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m Paper IF Citations

118 PanYcancerLanalysisLofLwholeLgenomesaLNatureXL2020XLhjkXLkeYlf 50.4 840

117 xpidermalLgrowthLfactorLreceptorLtyrosineLkinaseLdefinesLcriticalLprognosticLgenesLofLstageLéLlungL
adenocarcinomaaLPLoSiONEXL2012XLjXLegflef 3.7 94

116 virculatingLexosomalLmicroRNtYecfLisLassociatedLwithLmetastasisLpossiblyLviaLinducingL
tumorYassociatedLmacrophagesLinLcolorectalLcanceraLOncotargetXL2017XLkXLjkhlkYjkidf 3.3 92

115 QuantitativeLcharacterizationLofLTYcellLrepertoireLinLallogeneicLhematopoieticLstemLcellLtransplantL
recipientsaLBoneiMarrowiTransplantationXL2015XLhcXLdeejYfg 4.4 81

114 StatisticalLinferenceLofLtranscriptionalLmoduleYbasedLgeneLnetworksLfromLtimeLcourseLgeneL
expressionLprofilesLbyLusingLstateLspaceLmodelsaLBioinformaticsXL2008XLegXLlfeYge 7.2 75

113 tntigenLdeliveryLtargetedLtoLtumorYassociatedLmacrophagesLovercomesLtumorLimmuneLresistanceaL
JournaliofiClinicaliInvestigationXL2019XLdelXLdejkYdelg 15.9 62

112 SenolysisLbyLglutaminolysisLinhibitionLamelioratesLvariousLageYassociatedLdisordersaLScienceXL2021XL
fjdXLeihYejc 33.3 58

111 xxpressionLandLclinicalLsignificanceLofLgenesLfrequentlyLmutatedLinLsmallLcellLlungLcancersLdefinedL
byLwholeLexomebRNtLsequencingaLCarcinogenesisXL2015XLfiXLidiYed 4.6 57

110 QuantitativeLTLcellLrepertoireLanalysisLbyLdeepLcwNtLsequencingLofLTLcellLreceptorL˛–LandL˛†LchainsL
usingLnextYgenerationLsequencingLTNzSUaLOncoImmunologyXL2014XLfXLelikgij 7.2 56

109 xpithelialYtoYMesenchymalLTransitionLisLaLvauseLofLuothLéntrinsicLandLtcquiredLResistanceLtoLβRtSL
zdevLénhibitorLinLβRtSLzdevYMutantLNonYSmallLvellLLungLvanceraLClinicaliCanceriResearchXL2020XLeiXLhlieYhljf12.9 40

108 PrognosticLimpactLofLcirculatingLtumorLwNtLstatusLpostYallogeneicLhematopoieticLstemLcellL
transplantationLinLtMLLandLMwSaLBloodXL2019XLdffXLeikeYeilh 2.2 34

107 tLnovelLtSXLdYOzTLaxisLplaysLrolesLinLHfβgLmethylationLandLtumorLsuppressionLinLmyeloidL
malignanciesaLLeukemiaXL2018XLfeXLdfejYdffj 10.7 33

106 xlevatedL˛†YcateninLpathwayLasLaLnovelLtargetLforLpatientsLwithLresistanceLtoLxzyLreceptorLtargetingL
drugsaLScientificiReportsXL2015XLhXLdfcji 4.9 32

105 TheLTranscriptionalLLandscapeLofLphfLSignallingLPathwayaLEBioMedicineXL2017XLecXLdclYddl 8.8 30

104 vharacterizationLofLtheLTLcellLrepertoireLbyLdeepLTLcellLreceptorLsequencingLinLtissuesLandLbloodL
fromLpatientsLwithLadvancedLcolorectalLcanceraLOncologyiLettersXL2016XLddXLfigfYfigl 2.6 30

103 vlinicalLsignificanceLofLTLcellLclonalityLandLexpressionLlevelsLofLimmuneYrelatedLgenesLinL
endometrialLcanceraLOncologyiReportsXL2017XLfjXLeicfYeidc 3.5 29

102 TheLhypusineLcascadeLpromotesLcancerLprogressionLandLmetastasisLthroughLtheLregulationLofLRhotL
inLsquamousLcellLcarcinomaaLOncogeneXL2016XLfhXLhfcgYhfdi 9.2 29
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101 wetectionLofLtPvLmosaicismLbyLnextYgenerationLsequencingLinLanLytPLpatientaLJournaliofiHumani
GeneticsXL2015XLicXLeejYfd 4.3 28

100 tLnovelLnetworkLprofilingLanalysisLrevealsLsystemLchangesLinLepithelialYmesenchymalLtransitionaL
PLoSiONEXL2011XLiXLeeckcg 3.7 28

99 vharacterizationLofLTYcellLReceptorLRepertoireLinLénflamedLTissuesLofLPatientsLwithLvrohnSsLwiseaseL
ThroughLweepLSequencingaLInflammatoryiBoweliDiseasesXL2016XLeeXLdejhYkh 4.5 28

98 vlassificationLofLprimaryLliverLcancerLwithLimmunosuppressionLmechanismsLandLcorrelationLwithL
genomicLalterationsaLEBioMedicineXL2020XLhfXLdceihl 8.8 26

97 StatisticalLanalysisLofLhieLTcoldLsensationULandLhieshoLTcoldLdisorderULinLkampoLclinicaLEvidencewbasedi
ComplementaryiandiAlternativeiMedicineXL2013XLecdfXLflkghk 2.3 26

96 éntegratedLexomeLandLRNtLsequencingLofLdedifferentiatedLliposarcomaaLNatureiCommunicationsXL
2019XLdcXLhikf 17.4 26

95 PrescriptionLofLkampoLdrugsLinLtheLαapaneseLhealthLcareLinsuranceLprogramaLEvidencewbasedi
ComplementaryiandiAlternativeiMedicineXL2013XLecdfXLhjiljf 2.3 25

94 OrengedokutoLandLberberineLimproveLindomethacinYinducedLsmallLintestinalLinjuryLviaLadenosineaL
JournaliofiGastroenterologyXL2009XLggXLfkcYl 6.9 22

93 MetagenomeLwataLonLéntestinalLPhageYuacteriaLtssociationsLtidsLtheLwevelopmentLofLPhageL
TherapyLagainstLPathobiontsaLCelliHostiandiMicrobeXL2020XLekXLfkcYfklael 23.4 19

92 NYcadherinLexpressionLisLaLpotentialLsurvivalLmechanismLofLgefitinibYresistantLlungLcancerLcellsaL
AmericaniJournaliofiCanceriResearchXL2011XLdXLkefYff 4.4 19

91 yunctionalLRestorationLofLuacteriomesLandLViromesLbyLyecalLMicrobiotaLTransplantationaL
GastroenterologyXL2021XLdicXLecklYedceaede 13.3 17

90 MetagenomicLanalysisLofLbacterialLspeciesLinLtongueLmicrobiomeLofLcurrentLandLneverLsmokersaLNpji
BiofilmsiandiMicrobiomesXL2020XLiXLdd 8.2 16

89 vharacterizationLofLtheLuYcellLreceptorLrepertoiresLinLpeanutLallergicLsubjectsLundergoingLoralL
immunotherapyaLJournaliofiHumaniGeneticsXL2018XLifXLeflYegk 4.3 16

88 WeightedLlassoLinLgraphicalLzaussianLmodelingLforLlargeLgeneLnetworkLestimationLbasedLonL
microarrayLdataaLGenomeiInformaticsXL2007XLdlXLdgeYhf 15

87 OverexpressionLofLcohesionLestablishmentLfactorLwSvvdLthroughLxeyLinLcolorectalLcanceraLPLoSi
ONEXL2014XLlXLekhjhc 3.7 14

86 énferenceLofLgeneLregulatoryLnetworksLincorporatingLmultiYsourceLbiologicalLknowledgeLviaLaLstateL
spaceLmodelLwithLLdLregularizationaLPLoSiONEXL2014XLlXLedchlge 3.7 13

85 TheLwifferenceLbetweenLtheLTwoLRepresentativeLβampoLyormulasLforLTreatingLwysmenorrheamLtnL
ObservationalLStudyaLEvidencewbasediComplementaryiandiAlternativeiMedicineXL2016XLecdiXLfdhlidj 2.3 13

84 virculatingLtumorLwNtLdynamicallyLpredictsLresponseLandborLrelapseLinLpatientsLwithLhematologicalL
malignanciesaLInternationaliJournaliofiHematologyXL2018XLdckXLgceYgdc 2.3 13
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83 vapturingLtheLdifferencesLbetweenLhumoralLimmunityLinLtheLnormalLandLtumorLenvironmentsLfromL
repertoireYseqLofLuYcellLreceptorsLusingLsupervisedLmachineLlearningaLBMCiBioinformaticsXL2019XLecXLeij 3.6 12

82 zenomicLHeterogeneityLWithinLéndividualLProstateLvancerLyociLémpactsLPredictiveLuiomarkersLofL
TargetedLTherapyaLEuropeaniUrologyiFocusXL2019XLhXLgdiYgeg 5.1 12

81 WxézHTxwLLtSSOLéNLzRtPHévtLLztUSSétNLMOwxLéNzLyORLLtRzxLzxNxLNxTWORβLxSTéMtTéONL
utSxwLONLMévROtRRtYLwtTtL2007XL 12

80 tLPHLtRwmLaLuayesianLmethodLforLanalyzingLHLtLgenesLfromLwholeLgenomeLsequenceLdataaLBMCi
GenomicsXL2018XLdlXLjlc 4.5 11

79 SequenceYspecificLbiasLcorrectionLforLRNtYseqLdataLusingLrecurrentLneuralLnetworksaLBMCiGenomics
XL2017XLdkXLdcgg 4.5 10

78 tnalysisLofLquestionnaireLforLtraditionalLmedicineLandLdevelopmentLofLdecisionLsupportLsystemaL
EvidencewbasediComplementaryiandiAlternativeiMedicineXL2014XLecdgXLljgdfl 2.3 10

77 ReducedLexpressionLofLtPvYduLbutLnotLtPvYdtLbyLtheLdeletionLofLpromoterLduLisLresponsibleLforL
familialLadenomatousLpolyposisaLScientificiReportsXL2016XLiXLeicdd 4.9 10

76 MassivelyLparallelLsequencingLofLtenosynovialLgiantLcellLtumorsLrevealsLnovelLvSydLfusionL
transcriptsLandLnovelLsomaticLvuLLmutationsaLInternationaliJournaliofiCancerXL2019XLdghXLfejiYfekg 7.5 9

75 zeneLsetLdifferentialLanalysisLofLtimeLcourseLexpressionLprofilesLviaLsparseLestimationLinLfunctionalL
logisticLmodelLwithLapplicationLtoLtimeYdependentLbiomarkerLdetectionaLBiostatisticsXL2016XLdjXLefhYgk 3.7 8

74
StateYspaceLapproachLwithLtheLmaximumLlikelihoodLprincipleLtoLidentifyLtheLsystemLgeneratingL
timeYcourseLgeneLexpressionLdataLofLyeastaLInternationaliJournaliofiDataiMiningiandiBioinformaticsXL
2006XLdXLjjYkj

0.5 8

73 PredictionLofLdeficiencyYexcessLpatternLinLαapaneseLβampoLmedicinemLMultiYcentreLdataLcollectionaL
ComplementaryiTherapiesiiniMedicineXL2019XLghXLeekYeff 3.5 7

72 vellYlineageLlevelYtargetedLsequencingLtoLidentifyLacuteLmyeloidLleukemiaLwithL
myelodysplasiaYrelatedLchangesaLBloodiAdvancesXL2018XLeXLehdfYehed 7.8 7

71 PredictingLdifferencesLinLgeneLregulatoryLsystemsLbyLstateLspaceLmodelsaLGenomeiInformaticsXL2008
XLedXLdcdYdf 7

70
NeoantigenLloadLandLHLtYclassLéLexpressionLidentifyLaLsubgroupLofLtumorsLwithLaLTYcellYinflamedL
phenotypeLandLfavorableLprognosisLinLhomologousLrecombinationYproficientLhighYgradeLserousL
ovarianLcarcinomaL2020XLkXL

6

69 wiscriminationLofLpredictionLmodelsLbetweenLcoldYheatLandLdeficiencyYexcessLpatternsaL
ComplementaryiTherapiesiiniMedicineXL2020XLglXLdcefhf 3.5 6

68 SizNYSSMmLopenLsourceLparallelLsoftwareLforLestimatingLgeneLnetworksLwithLstateLspaceLmodelsaL
BioinformaticsXL2011XLejXLddjeYf 7.2 6

67 MetagenomicLprofilingLofLgutLmicrobiomeLinLearlyLchronicLkidneyLdiseaseaLNephrologyiDialysisi
TransplantationXL2021XLfiXLdijhYdikg 4.3 6

66 wevelopmentLofLanLMSéYpositiveLcolonLtumorLwithLaberrantLwNtLmethylationLinLaLPPtPLpatientaL
JournaliofiHumaniGeneticsXL2019XLigXLjelYjgc 4.3 5
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65 vlusteringLforLVisualLtnalogueLScaleLwataLinLSymbolicLwataLtnalysisaLProcediaiComputeriScienceXL
2011XLiXLfjcYfjg 1.6 5

64 StatisticalLtbsoluteLxvaluationLofLzeneLOntologyLTermsLwithLzeneLxxpressionLwataL2007XLdgiYdhj 5

63 édentificationLofLaLphfYrepressedLgeneLmoduleLinLbreastLcancerLcellsaLOncotargetXL2017XLkXLhhkedYhhkfi 3.3 5

62 zenomeYwideLassociationLstudiesLandLheritabilityLanalysisLrevealLtheLinvolvementLofLhostLgeneticsL
inLtheLαapaneseLgutLmicrobiotaaLCommunicationsiBiologyXL2020XLfXLiki 6.7 5

61 PhenotypeYbasedLgeneLanalysisLallowedLsuccessfulLdiagnosisLofLXYlinkedLneutropeniaLassociatedL
withLaLnovelLWtSpLmutationaLAnnalsiofiHematologyXL2018XLljXLfijYfil 3 5

60 tLuayesianLmodelLintegrationLforLmutationLcallingLthroughLdataLpartitioningaLBioinformaticsXL2019XL
fhXLgegjYgehg 7.2 4

59 NanoporeLbasecallingLfromLaLperspectiveLofLinstanceLsegmentationaLBMCiBioinformaticsXL2020XLedXLdfi 3.6 4

58 PredictingLαapaneseLβampoLformulasLbyLanalyzingLdatabaseLofLmedicalLrecordsmLaLpreliminaryL
observationalLstudyaLBMCiMedicaliInformaticsiandiDecisioniMakingXL2016XLdiXLddk 3.6 4

57 RequirementLofLglycosylationLmachineryLinLTLRLresponsesLrevealedLbyLvRéSPRbvaslLscreeningaL
InternationaliImmunologyXL2017XLelXLfgjYfhh 4.9 4

56 woesLTwitterLtriggerLburstsLinLsignatureLcollectionsraLPLoSiONEXL2013XLkXLehkehe 3.7 4

55 édentificationLofLanLimmunogenicLneoYepitopeLencodedLbyLmouseLsarcomaLusingLvXvRfLligandL
mRNtsLasLsensorsaLOncoImmunologyXL2017XLiXLedfciidj 7.2 3

54
tLPHLtRwYNTmLuayesianLMethodLforLHumanLLeukocyteLtntigenLzenotypingLandLMutationLvallingL
throughLSimultaneousLtnalysisLofLNormalLandLTumorLWholeYzenomeLSequenceLwataaLJournaliofi
ComputationaliBiologyXL2019XLeiXLlefYlfj

1.7 3

53 PredictionLofLbloodLtestLvaluesLunderLdifferentLlifestyleLscenariosLusingLtimeYseriesLelectronicL
healthLrecordaLPLoSiONEXL2020XLdhXLecefcdje 3.7 3

52 tnLefficientLmethodLofLexploringLsimulationLmodelsLbyLassimilatingLliteratureLandLbiologicalL
observationalLdataaLBioSystemsXL2014XLdedXLhgYii 1.9 3

51 édentificationLofLaLphfLtargetXLvwdfjLXLthatLmediatesLgrowthLsuppressionLandLimmuneLresponseLofL
osteosarcomaLcellsaLScientificiReportsXL2017XLjXLdcjfl 4.9 3

50 tttenuatedLfamilialLadenomatousLpolyposisLwithLdesmoidsLcausedLbyLanLtPvLmutationaLHumani
GenomeiVariationXL2015XLeXLdhcdd 1.8 3

49 édentifyingLregulationalLalterationsLinLgeneLregulatoryLnetworksLbyLstateLspaceLrepresentationLofL
vectorLautoregressiveLmodelsLandLvariationalLannealingaLBMCiGenomicsXL2012XLdfLSupplLdXLSi 4.5 3

48 HalcyonmLanLaccurateLbasecallerLexploitingLanLencoderYdecoderLmodelLwithLmonotonicLattentionaL
BioinformaticsXL2021XLfjXLdeddYdedj 7.2 3

(2021-2011)
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47 vomprehensiveLPharmacogenomicLPathwayLScreeningLbyLwataLtssimilationaLLectureiNotesiini
ComputeriScienceXL2011XLdicYdjd 0.9 3

46
vomprehensiveLmolecularLanalysisLofLgenomicLprofilesLandLPwYLdLexpressionLinLlungL
adenocarcinomaLwithLaLhighYgradeLfetalLadenocarcinomaLcomponentaLTranslationaliLungiCanceri
ResearchXL2021XLdcXLdeleYdfcg

4.4 3

45 kqegLPolymorphismsLandLwiabetesLMellitusLRegulateLtpolipoproteinLtYéVLinLvolorectalL
varcinogenesisaLAnnalsiofiSurgicaliOncologyXL2016XLefXLhgiYhhd 3.1 3

44 édentificationLofLactivatedLtranscriptionLfactorsLfromLmicroarrayLgeneLexpressionLdataLofLβampoL
medicineYtreatedLmiceaLGenomeiInformaticsXL2007XLdkXLddlYel 3

43 TheLfirstLcaseLofLelderlyLYpositiveLuYcellLacuteLlymphoblasticLleukemiaaLLeukemiaiandiLymphomaXL
2019XLicXLekedYekeg 1.9 2

42 zenomicLdataLassimilationLusingLaLhigherLmomentLfilteringLtechniqueLforLrestorationLofLgeneL
regulatoryLnetworksaLBMCiSystemsiBiologyXL2015XLlXLdg 3.5 2

41 tssociationLbetweenLSocioeconomicLStatusLandLwigestiveLTractLvancersmLtLvaseYvontrolLStudyaL
CancersXL2020XLdeXL 6.6 2

40 tnLefficientLdataLassimilationLschemaLforLrestorationLandLextensionLofLgeneLregulatoryLnetworksL
usingLtimeYcourseLobservationLdataaLJournaliofiComputationaliBiologyXL2014XLedXLjkhYlk 1.7 2

39 zlobalLgeneLnetworkLexplorationLbasedLonLexplainableLartificialLintelligenceLapproachaLPLoSiONEXL
2020XLdhXLecegdhck 3.7 2

38 éwxNTéyévtTéONLOyLtvTéVtTxwLTRtNSvRéPTéONLytvTORSLyROMLMévROtRRtYLzxNxL
xXPRxSSéONLwtTtLOyLβtMPOLMxwévéNxYTRxtTxwLMévxL2007XL 2

37 NeoantimonmLaLmultifunctionalLRLpackageLforLidentificationLofLtumorYspecificLneoantigensaL
BioinformaticsXL2020XLfiXLgkdfYgkdi 7.2 2

36 OnLtheLapplicationLofLuxRTLmodelsLforLnanoporeLmethylationLdetection 2

35 PerioperativeLvirculatingLTumorLwNtLxnablesLédentificationLofLPatientsLwithLPoorLPrognosisLinL
UpperLTractLUrothelialLvarcinomaaaLCanceriScienceXL2022XL 6.9 2

34 OVarvallmLuayesianLMutationLvallingLMethodLUtilizingLOverlappingLPairedYxndLReadsaLIEEEi
TransactionsioniNanobioscienceXL2017XLdiXLddiYdee 3.4 1

33 vlassificationLofLpatientsLwithLcoldLsensationLbyLaLreviewLofLsystemsLdatabasemLtLsingleYcentreL
observationalLstudyaLComplementaryiTherapiesiiniMedicineXL2019XLghXLjYdf 3.5 1

32 tLlikelihoodYfreeLfilteringLmethodLviaLapproximateLuayesianLcomputationLinLevaluatingLbiologicalL
simulationLmodelsaLComputationaliStatisticsiandiDataiAnalysisXL2016XLlgXLifYjg 1.6 1

31
tnLUnusuallyLShortLLatentLPeriodLofLTherapyYRelatedLMyeloidLNeoplasmLHarboringLaLRareL
MLLYxPfccLRearrangementmLvaseLReportLandLLiteratureLReviewaLCaseiReportsiiniHematologyXL2019XL
ecdlXLghfegfg

0.7 1

30 ReconstructionLofLhighLreadYdepthLsignalsLfromLlowYdepthLwholeLgenomeLsequencingLdataLusingL
deepLlearningL2017XL 1
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29 édentifyingLHiddenLvonfoundersLinLzeneLNetworksLbyLuayesianLNetworksL2010XL 1

28 NetworkYuasedLPredictionsLandLSimulationsLbyLuiologicalLStateLSpaceLModelsmLSearchLforLwrugL
ModeLofLtctionaLJournaliofiComputeriScienceiandiTechnologyXL2010XLehXLdfdYdhf 1.7 1

27 tccurateLandLylexibleLuayesianLMutationLvallLfromLMultiYregionalLTumorLSamplesaLLectureiNotesiini
ComputeriScienceXL2019XLgjYid 0.9 1

26 vapturingLtheLwifferencesLbetweenLHumoralLémmunityLinLtheLNormalLandLTumorLxnvironmentsL
fromLRepertoireYSeqLofLuYvellLReceptorsLUsingLSupervisedLMachineLLearning 1

25 wataLscienceLandLprecisionLhealthLcareaLNutritioniReviewsXL2020XLjkXLhfYhj 6.4 1

24 tpplicationLofLtargetedLnanoporeLsequencingLforLtheLscreeningLandLdeterminationLofLstructuralL
variantsLinLpatientsLwithLLynchLsyndromeaLJournaliofiHumaniGeneticsXL2021XLiiXLdchfYdcic 4.3 1

23 xvaluationLofLtLβLyusionLNewlyLédentifiedLinLvolonLvancerLbyLaLvomprehensiveLzenomicLtnalysisaaL
JCOiPrecisioniOncologyXL2019XLfXLdYh 3.6 1

22 émmunogenomicLpanYcancerLlandscapeLrevealsLimmuneLescapeLmechanismsLandLimmunoeditingL
historiesaLScientificiReportsXL2021XLddXLdhjdf 4.9 1

21 vlusteringLsamplesLcharacterizedLbyLtimeLcourseLgeneLexpressionLprofilesLusingLtheLmixtureLofL
stateLspaceLmodelsaLGenomeiInformaticsXL2007XLdkXLehkYii 1

20 émpactLofLsalivaryLandLpancreaticLamylaseLgeneLcopyLnumbersLonLdiabetesXLobesityXLandLfunctionalL
profilesLofLmicrobiomeLinLNorthernLαapaneseLpopulationaaLScientificiReportsXL2022XLdeXLjiek 4.9 1

19 SuccessfulLvlinicalLSequencingLbyLMolecularLTumorLuoardLinLanLxlderlyLPatientLWithLRefractoryL
Sˆ'zaryLSyndromeaaLJCOiPrecisioniOncologyXL2020XLgXLhfgYhic 3.6 0

18 VariantLanalysisLofLprostateLcancerLinLαapaneseLpatientsLandLaLnewLattemptLtoLpredictLrelatedL
biologicalLpathwaysaLOncologyiReportsXL2020XLgfXLlgfYlhe 3.5 0

17 RepeatedLLineageLSwitchesLinLanLxlderlyLvaseLofLRefractoryLuYvellLtcuteLLymphoblasticLLeukemiaL
WithLzeneLtmplificationmLtLvaseLReportLandLLiteratureLReviewaaLFrontiersiiniOncologyXL2022XLdeXLjlllke 5.3 0

16 tzacitidineLeffectivelyLreducesLYmutantLleukemicLcellLburdenLinLsecondaryLacuteLmyeloidLleukemiaL
afterLcordLbloodLtransplantationaLLeukemiaiandiLymphomaXL2018XLhlXLejhhYejhi 1.9

15 wifferentLclonalLdynamicsLofLchronicLmyeloidLleukaemiaLbetweenLboneLmarrowLandLtheLcentralL
nervousLsystemaLBritishiJournaliofiHaematologyXL2018XLdkfXLkgeYkgh 4.5

14 TheoreticalLyoundationLofLtheLPerformanceLofLPhylogenyYuasedLSomaticLVariantLwetectionaLLecturei
NotesiiniComputeriScienceXL2020XLkjYdcd 0.9

13 xnhancingLbreakpointLresolutionLwithLdeepLsegmentationLmodelmLtLgeneralLrefinementLmethodLforL
readYdepthLbasedLstructuralLvariantLcallersaLPLoSiComputationaliBiologyXL2021XLdjXLedccldki 5

12 PrognosticLémpactLofLvirculatingLTumorLwNtLStatusLPostYtllogeneicLHematopoieticLStemLvellL
TransplantationLinLtcuteLMyeloidLLeukemiaLandLMyelodysplasticLSyndromeaLBloodXL2018XLdfeXLegjYegj 2.2

(2018-2010)
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11 trtificialLéntelligenceLzuidedLPrecisionLMedicineLtpproachLtoLHematologicalLwiseaseaLBloodXL2018XL
dfeXLeehgYeehg 2.2

10 zenomicLtnalysisLofLTherapyYRelatedLMyeloidLNeoplasmsLandLTrackingLofLtheLyounderLvloneLuyL
virculatingLTumorLwNtaLBloodXL2019XLdfgXLhflfYhflf 2.2

9 tutomaticLsparseLprincipalLcomponentLanalysisaLCanadianiJournaliofiStatisticsXL2021XLglXLijkYilj 0.4

8 OVarvallmLuayesianLMutationLvallingLMethodLUtilizingLOverlappingLPairedYxndLReadsaLLectureiNotesi
iniComputeriScienceXL2016XLgcYhd 0.9

7 xxploratoryLéntroductionLofLvognitiveLvomputingLtoLvlinicalLSequencingLinLHematologicalL
MalignanciesaLBloodXL2016XLdekXLheieYheie 2.2

6 RevealingLphenotypeYassociatedLfunctionalLdifferencesLbyLgenomeYwideLscanLofLancientLhaplotypeL
blocksaLPLoSiONEXL2017XLdeXLecdjihfc 3.7

5 zeneLNetworksLViewedLthroughLTwoLModelsaLLectureiNotesiiniComputeriScienceXL2009XLhgYii 0.9

4 xnsembleLsmoothersLforLinferenceLofLhiddenLstatesLandLparametersLinLcombinatorialLregulatoryL
modelaLJournaliofitheiFrankliniInstituteXL2020XLfhjXLeldiYelff 4

3 VirtualLzridLxnginemLaLsimulatedLgridLengineLenvironmentLforLlargeYscaleLsupercomputersaLBMCi
BioinformaticsXL2019XLecXLhld 3.6

2 tpplicationLofLstateYspaceLmodelLwithLskewYtLmeasurementLnoiseLtoLbloodLtestLvalueLpredictionaL
AppliediMathematicaliModellingXL2021XLdccXLfihYfjk 4.5

1 PredictionLModelLforLweficiencyYxxcessLPatternsXLéncludingLMediumLPatternaLKampoiMedicineXL2020XL
jdXLfdhYfeh 0.1
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