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140 TemperaturechumidityNindicesNasNindicatorsNofNmilkNproductionNlossesNdueNtoNheatNstressdNJournalnofn
DairynSciencebN2007bNofbNgojmckl 4 319

139
yhangesNinNgeneticNselectionNdifferentialsNandNgenerationNintervalsNinNUSNHolsteinNdairyNcattleNasNaN
resultNofNgenomicNselectiondNProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericabN2016bNggibNEiookcjffj

11.5 259

138 GenomecwideNassociationNanalysisNofNthirtyNoneNproductionbNhealthbNreproductionNandNbodyN
conformationNtraitsNinNcontemporaryNUdSdNHolsteinNcowsdNBMCnGenomicsbN2011bNghbNjfn 4.5 245

137 zistributionNandNlocationNofNgeneticNeffectsNforNdairyNtraitsdNJournalnofnDairynSciencebN2009bNohbNhoigcjl 4 186

136 GenomicNSelectionNinNzairyNyattlepNTheNUSzwNExperiencedNAnnualnReviewnofnAnimalnBiosciencesbN2017bN
kbNifocihm 13.7 154

135 zeNnovoNassemblyNofNtheNcattleNreferenceNgenomeNwithNsinglecmoleculeNsequencingdNGigaSciencebN
2020bNobN 7.6 140

134 InvitedNreviewpNoverviewNofNnewNtraitsNandNphenotypingNstrategiesNinNdairyNcattleNwithNaNfocusNonN
functionalNtraitsdNAnimalbN2015bNobNgogchfm 3.1 139

133 GenomicNimputationNandNevaluationNusingNhighcdensityNHolsteinNgenotypesdNJournalnofnDairynSciencebN
2013bNolbNllncmn 4 125

132 EffectNofNartificialNselectionNonNrunsNofNhomozygosityNinNudsdNHolsteinNcattledNPLoSnONEbN2013bNnbNenfngi 3.7 114

131 yattleNSexcSpecificNRecombinationNandNGeneticNyontrolNfromNaNLargeNPedigreeNwnalysisdNPLoSn
GeneticsbN2015bNggbNegffkinm 6 112

130 GenomicNsignaturesNrevealNnewNevidencesNforNselectionNofNimportantNtraitsNinNdomesticNcattledN
MolecularnBiologynandnEvolutionbN2015bNihbNmggchk 8.3 93

129 ziscoveryNofNsingleNnucleotideNpolymorphismsNinNcandidateNgenesNassociatedNwithNfertilityNandN
productionNtraitsNinNHolsteinNcattledNBMCnGeneticsbN2013bNgjbNjo 2.6 91

128 GenomecwideNassociationNstudyNforNbirthNweightNinNNelloreNcattleNpointsNtoNpreviouslyNdescribedN
orthologousNgenesNaffectingNhumanNandNbovineNheightdNBMCnGeneticsbN2013bNgjbNkh 2.6 83

127 GenomicNinbreedingNandNrelationshipsNamongNHolsteinsbNJerseysbNandNxrownNSwissdNJournalnofnDairyn
SciencebN2011bNojbNklmicnh 4 82

126 GeneticNandNenvironmentalNfactorsNthatNaffectNgestationNlengthNinNdairyNcattledNJournalnofnDairyn
SciencebN2009bNohbNhhkoclo 4 78

125 IdentificationNofNaNnonsenseNmutationNinNyWygkNassociatedNwithNdecreasedNreproductiveNefficiencyN
inNJerseyNcattledNPLoSnONEbN2013bNnbNekjnmh 3.7 71

124 GenomicNselectionNforNproducercrecordedNhealthNeventNdataNinNUSNdairyNcattledNJournalnofnDairyn
SciencebN2014bNombNigofco 4 70
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123 SymposiumNreviewpNPossibilitiesNinNanNageNofNgenomicspNTheNfutureNofNselectionNindicesdNJournalnofn
DairynSciencebN2018bNgfgbNilnlcimfg 4 69

122 GenomecwideNassociationNmappingNforNidentificationNofNquantitativeNtraitNlociNforNrectalN
temperatureNduringNheatNstressNinNHolsteinNcattledNPLoSnONEbN2013bNnbNelohfh 3.7 64

121 GenomeNwideNyNVNanalysisNrevealsNadditionalNvariantsNassociatedNwithNmilkNproductionNtraitsNinN
HolsteinsdNBMCnGenomicsbN2014bNgkbNlni 4.5 63

120 SelectingNsequenceNvariantsNtoNimproveNgenomicNpredictionsNforNdairyNcattledNGeneticsnSelectionn
EvolutionbN2017bNjobNih 4.9 61

119 wccuracyNofNgenomicNpredictionsNinNxosNindicusNVNelloreWNcattledNGeneticsnSelectionnEvolutionbN2014bN
jlbNgm 4.9 60

118 HeritabilityNofNrectalNtemperatureNandNgeneticNcorrelationsNwithNproductionNandNreproductionNtraitsN
inNdairyNcattledNJournalnofnDairynSciencebN2012bNokbNijfgck 4 56

117 wNgenomecwideNassociationNstudyNforNclinicalNmastitisNinNfirstNparityNUSNHolsteinNcowsNusingN
singlecstepNapproachNandNgenomicNmatrixNrecweightingNproceduredNPLoSnONEbN2015bNgfbNefggjogo 3.7 55

116 xovineNexomeNsequenceNanalysisNandNtargetedNSNPNgenotypingNofNrecessiveNfertilityNdefectsNxHgbN
HHhbNandNHHiNrevealNaNputativeNcausativeNmutationNinNSMyhNforNHHidNPLoSnONEbN2014bNobNeohmlo 3.7 55

115 wNLargecScaleNGenomecWideNwssociationNStudyNinNUdSdNHolsteinNyattledNFrontiersninnGeneticsbN2019bN
gfbNjgh 4.5 54

114 ImprovementNofNpredictionNabilityNforNgenomicNselectionNofNdairyNcattleNbyNincludingNdominanceN
effectsdNPLoSnONEbN2014bNobNegfioij 3.7 54

113 GenomewideNwssociationNStudyNofNwfricanNyhildrenNIdentifiesNwssociationNofNSyHIPgNandNPzEnwN
withNFacialNSizeNandNShapedNPLoSnGeneticsbN2016bNghbNegfflgmj 6 53

112 TechnicalNnotepNadjustmentNofNtraditionalNcowNevaluationsNtoNimproveNaccuracyNofNgenomicN
predictionsdNJournalnofnDairynSciencebN2011bNojbNlgnncoi 4 51

111 ProductiveNlifeNandNreasonsNforNdisposalNofNHolsteinNcowsNselectedNforNlargeNversusNsmallNbodyNsizedN
JournalnofnDairynSciencebN1999bNnhbNmokcnfg 4 48

110 InvitedNreviewpNOpportunitiesNforNgeneticNimprovementNofNmetabolicNdiseasesdNJournalnofnDairyn
SciencebN2016bNoobNlnkkclnmi 4 46

109 ziversityNandNpopulationcgeneticNpropertiesNofNcopyNnumberNvariationsNandNmulticopyNgenesNinN
cattledNDNAnResearchbN2016bNhibNhkiclh 4.5 46

108 PhenotypicNandNgeneticNeffectsNofNrecessiveNhaplotypesNonNyieldbNlongevitybNandNfertilitydNJournalnofn
DairynSciencebN2016bNoobNmhmjcmhnn 4 44

107 UseNofNsingleNnucleotideNpolymorphismsNinNcandidateNgenesNassociatedNwithNdaughterNpregnancyN
rateNforNpredictionNofNgeneticNmeritNforNreproductionNinNHolsteinNcowsdNAnimalnGeneticsbN2016bNjmbNhnncom 2.5 44

106 wssessmentNofNautozygosityNinNNelloreNcowsNVxosNindicusWNthroughNhighcdensityNSNPNgenotypesdN
FrontiersninnGeneticsbN2015bNlbNk 4.5 43
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105 InvitedNreviewpNGeneticsNandNclawNhealthpNOpportunitiesNtoNenhanceNclawNhealthNbyNgeneticN
selectiondNJournalnofnDairynSciencebN2018bNgfgbNjnfgcjnhg 4 43

104 wNsimpleNstrategyNforNmanagingNmanyNrecessiveNdisordersNinNaNdairyNcattleNbreedingNprogramdN
GeneticsnSelectionnEvolutionbN2015bNjmbNoj 4.9 43

103 GeneticNevaluationNandNbestNpredictionNofNlactationNpersistencydNJournalnofnDairynSciencebN2006bNnobNhmhhcn4 41

102 yomprehensiveNanalysesNofNmhiNtranscriptomesNenhanceNgeneticNandNbiologicalNinterpretationsNforN
complexNtraitsNinNcattledNGenomenResearchbN2020bNifbNmofcnfg 9.7 40

101 SymposiumNreviewpNGeneticsbNgenomecwideNassociationNstudybNandNgeneticNimprovementNofNdairyN
fertilityNtraitsdNJournalnofnDairynSciencebN2019bNgfhbNimikcimji 4 37

100 SingleNnucleotideNpolymorphismsNinNcandidateNgenesNassociatedNwithNfertilizingNabilityNofNspermNandN
subsequentNembryonicNdevelopmentNinNcattledNBiologynofnReproductionbN2013bNnobNlo 3.9 36

99 GeneticNevaluationNofNlactationNpersistencyNforNfiveNbreedsNofNdairyNcattledNJournalnofnDairynSciencebN
2009bNohbNhhjnckn 4 36

98 wNVisionNforNzevelopmentNandNUtilizationNofNHighcThroughputNPhenotypingNandNxigNzataNwnalyticsN
inNLivestockdNFrontiersninnGeneticsbN2019bNgfbNggom 4.5 35

97 GeneticNevaluationsNforNmixedcbreedNpopulationsdNJournalnofnDairynSciencebN2007bNofbNhjijcjg 4 34

96
PhenotypicNandNgeneticNrelationshipsNofNcommonNhealthNdisordersNwithNmilkNandNfatNyieldN
persistenciesNfromNproducercrecordedNhealthNdataNandNtestcdayNyieldsdNJournalnofnDairynSciencebN
2009bNohbNgmnkcok

4 33

95 ExplorationsNinNgenomecwideNassociationNstudiesNandNnetworkNanalysesNwithNdairyNcattleNfertilityN
traitsdNJournalnofnDairynSciencebN2016bNoobNljhfcljik 4 33

94 yonvergentNEvolutionNofNSlickNyoatNinNyattleNthroughNTruncationNMutationsNinNtheNProlactinN
ReceptordNFrontiersninnGeneticsbN2018bNobNkm 4.5 32

93 zissectionNofNadditivebNdominancebNandNimprintingNeffectsNforNproductionNandNreproductionNtraitsNinN
HolsteinNcattledNBMCnGenomicsbN2017bNgnbNjhk 4.5 30

92 StillbirthNVcoWvarianceNcomponentsNforNaNsirecmaternalNgrandsireNthresholdNmodelNandNdevelopmentN
ofNaNcalvingNabilityNindexNforNsireNselectiondNJournalnofnDairynSciencebN2007bNofbNhjnocol 4 30

91 IncidenceNvalidationNandNrelationshipNanalysisNofNproducercrecordedNhealthNeventNdataNfromNoncfarmN
computerNsystemsNinNtheNUnitedNStatesdNJournalnofnDairynSciencebN2012bNokbNkjhhckjik 4 29

90 GenomecwideNmappingNofNlociNexplainingNvarianceNinNscrotalNcircumferenceNinNNelloreNcattledNPLoSn
ONEbN2014bNobNennklg 3.7 29

89 FunctionalNannotationNandNxayesianNfinecmappingNrevealsNcandidateNgenesNforNimportantN
agronomicNtraitsNinNHolsteinNbullsdNCommunicationsnBiologybN2019bNhbNhgh 6.7 28

88 SingleNnucleotideNpolymorphismsNassociatedNwithNthermoregulationNinNlactatingNdairyNcowsNexposedN
toNheatNstressdNJournalnofnAnimalnBreedingnandnGeneticsbN2015bNgihbNjfocgo 2.9 28
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87 EffectNofNsampleNstratificationNonNdairyNGWwSNresultsdNBMCnGenomicsbN2012bNgibNkil 4.5 28

86 GenomicNevaluationNofNageNatNfirstNcalvingdNJournalnofnDairynSciencebN2017bNgffbNlnkiclnlg 4 27

85 yomparisonNofNgeneNeditingNversusNconventionalNbreedingNtoNintrogressNtheNPOLLEzNalleleNintoNtheN
USNdairyNcattleNpopulationdNJournalnofnDairynSciencebN2019bNgfhbNjhgkcjhhl 4 27

84 GeneticNparametersNofNmilkNELISwNscoresNforNJohneUsNdiseasedNJournalnofnDairynSciencebN2010bNoibNgmhocik 4 27

83 GWwSNandNfinecmappingNofNlivabilityNandNsixNdiseaseNtraitsNinNHolsteinNcattledNBMCnGenomicsbN2020bN
hgbNjg 4.5 26

82 wNgenomecwideNassociationNstudyNofNcalfNbirthNweightNinNHolsteinNcattleNusingNsingleNnucleotideN
polymorphismsNandNphenotypesNpredictedNfromNauxiliaryNtraitsdNJournalnofnDairynSciencebN2014bNombNigklcmh4 25

81 GeneticNevaluationNofNstillbirthNinNUnitedNStatesNHolsteinsNusingNaNsirecmaternalNgrandsireNthresholdN
modeldNJournalnofnDairynSciencebN2007bNofbNhjnfcn 4 25

80 GeneticNevaluationNofNcalvingNeaseNforNxrownNSwissNandNJerseyNbullsNfromNpurebredNandNcrossbredN
calvingsdNJournalnofnDairynSciencebN2005bNnnbNgkhocio 4 25

79 SingleNnucleotideNvariantsNandNInzelsNidentifiedNfromNwholecgenomeNrecsequencingNofNGuzeratbNGyrbN
GirolandoNandNHolsteinNcattleNbreedsdNPLoSnONEbN2017bNghbNefgmiokj 3.7 24

78 wNsingleNnucleotideNpolymorphismNinNyOQoNaffectsNmitochondrialNandNovarianNfunctionNandNfertilityN
inNHolsteinNcowsdNBiologynofnReproductionbN2017bNolbNlkhclli 3.9 23

77 ShortNcommunicationpNUseNofNyoungNbullsNinNtheNUnitedNStatesdNJournalnofnDairynSciencebN2014bNombNihgichf4 23

76 GenomicNevaluationbNbreedNidentificationbNandNdiscoveryNofNaNhaplotypeNaffectingNfertilityNforN
wyrshireNdairyNcattledNJournalnofnDairynSciencebN2014bNombNinmncnh 4 23

75 UseNofNhaplotypesNtoNestimateNMendelianNsamplingNeffectsNandNselectionNlimitsdNJournalnofnAnimaln
BreedingnandnGeneticsbN2011bNghnbNjjlckk 2.9 23

74 GenomewideNassociationNstudyNofNreproductiveNefficiencyNinNfemaleNcattledNJournalnofnAnimaln
SciencebN2014bNohbNgojkckm 0.7 22

73 xreedingNandNGeneticsNSymposiumpNreallyNbigNdatapNprocessingNandNanalysisNofNveryNlargeNdataNsetsdN
JournalnofnAnimalnSciencebN2012bNofbNmhicii 0.7 22

72 xestNpredictionNofNyieldsNforNlongNlactationsdNJournalnofnDairynSciencebN2009bNohbNgmolcngf 4 22

71 PyPedalpNwNcomputerNprogramNforNpedigreeNanalysisdNComputersnandnElectronicsninnAgriculturebN2007bN
kmbNgfmcggi 6.5 22

70
wssociationNofNsingleNnucleotideNpolymorphismsNinNcandidateNgenesNpreviouslyNrelatedNtoNgeneticN
variationNinNfertilityNwithNphenotypicNmeasurementsNofNreproductiveNfunctionNinNHolsteinNcowsdN
JournalnofnDairynSciencebN2017bNgffbNimhkcimij

4 21
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69 GeneticNandNepigeneticNarchitectureNofNpaternalNoriginNcontributeNtoNgestationNlengthNinNcattledN
CommunicationsnBiologybN2019bNhbNgff 6.7 21

68 PhenotypicNrelationshipsNofNcommonNhealthNdisordersNinNdairyNcowsNtoNlactationNpersistencyN
estimatedNfromNdailyNmilkNweightsdNJournalnofnDairynSciencebN2007bNofbNjjhjcij 4 21

67 GenomicNstudyNandNMedicalNSubjectNHeadingsNenrichmentNanalysisNofNearlyNpregnancyNrateNandN
antralNfollicleNnumbersNinNNeloreNheifersdNJournalnofnAnimalnSciencebN2017bNokbNjmolcjngh 0.7 20

66 PopulationNstructureNofNaNcolonyNofNdogNguidesdNJournalnofnAnimalnSciencebN2004bNnhbNhoflcgh 0.7 20

65 EvaluationNofNgeneticNcomponentsNinNtraitsNrelatedNtoNsuperovulationbNinNvitroNfertilizationbNandN
embryoNtransferNinNHolsteinNcattledNJournalnofnDairynSciencebN2017bNgffbNhnmmchnog 4 19

64 HighcdensityNgenomecwideNassociationNstudyNforNresidualNfeedNintakeNinNHolsteinNdairyNcattledN
JournalnofnDairynSciencebN2019bNgfhbNggflmcggfnf 4 19

63 zefiningNtheNoptimalNperiodNlengthNandNstageNofNgrowthNorNlactationNtoNestimateNresidualNfeedN
intakeNinNdairyNcowsdNJournalnofnDairynSciencebN2019bNgfhbNlgigclgji 4 18

62 GenomeNchangesNdueNtoNartificialNselectionNinNUdSdNHolsteinNcattledNBMCnGenomicsbN2019bNhfbNghn 4.5 18

61 SymposiumNreviewpNExploitingNhomozygosityNinNtheNeraNofNgenomicscSelectionbNinbreedingbNandN
matingNprogramsdNJournalnofnDairynSciencebN2020bNgfibNkifhckigi 4 17

60 EconomicNconsiderationsNofNbreedingNforNpolledNdairyNcowsNversusNdehorningNinNtheNUnitedNStatesdN
JournalnofnDairynSciencebN2017bNgffbNjojgcjokh 4 16

59
StochasticNdynamicNsimulationNmodelingNincludingNmultitraitNgeneticsNtoNestimateNgeneticbN
technicalbNandNfinancialNconsequencesNofNdairyNfarmNreproductionNandNselectionNstrategiesdNJournaln
ofnDairynSciencebN2016bNoobNngnmcnhfh

4 15

58 yomparativeNanalysesNofNspermNzNwNmethylomesNamongNhumanbNmouseNandNcattleNprovideNinsightsN
intoNepigenomicNevolutionNandNcomplexNtraitsdNEpigeneticsbN2019bNgjbNhlfchml 5.7 14

57 TheNfutureNofNphenomicsNinNdairyNcattleNbreedingdNAnimalnFrontiersbN2020bNgfbNimcjj 5.5 14

56 ReducingNanimalNsequencingNredundancyNbyNpreferentiallyNselectingNanimalsNwithNlowcfrequencyN
haplotypesdNJournalnofnDairynSciencebN2016bNoobNkkhlckkij 4 14

55 GenomicNpredictionNofNresidualNfeedNintakeNinNUSNHolsteinNdairyNcattledNJournalnofnDairynSciencebN2020
bNgfibNhjmmchjnl 4 13

54 VisualizationNofNresultsNfromNgenomicNevaluationsdNJournalnofnDairynSciencebN2010bNoibNhmhmcjf 4 13

53 wnalysesNofNintercindividualNvariationsNofNspermNzNwNmethylationNandNtheirNpotentialNimplicationsNinN
cattledNBMCnGenomicsbN2019bNhfbNnnn 4.5 13

52 VarianceNofNgameticNdiversityNandNitsNapplicationNinNselectionNprogramsdNJournalnofnDairynSciencebN
2019bNgfhbNkhmockhoj 4 12
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51 EpigenomicsNandNgenotypecphenotypeNassociationNanalysesNrevealNconservedNgeneticNarchitectureN
ofNcomplexNtraitsNinNcattleNandNhumandNBMCnBiologybN2020bNgnbNnf 7.3 12

50 ShortNcommunicationpNgeneticNevaluationNofNstillbirthNinNUSNxrownNSwissNandNJerseyNcattledNJournaln
ofnDairynSciencebN2014bNombNhjmjcnf 4 12

49 FineNmappingNforNWeaverNsyndromeNinNxrownNSwissNcattleNandNtheNidentificationNofNjgNconcordantN
mutationsNacrossNNRywMbNPNPLwnNandNyTTNxPhdNPLoSnONEbN2013bNnbNekohkg 3.7 12

48 wrrayNyGHcbasedNdetectionNofNyNVNregionsNandNtheirNpotentialNassociationNwithNreproductionNandN
otherNeconomicNtraitsNinNHolsteinsdNBMCnGenomicsbN2019bNhfbNgng 4.5 11

47 yomparativeNwholeNgenomeNzNwNmethylationNprofilingNacrossNcattleNtissuesNrevealsNglobalNandN
tissuecspecificNmethylationNpatternsdNBMCnBiologybN2020bNgnbNnk 7.3 11

46 TheNdevelopmentNofNgenomicsNappliedNtoNdairyNbreedingdNLivestocknSciencebN2014bNgllbNllcmk 1.7 11

45 IntegratingNSignalsNfromNSpermNMethylomeNwnalysisNandNGenomecWideNwssociationNStudyNforNaN
xetterNUnderstandingNofNMaleNFertilityNinNyattleddNEpigenomesbN2019bNibN 2.3 9

44 zissectionNofNgenomicNcorrelationNmatricesNofNUSNHolsteinsNusingNmultivariateNfactorNanalysisdN
JournalnofnAnimalnBreedingnandnGeneticsbN2015bNgihbNochf 2.9 9

43 TroposphericNOzoneNinNLouisianaNandNSynopticNyirculationdNJournalnofnAppliednMeteorologynandn
ClimatologybN2004bNjibNgjincgjkg 9

42 EstimatingNtheNeffectNofNtheNdeleteriousNrecessiveNhaplotypesNwHgNandNwHhNonNreproductionN
performanceNofNwyrshireNcattledNJournalnofnDairynSciencebN2019bNgfhbNkigkckihh 4 8

41 ShortNcommunicationpNbestNpredictionNofNifkcdayNlactationNyieldsNwithNregionalNandNseasonalN
effectsdNJournalnofnDairynSciencebN2011bNojbNglfgcj 4 8

40 yonstructionNofNPRzMoNallelecspecificNrecombinationNmapsNinNcattleNusingNlargecscaleNpedigreeN
analysisNandNgenomecwideNsingleNspermNgenomicsdNDNAnResearchbN2018bNhkbNgnicgoj 4.5 7

39 ShortNcommunicationpNProjectingNmilkNyieldNusingNbestNpredictionNandNtheNMilkxotNlactationNmodeldN
JournalnofnDairynSciencebN2012bNokbNjfjgcj 4 7

38 InvestigatingNconceptionNrateNforNbeefNserviceNsiresNbredNtoNdairyNcowsNandNheifersdNJournalnofnDairyn
SciencebN2020bNgfibNgfimjcgfinh 4 7

37 GenotypeNimputationNinNaNtropicalNcrossbredNdairyNcattleNpopulationdNJournalnofnDairynSciencebN2017bN
gffbNolhicolij 4 6

36 zevelopmentNofNaNLifetimeNMeritcbasedNselectionNindexNforNUSNdairyNgrazingNsystemsdNJournalnofn
DairynSciencebN2014bNombNjklncmn 4 6

35 wNcomprehensiveNcatalogueNofNregulatoryNvariantsNinNtheNcattleNtranscriptome 6

34 FastNxayesianNfinecmappingNofNikNproductionbNreproductionNandNbodyNconformationNtraitsNinNdairyNcattle 6
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33 SymposiumNreviewpNzevelopmentbNimplementationbNandNperspectivesNofNhealthNevaluationsNinNtheN
UnitedNStatesdNJournalnofnDairynSciencebN2020bNgfibNkikjckilk 4 5

32 VisualizationNofNtheNtransmissionNofNdirectNgenomicNvaluesNforNpaternalNandNmaternalNchromosomesN
forNgkNtraitsNinNUSNxrownNSwissbNHolsteinbNandNJerseyNcattledNJournalnofnDairynSciencebN2013bNolbNhmgichmhl4 5

31 MultiparityNevaluationNofNcalvingNeaseNandNstillbirthNwithNseparateNgeneticNeffectsNbyNparitydNJournaln
ofnDairynSciencebN2008bNogbNigmicn 4 5

30 GenomicNselectionNinNmulticbreedNdairyNcattleNpopulationsdNRevistanBrasileiranDenZootecniabN2016bNjkbNgokchfh1.2 5

29 xenchmarkingNdairyNherdNhealthNstatusNusingNroutinelyNrecordedNherdNsummaryNdatadNJournalnofn
DairynSciencebN2016bNoobNghoncgigj 4 4

28 IncludingNgeneNnetworksNtoNpredictNcalvingNdifficultyNinNHolsteinbNxrownNSwissNandNJerseyNcattledN
BMCnGeneticsbN2018bNgobNhf 2.6 4

27 ziscoveringNancestorsNandNconnectingNrelativesNinNlargeNgenomicNdatabasesdNJournalnofnDairynScience
bN2020bNgfibNgmhocgmij 4 4

26 ModelingNpedigreeNaccuracyNandNuncertainNparentageNinNsinglecstepNgenomicNevaluationsNofN
simulatedNandNUSNHolsteinNdatasetsdNJournalnofnDairynSciencebN2019bNgfhbNhifnchign 4 4

25 MajorNquantitativeNtraitNlociNinfluencingNmilkNproductionNandNconformationNtraitsNinNGuernseyNdairyN
cattleNdetectedNonNxosNtaurusNautosomeNgodNJournalnofnDairynSciencebN2021bNgfjbNkkfcklf 4 4

24 yomparisonNofNGeneNEditingNVersusNyonventionalNxreedingNtoNIntrogressNtheNwlleleNIntoNtheN
TropicallyNwdaptedNwustralianNxeefNyattleNPopulationdNFrontiersninnGeneticsbN2021bNghbNkoigkj 4.5 4

23
ValidatingNtheNUseNofNxovineNxuccalNSamplingNasNaNProxyNforNtheNRumenNMicrobiotaNbyNUsingNaNTimeN
yourseNandNRandomNForestNylassificationNwpproachdNAppliednandnEnvironmentalnMicrobiologybN2020bN
nlbN

4.8 3

22 xREEzINGNwNzNGENETIySNSYMPOSIUMpNResilienceNofNlivestockNtoNchangingNenvironmentsdNJournaln
ofnAnimalnSciencebN2017bNokbNgmmmcgmmo 0.7 3

21 GenomicNpredictionNofNdiseaseNoccurrenceNusingNproducercrecordedNhealthNdatapNaNcomparisonNofN
methodsdNGeneticsnSelectionnEvolutionbN2015bNjmbNjg 4.9 3

20 xreedingNandNGeneticsNSymposiumpNsystemsNbiologyNinNanimalNbreedingpNIdentifyingNrelationshipsN
amongNmarkersbNgenesbNandNphenotypesdNJournalnofnAnimalnSciencebN2013bNogbNkhgch 0.7 3

19 ImpactNofNgeneticNmeritNforNmilkNsomaticNcellNscoreNofNsiresNandNmaternalNgrandsiresNonNherdNlifeNofN
theirNdaughtersdNJournalnofnDairynSciencebN2009bNohbNhhhjcn 4 3

18 ManagementNofNMendelianNTraitsNinNxreedingNProgramsNbyNGeneNEditingpNwNSimulationNStudy 3

17
TheNLarsonNxlueNcoatNcolorNphenotypeNinNHolsteinspNyharacteristicsNandNeffectsNonNbodyN
temperatureNregulationNandNproductionNinNlactatingNcowsNinNaNhotNclimatedNJournalnofnAnimalnSciencebN
2017bNokbNgglj

0.7 3

16 SimulationNofNintrogressionNofNtheNalleleNintoNtheNJerseyNbreedNviaNconventionalNbreedingNvsdNgeneN
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