLantiseraLtoLtrosophilaLacidLphosphataseLwithoutLrigorousLproteinL
purificationZLBiochemicalmGeneticsXL1976XLadXLbcgYdc 2.4 2

11 TxuLuVOLUTyONLOvLRuwULqTORYLMusxqNySMSLSTUtyuSLONLTxuLMULTyPLuLwuNuSLvORL
LYSOZYMuL1975XLfbcYfcb 2

10 PreliminaryLriochemicalLStudiesLofLtheLLysozymesLofLtheLrlackLSwanXLsygnusLatratusL1974XLhaYhh 2

(1974-1987)
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9 MultipleLwenesLforLLysozymeL1974XLaecYafa 3

8 WidespreadLtistributionLofLLysozymeLgLinLuggLWhiteLofLrirdsZLJournalmofmBiologicalmChemistryXL1974XL
bdiXLgbieYgbig 5.4 64

7 TheLuvolutionLofLProteinsL1973XLcggYdaf 14

6 shemicalLStudiesLonLtheLunzymaticLSpecificityLofLwooseLuggLWhiteLLysozymeZLJournalmofmBiologicalm
ChemistryXL1973XLbdhXLbccYbcf 5.4 34

5 ymmunochemicalLresemblanceLbetweenLhumanLleukemiaLandLhenLeggYehiteLlysozymeLandLtheirL
reducedLcarboxymethylLderivativesZLJournalmofmMolecularmBiologyXL1971XLfaXLbcgYe] 6.5 42

4 MultipleLgenesLforLlysozymeLinLbirdsZLArchivesmofmBiochemistrymandmBiophysicsXL1970XLadaXLfefYfa 4.1 42

3 NonYtarwinianLevolutionjLconsequencesLforLneutralLallelicLvariationZLNatureXL1969XLbbcXLi]]Yc 50.4 34

2 qLsmallLmoleculeLinLhagfishLtissuesXLpossiblyLrelatedLtoLtheLcardiacLagentXLeptatretinZLComparativem
BiochemistrymandmPhysiologyXL1968XLbeXLceiYfb 1

1 QuantitativeLymmunologicalLsomparisonLofLrirdLLysozymesZLJournalmofmBiologicalmChemistryXL1967XL
bdbXLcieaYcief 5.4 80
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