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l Paper IF Citations

77 DynamicsRofRfatRcellRturnoverRinRhumanshRNaturefR2008fRnomfRqrmgq 50.4 1612

76  nRatlasRofRactiveRenhancersRacrossRhumanRcellRtypesRandRtissueshRNaturefR2014fRojqfRnoognpk 50.4 1595

75  RpromoterglevelRmammalianRexpressionRatlashRNaturefR2014fRojqfRnplgqj 50.4 1301

74 TheRgenomeRsequenceRofRTrypanosomaRcruzifRetiologicRagentRofRChagasRdiseasehRSciencefR2005fRmjsfRnjsgko33.3 1085

73  nRatlasRofRhumanRlongRnongcodingRRN sRwithRaccurateRoaRendshRNaturefR2017fRonmfRkssgljn 50.4 581

72 GatewaysRtoRtheRF NTOMoRpromoterRlevelRmammalianRexpressionRatlashRGenomepBiologyfR2015fRkpfRll 18.3 443

71  dipocyteRturnovertRrelevanceRtoRhumanRadiposeRtissueRmorphologyhRDiabetesfR2010fRosfRkjogs 0.9 414

70 TranscribedRenhancersRleadRwavesRofRcoordinatedRtranscriptionRinRtransitioningRmammalianRcellshR
SciencefR2015fRmnqfRkjkjgn 33.3 384

69 TheRtranscriptionalRnetworkRthatRcontrolsRgrowthRarrestRandRdifferentiationRinRaRhumanRmyeloidR
leukemiaRcellRlinehRNaturepGeneticsfR2009fRnkfRoomgpl 36.3 356

68  dipocyteRlipasesRandRdefectRofRlipolysisRinRhumanRobesityhRDiabetesfR2005fRonfRmksjgq 0.9 293

67  nRintegratedRexpressionRatlasRofRmiRN sRandRtheirRpromotersRinRhumanRandRmousehRNaturep
BiotechnologyfR2017fRmofRrqlgrqr 44.5 282

66 DynamicsRofRhumanRadiposeRlipidRturnoverRinRhealthRandRmetabolicRdiseasehRNaturefR2011fRnqrfRkkjgm 50.4 259

65  diposeRtissueRmicroRN sRasRregulatorsRofRCCLlRproductionRinRhumanRobesityhRDiabetesfR2012fRpkfRksrpgsm0.9 217

64 RegionalRimpactRofRadiposeRtissueRmorphologyRonRtheRmetabolicRprofileRinRmorbidRobesityhR
DiabetologiafR2010fRomfRlnspgojm 10.3 159

63 GeneticRpredispositionRforRTypeRlRdiabetesfRbutRnotRforRoverweightiobesityfRisRassociatedRwithRaR
restrictedRadipogenesishRPLoSpONEfR2011fRpfRekrlrn 3.7 98

62 F NTOMoRC GERprofilesRofRhumanRandRmouseRsampleshRScientificpDatafR2017fRnfRkqjkkl 8.2 88

61 TranscriptionalRfeaturesRofRgenomicRregulatoryRblockshRGenomepBiologyfR2009fRkjfRRmr 18.3 77
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60 EarlyRβRcellRfactorRkRregulatesRadipocyteRmorphologyRandRlipolysisRinRwhiteRadiposeRtissuehRCellp
MetabolismfR2014fRksfRsrkgsl 24.6 72

59 ChangesRinRsubcutaneousRfatRcellRvolumeRandRinsulinRsensitivityRafterRweightRlosshRDiabetespCarefR
2014fRmqfRkrmkgp 14.6 70

58
 nalysisRofRtheRhumanRmonocytegderivedRmacrophageRtranscriptomeRandRresponseRtoR
lipopolysaccharideRprovidesRnewRinsightsRintoRgeneticRaetiologyRofRinflammatoryRbowelRdiseasehR
PLoSpGeneticsfR2017fRkmfRekjjppnk

6 64

57 TransplantedRβoneRMarrowgDerivedRCellsRContributeRtoRHumanR dipogenesishRCellpMetabolismfR
2015fRllfRnjrgkq 24.6 61

56  nalysisRofRtheRDN RmethylomeRandRtranscriptomeRinRgranulopoiesisRrevealsRtimedRchangesRandR
dynamicRenhancerRmethylationhRBloodfR2014fRklmfReqsgrs 2.2 59

55 GenomegwideRinvestigationRofRinRvivoREGRgkRbindingRsitesRinRmonocyticRdifferentiationhRGenomep
BiologyfR2009fRkjfRRnk 18.3 55

54 OptimizationRofRturngbackRprimersRinRisothermalRamplificationhRNucleicpAcidspResearchfR2011fRmsfReos 20.1 54

53  diposeRtissueRmorphologyRpredictsRimprovedRinsulinRsensitivityRfollowingRmoderateRorRpronouncedR
weightRlosshRInternationalpJournalpofpObesityfR2015fRmsfRrsmgr 5.5 49

52 CkRC GERdetectsRtranscriptionRstartRsitesRandRenhancerRactivityRatRsinglegcellRresolutionhRNaturep
CommunicationsfR2019fRkjfRmpj 17.4 45

51 DatabaseRofRTrypanosomaRcruziRrepeatedRgenestRljfjjjRadditionalRgeneRvariantshRBMCpGenomicsfR
2007fRrfRmsk 4.5 43

50 TranscriptionalRlandscapeRofRMycobacteriumRtuberculosisRinfectionRinRmacrophageshRScientificp
ReportsfR2018fRrfRpqor 4.9 41

49 FunctionalRannotationRofRhumanRlongRnoncodingRRN sRviaRmolecularRphenotypinghRGenomep
ResearchfR2020fRmjfRkjpjgkjql 9.7 41

48 TumorRnecrosisRfactorRalphaRandRregulationRofRadiposeRtissuehRNewpEnglandpJournalpofpMedicinefR
2010fRmplfRkkokgm 59.2 39

47 RedefiningRtheRtranscriptionalRregulatoryRdynamicsRofRclassicallyRandRalternativelyRactivatedR
macrophagesRbyRdeepC GERtranscriptomicshRNucleicpAcidspResearchfR2015fRnmfRpspsgrl 20.1 38

46 CeruloplasminRisRaRnovelRadipokineRwhichRisRoverexpressedRinRadiposeRtissueRofRobeseRsubjectsRandR
inRobesitygassociatedRcancerRcellshRPLoSpONEfR2014fRsfRerjlqn 3.7 36

45  dditiveReffectsRofRmicroRN sRandRtranscriptionRfactorsRonRCCLlRproductionRinRhumanRwhiteR
adiposeRtissuehRDiabetesfR2014fRpmfRklnrgor 0.9 35

44 CorrectingRerrorsRinRshotgunRsequenceshRNucleicpAcidspResearchfR2003fRmkfRnppmgql 20.1 31

43 TheRshortRnongcodingRtranscriptomeRofRtheRprotozoanRparasiteRTrypanosomaRcruzihRPLoSpNeglectedp
TropicalpDiseasesfR2011fRofReklrm 4.8 29
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42 RemodelingRofRretrotransposonRelementsRduringRepigeneticRinductionRofRadultRvisualRcorticalR
plasticity´ byRHD CRinhibitorshREpigeneticspandpChromatinfR2015fRrfRoo 5.8 27

41 DeepC GERTranscriptomicsRRevealRanRImportantRRoleRofRtheRTranscriptionRFactorRM FβRinRtheR
LymphaticREndotheliumhRCellpReportsfR2015fRkmfRknsmgkojn 10.6 25

40 TheRcombinationRofRgeneRperturbationRassayRandRChIPgchipRrevealsRfunctionalRdirectRtargetRgenesR
forRIRFrRinRTHPgkRcellshRMolecularpImmunologyfR2010fRnqfRllsogmjl 4.3 25

39 PromoterglevelRexpressionRclusteringRidentifiesRtimeRdevelopmentRofRtranscriptionalRregulatoryR
cascadesRinitiatedRbyRErbβRreceptorsRinRbreastRcancerRcellshRScientificpReportsfR2015fRofRkksss 4.9 24

38 CoreRpromoterRstructureRandRgenomicRcontextRreflectRhistoneRmRlysineRsRacetylationRpatternshRBMCp
GenomicsfR2010fRkkfRloq 4.5 24

37 SystematicRanalysisRofRtranscriptionRstartRsitesRinRavianRdevelopmenthRPLoSpBiologyfR2017fRkofReljjlrrq 9.7 22

36 FunctionalRannotationRofRtheRvlincRclassRofRnongcodingRRN sRusingRsystemsRbiologyRapproachhR
NucleicpAcidspResearchfR2016fRnnfRmlmmgol 20.1 21

35 SeparationRofRnearlyRidenticalRrepeatsRinRshotgunRassembliesRusingRdefinedRnucleotideRpositionsfR
DNPshRBioinformaticsfR2002fRkrfRmqsgrr 7.2 20

34 HighgthroughputRtranscriptionRprofilingRidentifiesRputativeRepigeneticRregulatorsRofRhematopoiesishR
BloodfR2014fRklmfRenpgoq 2.2 19

33 TranscriptionalRDynamicsRDuringRHumanR dipogenesisRandRItsRLinkRtoR diposeRMorphologyRandR
DistributionhRDiabetesfR2017fRppfRlkrglmj 0.9 19

32 TranscriptionalRdynamicsRrevealRcriticalRrolesRforRnongcodingRRN sRinRtheRimmediategearlyRresponsehR
PLoSpComputationalpBiologyfR2015fRkkfRekjjnlkq 5 15

31 ExpressionRofRFβNkRduringRadipogenesistRRelevanceRtoRtheRlipodystrophyRphenotypeRinRMarfanR
syndromeRandRrelatedRconditionshRMolecularpGeneticspandpMetabolismfR2016fRkksfRkqngro 3.7 15

30 TranscriptomeR nalysisRUncoversRaRGrowthgPromotingR ctivityRofROrosomucoidgkRonRHepatocyteshR
EBioMedicinefR2017fRlnfRloqglpp 8.8 13

29  RframeworkRforRidentificationRofRongRandRoffgtargetRtranscriptionalRresponsesRtoRdrugRtreatmenthR
ScientificpReportsfR2019fRsfRkqpjm 4.9 13

28 MicroRN glqaibgmpRandRPP RGRregulateRSC MPmRthroughRaRfeedgforwardRloopRduringR
adipogenesishRScientificpReportsfR2019fRsfRkmrsk 4.9 12

27 DNPTrappertRanRassemblyReditingRtoolRforRfinishingRandRanalysisRofRcomplexRrepeatRregionshRBMCp
BioinformaticsfR2006fRqfRkoo 3.6 12

26 ComparativeRtranscriptomicsRofRprimaryRcellsRinRvertebrateshRGenomepResearchfR2020fRmjfRsokgspk 9.7 12

25 DeepC GERtranscriptomicsRidentifyRHOXDkjRasRaRtranscriptionRfactorRregulatingRlymphaticR
endothelialRresponsesRtoRVEGFgChRJournalpofpCellpSciencefR2016fRklsfRloqmgro 5.3 11
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24 TheRTranscriptionalRNetworkRThatRControlsRGrowthR rrestRandRMacrophageRDifferentiationRinRtheR
HumanRMyeloidRLeukemiaRCellRLineRTHPgkhRFrontierspinpCellpandpDevelopmentalpBiologyfR2020fRrfRnsr 5.7 10

23 TR PtRTandemRRepeatR ssemblyRProgramRproducesRimprovedRshotgunRassembliesRofRrepetitiveR
sequenceshRComputerpMethodspandpProgramspinpBiomedicinefR2003fRqjfRnqgos 6.9 9

22 NGSViewtRanRextensibleRopenRsourceReditorRforRnextggenerationRsequencingRdatahRBioinformaticsfR
2010fRlpfRklogp 7.2 8

21 HealthRandRobesitytRnotRjustRskinRdeephRSciencefR2013fRmnlfRoorgs 33.3 7

20 GenomegscaleRregressionRanalysisRrevealsRaRlinearRrelationshipRforRpromotersRandRenhancersRafterR
combinatorialRdrugRtreatmenthRBioinformaticsfR2017fRmmfRmpspgmqjj 7.2 6

19 FunctionalR nnotationRofRHumanRLongRNongCodingRRN sRviaRMolecularRPhenotyping 6

18 PromoterRUsageRandRDynamicsRinRVascularRSmoothRMuscleRCellsRExposedRtoRFibroblastRGrowthR
FactorglRorRInterleukingk˛†hRScientificpReportsfR2018fRrfRkmkpn 4.9 6

17 ReDiTtRRepeatRDiscrepancyRTaggerggaRshotgunRassemblyRfinishingRaidhRBioinformaticsfR2004fRljfRrjmgn 7.2 4

16 IdentificationRofRnovelRcerebellarRdevelopmentalRtranscriptionalRregulatorsRwithRmotifRactivityR
analysishRBMCpGenomicsfR2019fRljfRqkr 4.5 3

15  utomaticRidentificationRofRsmallRmoleculesRthatRpromoteRcellRconversionRandRreprogramminghRStemp
CellpReportsfR2021fRkpfRkmrkgkmsj 8 3

14 DiscoveryRofRwidespreadRtranscriptionRinitiationRatRmicrosatellitesRpredictableRbyRsequencegbasedR
deepRneuralRnetworkhRNaturepCommunicationsfR2021fRklfRmlsq 17.4 3

13 ConservedRtemporalRorderingRofRpromoterRactivationRimplicatesRcommonRmechanismsRgoverningR
theRimmediateRearlyRresponseRacrossRcellRtypesRandRstimulihROpenpBiologyfR2018fRrfR 7 3

12 DetailedRFunctionalRCharacterizationRofRaRWaistgHipRRatioRLocusRinRqpkohlRDefinesRanREnhancerR
ControllingR dipocyteRDifferentiationhRISciencefR2019fRljfRnlgos 6.1 2

11 DiscriminativeRidentificationRofRtranscriptionalRresponsesRofRpromotersRandRenhancersRafterR
stimulushRNucleicpAcidspResearchfR2017fRnofRelo 20.1 2

10 DeepCellStatetR nRautoencodergbasedRframeworkRforRpredictingRcellRtypeRspecificRtranscriptionalR
statesRinducedRbyRdrugRtreatmenthRPLoSpComputationalpBiologyfR2021fRkqfRekjjsnpo 5 2

9 DatasetsRofRgenesRcoexpressedRwithRFβNkRinRmouseRadiposeRtissueRandRduringRhumanRadipogenesishR
DatapinpBrieffR2016fRrfRrokgq 1.2 2

8 ReFeaFitRGenomegwideRpredictionRofRregulatoryRelementsRdrivingRtranscriptionRinitiationhRPLoSp
ComputationalpBiologyfR2021fRkqfRekjjsmqp 5 2

7  nalysisRofREnhancergPromoterRInteractionsRusingRC GERandRR DICLgSeqRTechnologieshRMethodspinp
MolecularpBiologyfR2021fRlmokfRljkglkj 1.4 2
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6 DiscoveryRofRTranscriptionRFactorsRNovelRtoRMouseRCerebellarRGranuleRCellRDevelopmentRThroughR
LasergCaptureRMicrodissectionhRCerebellumfR2018fRkqfRmjrgmlo 4.3 1

5  pplicationRofRGeneRExpressionRTrajectoriesRInitiatedRfromRErbβRReceptorR ctivationRHighlightsRtheR
DynamicsRofRDivergentRPromoterRUsagehRPLoSpONEfR2015fRkjfRejknnkqp 3.7 1

4 GR TgggenomegscaleRrapidRalignmentRtoolhRComputerpMethodspandpProgramspinpBiomedicinefR2007fR
rpfRrqgsl 6.9 1

3  utomaticRidentificationRofRsmallRmoleculesRthatRpromoteRcellRconversionRandRreprogramming 1

2 CkRC GERdetectsRtranscriptionRstartRsitesRandRenhancerRactivityRatRsinglegcellRresolution 1

1 DevelopmentRofRpomRknockoutRUrqMGRcellRlineRforRunbiasedRdrugRdeliveryRtestingRsystemRusingR
CRISPRgCassRandRtranscriptomicRanalysishRJournalpofpBiotechnologyfR2021fRmmlfRqlgrl 3.7
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