
Istvan Simon

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx77589y2xistvanusimonupublicationsubyuyearvpdf

Version:g2y24uy4u24g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

131
papers

10,808
citations

47
h-index

103
g-index

137
ext. papers

11,742
ext. citations

5.9
avg, IF

6.19
L-index



j Paper IF Citations

131 SequentialWKStructuralKandKyunctional´ PropertiesKofKProteinKvomplexesKtreKwefinedKbyK owKyoldingK
andKuindingKIntertwine_KJournaliofiMoleculariBiologyWK2019WKfecWKffbkXffdk 6.5 7

130 tnalysisKofK eterodimericKMMutualKSynergisticKyoldingMXvomplexes_KInternationaliJournaliofi
MoleculariSciencesWK2019WKdbWK 6.3 3

129 uioinformaticalKtpproachesKtoKUnstructuredawisorderedKProteinsKandKTheirKvomplexes_KSpringeri
SeriesioniBio-iandiNeurosystemsWK2019WKghcXglh 0.5

128 wIuSmKaKrepositoryKofKdisorderedKbindingKsitesKmediatingKinteractionsKwithKorderedKproteins_K
BioinformaticsWK2018WKefWKgegXgei 7.2 47

127 PhysicalKuackgroundKofKtheKwisorderedKNatureKofKMMutualKSynergeticKyoldingMKProteins_K
InternationaliJournaliofiMoleculariSciencesWK2018WKclWK 6.3 2

126 IdentificationKofKpotentialKglutaminylKcyclaseKinhibitorsKfromKleadXlikeKlibrariesKbyKinKsilicoKandKinK
vitroKfragmentXbasedKscreening_KMoleculariDiversityWK2017WKdcWKcigXckh 3.1 10

125 MyIumKaKrepositoryKofKproteinKcomplexesKwithKmutualKfoldingKinducedKbyKbinding_KBioinformaticsWK
2017WKeeWKehkdXehkf 7.2 41

124 SystematicKanalysisKofKsomaticKmutationsKdrivingKcancermKuncoveringKfunctionalKproteinKregionsKinK
diseaseKdevelopment_KBiologyiDirectWK2016WKccWKde 7.2 11

123 TheKroleKofKstabilizationKcentersKinKproteinKthermalKstability_KBiochemicaliandiBiophysicaliResearchi
CommunicationsWK2016WKficWKgiXhd 3.4 9

122
vombinationKofKPharmacophoreKMatchingWKdwKSimilarityKSearchWKandKInKVitroKuiologicalKtssaysKinKtheK
SelectionKofKPotentialKgX ThKtntagonistsKfromKLargeKvommercialKRepositories_KChemicaliBiologyi
andiDrugiDesignWK2015WKkhWKkhfXkb

2.9 5

121 PredictionKandKanalysisKofKintrinsicallyKdisorderedKproteins_KMethodsiiniMoleculariBiologyWK2015WK
cdhcWKegXgl 1.4 6

120 SelfXregulatingKgenes_KxxactKsteadyKstateKsolutionKbyKusingKPoissonKrepresentation_KOpeniPhysicsWK
2014WKcdWK 1.3 4

119
vombinationKofKdwaewKligandXbasedKsimilarityKsearchKinKrapidKvirtualKscreeningKfromKmultimillionK
compoundKrepositories_KSelectionKandKbiologicalKevaluationKofKpotentialKPwxfKandKPwxgKinhibitors_K
MoleculesWK2014WKclWKibbkXel

4.8 17

118 tKwordKofKcautionKaboutKbiologicalKinferenceKXKRevisitingKcysteineKcovalentKstateKpredictions_KFEBSi
OpeniBioWK2014WKfWKecbXf 2.7 1

117 uioinformaticalKtpproachesKtoKUnstructuredawisorderedKProteinsKandKTheirKInteractions_KSpringeri
SeriesiiniBio-/neuroinformaticsWK2014WKgdgXggh 1

116 SeriesKofKconcentrationXinducedKphaseKtransitionsKinKcholesterolaphosphatidylcholineKmixtures_K
BiophysicaliJournalWK2013WKcbfWKdffkXgg 2.9 4

115 PwuTMmKProteinKwataKuankKofKtransmembraneKproteinsKafterKkKyears_KNucleiciAcidsiResearchWK2013WK
fcWKwgdfXl 20.1 178

Istvan Simon

2



114 QMaMMKsimulationKofKliquidKwaterKwithKanKadaptiveKquantumKregion_KPhysicaliChemistryiChemicali
PhysicsWK2012WKcfWKhfhXgh 3.6 74

113 IsKthereKaKbiologicalKcostKofKproteinKdisorderrKtnalysisKofKcancerXassociatedKmutations_KMoleculari
BioSystemsWK2012WKkWKdlhXebi 40

112 wisorderedKbindingKregionsKandKlinearKmotifsXXbridgingKtheKgapKbetweenKtwoKmodelsKofKmolecularK
recognition_KPLoSiONEWK2012WKiWKefhkdl 3.7 49

111 vMWebmKanKinteractiveKonXlineKtoolKforKanalysingKresidueXresidueKcontactsKandKcontactKpredictionK
methods_KNucleiciAcidsiResearchWK2012WKfbWKWedlXee 20.1 19

110 tctiveKsiteKresidueKinvolvementKinKmonoamineKorKdiamineKoxidationKcatalysedKbyKpeaKseedlingK
amineKoxidase_KFEBSiJournalWK2011WKdikWKcdedXfe 5.7 5

109 wynamicKproteinXwNtKrecognitionmKbeyondKwhatKcanKbeKseen_KTrendsiiniBiochemicaliSciencesWK2011WK
ehWKfcgXde 10.3 116

108 TheKexpandingKviewKofKproteinXproteinKinteractionsmKcomplexesKinvolvingKintrinsicallyKdisorderedK
proteins_KPhysicaliBiologyWK2011WKkWKbegbbe 3 48

107
NucleotideKpyrophosphataseKemploysKaKPXloopXlikeKmotifKtoKenhanceKcatalyticKpowerKandKNwPaNTPK
discrimination_KProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaWK
2011WKcbkWKcffeiXfd

11.5 27

106 ProteinsKwithKcomplexKarchitectureKasKpotentialKtargetsKforKdrugKdesignmKaKcaseKstudyKofK
MycobacteriumKtuberculosis_KPLoSiComputationaliBiologyWK2011WKiWKecbbdcck 5 17

105 uioinformaticalKapproachesKtoKcharacterizeKintrinsicallyKdisorderedaunstructuredKproteins_KBriefingsi
iniBioinformaticsWK2010WKccWKddgXfe 13.4 99

104 SheddingKLightKonKTransmembraneKTopologyK2010WKcbiXceg 1

103 TopologyKpredictionKofKhelicalKtransmembraneKproteinsmKhowKfarKhaveKweKreachedr_KCurrentiProteini
andiPeptideiScienceWK2010WKccWKggbXhc 2.8 27

102 ResourceKforKstructureKrelatedKinformationKonKtransmembraneKproteinsK2010WKfgXgl

101 tNv ORmKwebKserverKforKpredictingKproteinKbindingKregionsKinKdisorderedKproteins_KBioinformaticsWK
2009WKdgWKdifgXh 7.2 433

100 PredictionKofKproteinKbindingKregionsKinKdisorderedKproteins_KPLoSiComputationaliBiologyWK2009WKgWKecbbbeih5 419

99 xPIvXwumKaKproteomicsKdatabaseKforKstudyingKtpicomplexanKorganisms_KBMCiGenomicsWK2009WKcbWKek 4.5 24

98 vloseKencountersKofKtheKthirdKkindmKdisorderedKdomainsKandKtheKinteractionsKofKproteins_KBioEssaysWK
2009WKecWKedkXeg 4.1 197

97 xvaluatingKboundaryKdependentKerrorsKinKQMaMMKsimulations_KJournaliofiPhysicaliChemistryiBWK2009
WKcceWKgidkXeg 3.4 49

(2009-2012)

3



96 TheKenergyKgapKasKaKuniversalKreactionKcoordinateKforKtheKsimulationKofKchemicalKreactions_KJournali
ofiPhysicaliChemistryiBWK2009WKcceWKikhiXie 3.4 34

95 wisorderedKtailsKofKhomeodomainsKfacilitateKwNtKrecognitionKbyKprovidingKaKtradeXoffKbetweenK
foldingKandKspecificKbinding_KJournaliofitheiAmericaniChemicaliSocietyWK2009WKcecWKcgbkfXg 16.4 53

94 MalleableKmachinesKtakeKshapeKinKeukaryoticKtranscriptionalKregulation_KNatureiChemicaliBiologyWK
2008WKfWKidkXei 11.7 161

93 SubstrateKpreferenceKofKtransglutaminaseKdKrevealedKbyKlogisticKregressionKanalysisKandKintrinsicK
disorderKexamination_KJournaliofiMoleculariBiologyWK2008WKekeWKelbXfbd 6.5 29

92 MalleableKmachinesKinKtranscriptionKregulationmKtheKmediatorKcomplex_KPLoSiComputationaliBiologyWK
2008WKfWKecbbbdfe 5 91

91 TOPwOMmKdatabaseKofKdomainsKandKmotifsKwithKconservativeKlocationKinKtransmembraneKproteins_K
BioinformaticsWK2008WKdfWKcfhlXib 7.2 25

90 TOPwumKtopologyKdataKbankKofKtransmembraneKproteins_KNucleiciAcidsiResearchWK2008WKehWKwdefXl 20.1 65

89 tssessingKvonservationKofKwisorderedKRegionsKinKProteins_KTheiOpeniProteomicsiJournalWK2008WKcWKfhXge 13

88 ImpactKofKligandKprotonationKonKvirtualKscreeningKagainstKbetaXsecretaseKSutvxcT_KJournaliofi
ChemicaliInformationiandiModelingWK2007WKfiWKdehhXie 6.1 34

87 ProbingKtheKtwoXmetalKionKmechanismKinKtheKrestrictionKendonucleaseKuam I_KBiochemistryWK2007WK
fhWKcfgcfXde 3.2 24

86 MetalXbindingKsitesKatKtheKactiveKsiteKofKrestrictionKendonucleaseKuam IKcanKconformKtoKaKoneXionK
mechanism_KBiologicaliChemistryWK2007WKekkWKieXk 4.5 9

85 tnKxcoRIXRsrIKchimericKrestrictionKendonucleaseKretainsKparentalKsequenceKspecificity_KBiochimicaiEti
BiophysicaiActai-iProteinsiandiProteomicsWK2007WKciifWKgkeXlf 4 3

84 ylexibleKsegmentsKmodulateKcoXfoldingKofKdUTPaseKandKnucleocapsidKproteins_KNucleiciAcidsi
ResearchWK2007WKegWKflgXgbg 20.1 40

83 PredictionKofKproteinKdisorderKatKtheKdomainKlevel_KCurrentiProteiniandiPeptideiScienceWK2007WKkWKchcXic 2.8 65

82 TowardsKproteomicKapproachesKforKtheKidentificationKofKstructuralKdisorder_KCurrentiProteiniandi
PeptideiScienceWK2007WKkWKcieXl 2.8 16

81 LocalKstructuralKdisorderKimpartsKplasticityKonKlinearKmotifs_KBioinformaticsWK2007WKdeWKlgbXh 7.2 335

80 MolecularKprinciplesKofKtheKinteractionsKofKdisorderedKproteins_KJournaliofiMoleculariBiologyWK2007WK
eidWKgflXhc 6.5 220

79 xlectrostaticKversusKnonelectrostaticKeffectsKinKwNtKsequenceKdiscriminationKbyKdivalentKionsKMgdVK
andKMndV_KJournaliofiPhysicaliChemistryiBWK2007WKcccWKhdidXl 3.4 23

Istvan Simon

4



78 TheKuiSearchKwebKserver_KBMCiBioinformaticsWK2006WKiWKfec 3.6 74

77 wisorderKandKsequenceKrepeatsKinKhubKproteinsKandKtheirKimplicationsKforKnetworkKevolution_K
JournaliofiProteomeiResearchWK2006WKgWKdlkgXlg 5.6 273

76 PrevalentKstructuralKdisorderKinKx_KcoliKandKS_KcerevisiaeKproteomes_KJournaliofiProteomeiResearchWK
2006WKgWKcllhXdbbb 5.6 102

75 MembraneKtopologyKofKhumanKtuvKproteins_KFEBSiLettersWK2006WKgkbWKcbciXdd 3.8 66

74
PhosphorylationXinducedKtransientKintrinsicKstructureKinKtheKkinaseXinducibleKdomainKofKvRxuK
facilitatesKitsKrecognitionKbyKtheKKIXKdomainKofKvuP_KProteins:iStructureziFunctioniandiBioinformaticsWK
2006WKhfWKiflXgi

4.2 27

73 MolecularKdynamicsKapproachKtoKstudyKtheKdiscrepanciesKinKtheKthermalKbehaviorKofKamyloseKandK
chitosanKconformations_KComputationaliandiTheoreticaliChemistryWK2006WKihfWKceeXcfb 15

72 TheKpairwiseKenergyKcontentKestimatedKfromKaminoKacidKcompositionKdiscriminatesKbetweenKfoldedK
andKintrinsicallyKunstructuredKproteins_KJournaliofiMoleculariBiologyWK2005WKefiWKkdiXel 6.5 767

71 InterfacialKwaterKasKaKMhydrationKfingerprintMKinKtheKnoncognateKcomplexKofKuam I_KBiophysicali
JournalWK2005WKklWKlbeXcc 2.9 49

70 Pwu_TMmKselectionKandKmembraneKlocalizationKofKtransmembraneKproteinsKinKtheKproteinKdataK
bank_KNucleiciAcidsiResearchWK2005WKeeWKwdigXk 20.1 221

69 ylexibilityKofKprolylKoligopeptidasemKmolecularKdynamicsKandKmolecularKframeworkKanalysisKofKtheK
potentialKsubstrateKpathways_KProteins:iStructureziFunctioniandiBioinformaticsWK2005WKhbWKgbfXcd 4.2 49

68 TMwxTmKwebKserverKforKdetectingKtransmembraneKregionsKofKproteinsKbyKusingKtheirKewK
coordinates_KBioinformaticsWK2005WKdcWKcdihXi 7.2 116

67 uiSearchmKprimerXdesignKandKsearchKtoolKforKPvRKonKbisulfiteXtreatedKgenomes_KNucleiciAcidsi
ResearchWK2005WKeeWKel 20.1 137

66 IUPredmKwebKserverKforKtheKpredictionKofKintrinsicallyKunstructuredKregionsKofKproteinsKbasedKonK
estimatedKenergyKcontent_KBioinformaticsWK2005WKdcWKefeeXf 7.2 1571

65 SRidemKaKserverKforKidentifyingKstabilizingKresiduesKinKproteins_KNucleiciAcidsiResearchWK2005WKeeWKWebeXg 20.1 95

64 TMKorKnotKTMmKtransmembraneKproteinKpredictionKwithKlowKfalseKpositiveKrateKusingKwtSXTMfilter_K
BioinformaticsWK2004WKdbWKcehXi 7.2 89

63 TransmembraneKproteinsKinKtheKProteinKwataKuankmKidentificationKandKclassification_KBioinformaticsWK
2004WKdbWKdlhfXid 7.2 188

62
LocatingKtheKstabilizingKresiduesKinKSalphaabetaTkKbarrelKproteinsKbasedKonKhydrophobicityWK
longXrangeKinteractionsWKandKsequenceKconservation_KProteins:iStructureziFunctioniandiBioinformatics
WK2004WKggWKechXdl

4.2 65

61 NoncovalentKcrossXlinksKinKcontextKwithKotherKstructuralKandKfunctionalKelementsKofKproteins_K
JournaliofiChemicaliInformationiandiComputeriSciencesWK2004WKffWKefiXgc 4

(2004-2006)

5



60 yunctionallyKandKstructurallyKrelevantKresiduesKofKenzymesmKareKtheyKsegregatedKorKoverlappingr_K
FEBSiLettersWK2004WKghiWKdelXfd 3.8 6

59 PreformedKstructuralKelementsKfeatureKinKpartnerKrecognitionKbyKintrinsicallyKunstructuredKproteins_K
JournaliofiMoleculariBiologyWK2004WKeekWKcbcgXdh 6.5 448

58 ServersKforKsequenceXstructureKrelationshipKanalysisKandKprediction_KNucleiciAcidsiResearchWK2003WK
ecWKeeglXhe 20.1 10

57 SvidemKidentificationKofKstabilizationKcentersKinKproteins_KBioinformaticsWK2003WKclWKkllXlbb 7.2 87

56 PSORTXumKImprovingKproteinKsubcellularKlocalizationKpredictionKforKzramXnegativeKbacteria_KNucleici
AcidsiResearchWK2003WKecWKehceXi 20.1 318

55 TheKroleKofKhydrophobicKmicroenvironmentsKinKmodulatingKpKaKshiftsKinKproteins_KProteins:i
StructureziFunctioniandiBioinformaticsWK2002WKfkWKdkeXld 4.2 116

54 RoleKofKstabilizationKcentersKinKfKhelixKbundleKproteins_KProteins:iStructureziFunctioniandi
BioinformaticsWK2002WKfkWKedbXh 4.2 11

53 ProteinKstabilityKindicatesKdivergentKevolutionKofKPwXSwaxTXKKtypeKIIKrestrictionKendonucleases_K
ProteiniScienceWK2002WKccWKclikXke 6.3 14

52 OnKfilteringKfalseKpositiveKtransmembraneKproteinKpredictions_KProteiniEngineeringziDesigniandi
SelectionWK2002WKcgWKifgXgd 1.9 119

51 PredictingKredoxKstateKofKcysteinesKinKproteins_KMethodsiiniEnzymologyWK2002WKegeWKcbXdc 1.7 12

50 RoleKofKbaseKflippingKinKspecificKrecognitionKofKdamagedKwNtKbyKrepairKenzymes_KJournaliofi
MoleculariBiologyWK2002WKedeWKkdeXef 6.5 59

49 TheKroleKofKdimerizationKinKprionKreplication_KBiophysicaliJournalWK2002WKkdWKciccXk 2.9 44

48 ModelingKM vKclassKIIKmoleculesKandKtheirKboundKpeptidesKasKexpressedKatKtheKcellKsurface_K
MoleculariImmunologyWK2002WKekWKhkcXi 4.3 6

47 StabilizationKcentersKandKproteinKstability_KTheoreticaliChemistryiAccountsWK2001WKcbhWKcdcXcdi 1.9 12

46 PredictingKproteinKconformationKbyKstatisticalKmethods_KBBAi-iProteinsiandiProteomicsWK2001WKcgflWKcdeXeh 13

45 PrionKproteinmKevolutionKcaughtKenKroute_KProceedingsiofitheiNationaliAcademyiofiSciencesiofithei
UnitediStatesiofiAmericaWK2001WKlkWKffecXh 11.5 31

44 TopologyKofKmembraneKproteins_KJournaliofiChemicaliInformationiandiComputeriSciencesWK2001WKfcWKehfXk 32

43 tKrepetitiveKsequenceKofKxpsteinXuarrKvirusKnuclearKantigenKhKcomprisesKoverlappingKTKcellKepitopesK
whichKinduceK LtXwRXrestrictedKvwfSVTKTKlymphocytes_KInternationaliImmunologyWK2000WKcdWKdkcXle 4.9 19

Istvan Simon

6



42 MappingKofKaKprotectiveKhelperKTKcellKepitopeKofKhumanKinfluenzaKtKvirusKhemagglutinin_K
BiochemicaliandiBiophysicaliResearchiCommunicationsWK2000WKdibWKclbXk 3.4 13

41 yunctionXrelatedKregulationKofKtheKstabilityKofKM vKproteins_KBiophysicaliJournalWK2000WKilWKdebgXce 2.9 22

40 StabilizationKcentersKinKvariousKproteins_KTheoreticaliChemistryiAccountsWK1999WKcbcWKdiXed 1.9 8

39 RodKmodelsKofKwNtmKsequenceXdependentKanisotropicKelasticKmodellingKofKlocalKbendingK
phenomena_KTrendsiiniBiochemicaliSciencesWK1998WKdeWKefcXi 10.3 114

38 PrinciplesKgoverningKaminoKacidKcompositionKofKintegralKmembraneKproteinsmKapplicationKtoK
topologyKprediction_KJournaliofiMoleculariBiologyWK1998WKdkeWKfklXgbh 6.5 934

37 TheKroleKofKlongXrangeKinteractionsKinKdefiningKtheKsecondaryKstructureKofKproteinsKisK
overestimated_KBioinformaticsWK1997WKceWKdliXebc 7.2 5

36 StabilizationKcentersKinKproteinsmKidentificationWKcharacterizationKandKpredictions_KJournaliofi
MoleculariBiologyWK1997WKdidWKgliXhcd 6.5 130

35 TheKroleKofKwNtKbendingKinKvroKproteinXwNtKinteractions_KBiophysicaliChemistryWK1997WKhlWKcgeXhb 3.5 19

34 vonservationKofKaminoKacidsKinKmultipleKalignmentsmKasparticKacidKhasKunexpectedKconservation_K
FEBSiLettersWK1996WKeliWKddgXl 3.8 19

33 RepetitiveKelementsKofKproteinKsequencesKasKfossilsKofKearlyKlife_KJournaliofiBiologicaliPhysicsWK1995WK
dbWKeecXeef 1.6

32 ProteinsKasKspecialKsubsetsKofKpolypeptides_KJournaliofiBiosciencesWK1995WKdbWKgilXglb 2.3 2

31 IndependenceKdivergenceXgeneratedKbinaryKtreesKofKaminoKacids_KProteiniEngineeringziDesigniandi
SelectionWK1995WKkWKfciXde 1.9 5

30 wifferentKsequenceKenvironmentsKofKaminoKacidKresiduesKinvolvedKandKnotKinvolvedKinKlongXrangeK
interactionsKinKproteins_KInternationaliJournaliofiPeptideiandiProteiniResearchWK1994WKfeWKdbgXk 13

29 vhaosKgameKrepresentationKofKproteinKstructures_KJournaliofiMoleculariGraphicsWK1994WKcdWKebdXfWKdlg 49

28 NewKalignmentKstrategyKforKtransmembraneKproteins_KJournaliofiMoleculariBiologyWK1994WKdfeWKekkXlh 6.5 53

27 vomputationKofKlowXenergyKcrystallineKarrangementsKofKcelluloseKtriacetate_KMacromoleculesWK1992WK
dgWKiblXidb 5.5 21

26 wifferentKsequenceKenvironmentsKofKcysteinesKandKhalfKcystinesKinKproteins_KtpplicationKtoKpredictK
disulfideKformingKresidues_KFEBSiLettersWK1992WKebdWKcciXdb 3.8 48

25
valculationKofKproteinKconformationKasKanKassemblyKofKstableKoverlappingKsegmentsmKapplicationKtoK
bovineKpancreaticKtrypsinKinhibitor_KProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericaWK1991WKkkWKehhcXg

11.5 47

(1991-2000)

7



24 PredictingKisomorphicKresidueKreplacementsKforKproteinKdesign_KInternationaliJournaliofiPeptideiandi
ProteiniResearchWK1990WKehWKdehXl 29

23 RRapidKevolutionRKofKtheKaminoKacidKcompositionKofKproteins_KTrendsiiniBiochemicaliSciencesWK1990WK
cgWKcegXh 10.3 18

22 RegularitiesKinKtheKprimaryKstructureKofKproteins_KInternationaliJournaliofiPeptideiandiProteini
ResearchWK1989WKefWKckfXlg 29

21 wifferentKsegmentalKflexibilityKofKhumanKserumKtransferrinKandKlactoferrin_KArchivesiofiBiochemistryi
andiBiophysicsWK1989WKdigWKckcXf 4.1 15

20 StructureKofKcellulose_Kd_KLowXenergyKcrystallineKarrangements_KMacromoleculesWK1988WKdcWKllbXllk 5.5 43

19 StructureKofKcellulose_Kc_KLowXenergyKconformationsKofKsingleKchains_KMacromoleculesWK1988WKdcWKlkeXllb5.5 32

18 vharacteristicKsequentialKresidueKenvironmentKofKaminoKacidsKinKproteins_KInternationaliJournaliofi
PeptideiandiProteiniResearchWK1986WKdiWKfkeXld 31

17 ProteinsKasKgeneralKcrystals_KJournaliofiTheoreticaliBiologyWK1986WKcdeWKcdcXf 2.3 5

16 tKpossibleKwayKforKpredictionKofKdomainKboundariesKinKglobularKproteinsKfromKaminoKacidKsequence_K
BiochemicaliandiBiophysicaliResearchiCommunicationsWK1986WKcelWKccXi 3.4 37

15 xlectrostaticKeffectKofKtrypsinKbindingKonKtheKhydrogenKexchangeKrateKofKbovineKpancreaticKtrypsinK
inhibitorKbetaXsheetKN Rs_KJournaliofiTheoreticaliBiologyWK1985WKcciWKgbgXk 2.3 1

14 InvestigationKofKproteinKrefoldingmKaKspecialKfeatureKofKnativeKstructureKresponsibleKforKrefoldingK
ability_KJournaliofiTheoreticaliBiologyWK1985WKcceWKibeXcb 2.3 12

13 vonformationKofKhumanKIgzKsubclassesKinKsolution_KSmallXangleKXXrayKscatteringKandKhydrodynamicK
studies_KFEBSiJournalWK1985WKcfiWKciXdg 55

12 TheKeffectKofKironKbindingKonKtheKconformationKofKtransferrin_KtKsmallKangleKxXrayKscatteringKstudy_K
BiophysicaliJournalWK1985WKfkWKillXkbd 2.9 63

11 xffectKofKtrypsinKbindingKonKtheKhydrogenKexchangeKkineticsKofKbovineKpancreaticKtrypsinKinhibitorK
_beta_XsheetKN Rs_KBiochemistryWK1984WKdeWKdbhfXdbhk 3.2 11

10  ydrogenKexchangeKandKtheKdynamicKstructureKofKproteins_KMoleculariandiCellulariBiochemistryWK
1982WKfkWKcegXhb 4.2 302

9 PossibleKmechanismKforKtheKdynamicKstabilizationKofKproteinKstructure_KJournaliofiTheoreticali
BiologyWK1981WKlbWKfkiXle 2.3 2

8 SubunitKcontactKsurfaceXXanKadditionalKargumentKinKfavourKofKcontinuousKfoldingKduringK
biosynthesisKofKproteins_KJournaliofiTheoreticaliBiologyWK1980WKkdWKhkgXk 2.3 3

7 InvestigationKofKproteinKfoldingmKunevenKdistributionKofKpointKmutationsKalongKpolypeptideKchains_K
JournaliofiTheoreticaliBiologyWK1979WKkcWKdfiXgk 2.3 5

Istvan Simon

8



6 vonformationalKxnergyKvalculationsKofKtheKxffectsKofKSequenceKVariationsKonKtheKvonformationsKofK
TwoKTetrapeptides_KMacromoleculesWK1978WKccWKiliXkbf 5.5 42

5 StudiesKonKtheKactiveKcenterKofKpancreaticKamylase_KI_KuindingKofKbetaXcyclodextrin_KMoleculariandi
CellulariBiochemistryWK1974WKfWKdbgXl 4.2 25

4 StudiesKonKtheKactiveKcenterKofKpancreaticKamylase_KII_KSmallKangleKxXrayKscatteringKinvestigations_K
MoleculariandiCellulariBiochemistryWK1974WKfWKdccXh 4.2 13

3 StudyKofKtheKpositionKofKNtwKandKitsKeffectKonKtheKconformationKofKwXglyceraldehydeXeXphosphateK
dehydrogenaseKbyKsmallXangleKxXrayKscattering_KFEBSiJournalWK1972WKebWKckfXl 25

2 weterminationKofKsmallKalterationsKinKtheKradiusKofKgyrationKbyKsmallXangleKXXrayKscattering_KJournali
ofiAppliediCrystallographyWK1971WKfWKeciXeck 3.8 12

1 InterplayKbetweenKfoldingKandKbindingKmodulatesKproteinKsequencesWKstructuresWKfunctionsKandKregulation 1

List of Publications

9


