
Monica Coll

ListiofiPublicationsibyiCitations

Source:ihttps://exalyycom/authorxpdf/7762397/monicaxcollxpublicationsxbyxcitationsypdf

Version:i2024x04x28i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyycomyiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovey

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticley

35
papers

538
citations

17
h-index

22
g-index

37
ext. papers

715
ext. citations

4.1
avg, IF

3.23
L-index



l Paper IF Citations

35 FurtherNevidenceNofNtheNassociationNbetweenNLQTNsyndromeNandNepilepsyNinNaNfamilyNwithNKyNQgN
pathogenicNvariantdNSeizure:otheoJournaloofotheoBritishoEpilepsyoAssociationbN2015bNhkbNlkcm 3.2 45

34 GeneticNinvestigationNofNsuddenNunexpectedNdeathNinNepilepsyNcohortNbyNpanelNtargetNresequencingdN
InternationaloJournaloofoLegaloMedicinebN2016bNgifbNiigco 3.1 39

33 ElectroanatomicNandNPathologicNRightNVentricularNOutflowNTractNwbnormalitiesNinNPatientsNWithN
xrugadaNSyndromedNJournaloofotheoAmericanoCollegeoofoCardiologybN2018bNmhbNhmjmchmkm 15.1 38

32 NaturalNandNUndeterminedNSuddenNzeathpNValueNofNPostcMortemNGeneticNInvestigationdNPLoSoONEbN
2016bNggbNefglmikn 3.7 36

31 PostcmortemNgeneticNanalysisNinNjuvenileNcasesNofNsuddenNcardiacNdeathdNForensicoScienceo
InternationalbN2014bNhjkbNifcm 2.6 34

30 GeneticNwnalysisNofNwrrhythmogenicNziseasesNinNtheNEraNofNNGSpNTheNyomplexityNofNylinicalN
zecisioncMakingNinNxrugadaNSyndromedNPLoSoONEbN2015bNgfbNefgiifim 3.7 32

29 IdentificationNofNGeneticNwlterationsbNasNyausativeNGeneticNzefectsNinNLongNQTNSyndromebNUsingN
NextNGenerationNSequencingNTechnologydNPLoSoONEbN2014bNobNeggjnoj 3.7 23

28 wdditionalNvalueNofNscreeningNforNminorNgenesNandNcopyNnumberNvariantsNinNhypertrophicN
cardiomyopathydNPLoSoONEbN2017bNghbNefgngjlk 3.7 23

27 UpdateNonNtheNGeneticNxasisNofNSuddenNUnexpectedNzeathNinNEpilepsydNInternationaloJournaloofo
MolecularoSciencesbN2019bNhfbN 6.3 21

26 TargetedNnextcgenerationNsequencingNprovidesNnovelNcluesNforNassociatedNepilepsyNandNcardiacN
conductionNdisordereSUzEPdNPLoSoONEbN2017bNghbNefgnolgn 3.7 21

25 ReanalysisNandNreclassificationNofNrareNgeneticNvariantsNassociatedNwithNinheritedNarrhythmogenicN
syndromesdNEBioMedicinebN2020bNkjbNgfhmih 8.8 21

24 yomprehensiveNGeneticNyharacterizationNofNaNSpanishNxrugadaNSyndromeNyohortdNPLoSoONEbN2015bN
gfbNefgihnnn 3.7 19

23 LargeNGenomicNImbalancesNinNxrugadaNSyndromedNPLoSoONEbN2016bNggbNefglikgj 3.7 18

22 GeneticNinterpretationNandNclinicalNtranslationNofNminorNgenesNrelatedNtoNxrugadaNsyndromedNHumano
MutationbN2019bNjfbNmjocmlj 4.7 17

21 RoleNofNcopyNnumberNvariantsNinNsuddenNcardiacNdeathNandNrelatedNdiseasespNgeneticNanalysisNandN
translationNintoNclinicalNpracticedNEuropeanoJournaloofoHumanoGeneticsbN2018bNhlbNgfgjcgfhk 5.3 17

20 IncompleteNPenetranceNandNVariableNExpressivitypNHallmarksNinNyhannelopathiesNwssociatedNwithN
SuddenNyardiacNzeathdNBiologybN2017bNmbN 4.9 17

19 ShortNQTNSyndromepNwNyomprehensiveNGeneticNInterpretationNandNylinicalNTranslationNofNRareN
VariantsdNJournaloofoClinicaloMedicinebN2019bNnbN 5.1 17

Monica Coll

2



18 TheNroleNofNclinicalbNgeneticNandNsegregationNevaluationNinNsuddenNinfantNdeathdNForensicoScienceo
InternationalbN2014bNhjhbNocgk 2.6 17

17 GeneticNvariantsNofNuncertainNsignificancepNHowNtoNmatchNscientificNrigourNandNstandardNofNproofNinN
suddenNcardiacNdeathudNLegaloMedicinebN2020bNjkbNgfgmgh 1.9 12

16 RareNTitinNVTTNWNVariantsNinNziseasesNwssociatedNwithNSuddenNyardiacNzeathdNInternationaloJournaloofo
MolecularoSciencesbN2015bNglbNhkmmicnm 6.3 12

15 SuddenNwrrhythmicNzeathNzuringNExercisepNwNPostcMortemNGeneticNwnalysisdNSportsoMedicinebN2017bN
jmbNhgfgchggk 10.6 10

14 SuddenNyardiacNzeathNandNyopyNNumberNVariantspNWhatNzoNWeNKnowNafterNgfNYearsNofNGeneticN
wnalysisudNForensicoScienceoInternational:oGeneticsbN2020bNjmbNgfhhng 4.3 10

13 RoleNofNgeneticNandNelectrolyteNabnormalitiesNinNprolongedNQTcNintervalNandNsuddenNcardiacNdeathN
inNendcstageNrenalNdiseaseNpatientsdNPLoSoONEbN2018bNgibNefhffmkl 3.7 9

12 LamotrigineNinducedNxrugadacpatternNinNaNpatientNwithNgeneticNepilepsyNassociatedNwithNaNnovelN
variantNinNSyNowdNGenebN2020bNmkjbNgjjnjm 3.8 7

11 MolecularNautopsyNinNaNcohortNofNinfantsNdiedNsuddenlyNatNrestdNForensicoScienceoInternational:o
GeneticsbN2018bNimbNkjcli 4.3 6

10
SuddenNdeathNdueNtoNcatecholaminergicNpolymorphicNventricularNtachycardiaNfollowingNnegativeN
stressctestNoutcomepNgeneticsNandNclinicalNimplicationsdNForensicoScience,oMedicine,oandoPathologybN
2017bNgibNhgmchhk

1.5 4

9 PersonalizedNInterpretationNandNylinicalNTranslationNofNGeneticNVariantsNwssociatedNWithN
yardiomyopathiesdNFrontiersoinoGeneticsbN2019bNgfbNjkf 4.5 4

8 RareNVariantsNwssociatedNwithNwrrhythmogenicNyardiomyopathypNReclassificationNFiveNYearsNLaterdN
JournaloofoPersonalizedoMedicinebN2021bNggbN 3.6 3

7 wNnovelNvariantNinNRyRhNcausesNfamiliarNcatecholaminergicNpolymorphicNventricularNtachycardiadN
ForensicoScienceoInternationalbN2017bNhmfbNgmicgmm 2.6 2

6 GeneticNanalysisNinNpostcmortemNsamplesNwithNmicrocischemicNalterationsdNForensicoScienceo
InternationalbN2017bNhmgbNghfcghk 2.6 1

5 TheNbraincheartNinteractionNinNepilepsypNimplicationsNforNdiagnosisbNtherapybNandNSUzEPNpreventiondN
AnnalsoofoClinicaloandoTranslationaloNeurologybN2021bNnbNgkkmcgkln 5.3 1

4 EarlyNIdentificationNofNProlongedNQTNIntervalNforNPreventionNofNSuddenNInfantNzeathdNFrontiersoino
PediatricsbN2021bNobNmfjknf 3.4 1

3 ylinicalNimpactNofNrareNvariantsNassociatedNwithNinheritedNchannelopathiespNaNkcyearNupdatedNHumano
GeneticsbN2021bNg 6.3 1

2
RareNvariantsNinNgenesNencodingNstructuralNmyocyteNcontributeNtoNaNthickenedNventricularNseptumNinN
suddenNdeathNpopulationNwithoutNventricularNalterationsddNForensicoScienceoInternational:oGeneticsbN
2022bNknbNgfhlnn

4.3 0

1 GRwPESpNwNVersatileNToolNforNwnalyzingNStructuralNVariationNFromNWholecGenomeNandNTargetedN
zNwNSequencingNzatadNFASEBoJournalbN2018bNihbNkihdgf 0.9

(2018-2014)

3



Monica Coll

4


