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i Paper IF Citations

250 SingleVcellImultiVomicsIrevealsIdyssynchronyIofItheIinnateIandIadaptiveIimmuneIsystemIinI
progressiveIsOVytVaiWWINatureeCommunicationsUI2022UIacUIddY 17.4 13

249
PhotoreceptorIlayerIthinningIisIanIearlyIbiomarkerIforIageVrelatedImacularIdegenerationjI
upidemiologicalIandIgeneticIevidenceIfromIU IriobankIopticalIcoherenceItomographyIdataWWI
OphthalmologyUI2022UI

7.3 3

248 PosttraumaticIStressItisorderIrrainITranscriptomicsjIsonvergentIwenomicISignaturesIqcrossI
riologicalISexWIBiologicalePsychiatryUI2022UIiaUIfVac 7.9 2

247 ×owIdepressionIfrequencyIisIassociatedIwithIdecreasedIriskIofIcardiometabolicIdiseaseI2022UIaUIabeVaca 1

246 βonVlinearIarchetypalIanalysisIofIsingleVcellIRβqVseqIdataIbyIdeepIautoencodersWWIPLoSe
ComputationaleBiologyUI2022UIahUIeaYaYYbe 5 0

245 WholeIuxomeISequencingIRevealsItamagingIweneIVariantsIqssociatedIwithI
xypoalphalipoproteinemiaWWIJournaleofeLipideResearchUI2022UIaYYbYi 6.3

244 qIPhenomeVWideIqssociationIStudyIofIgenesIassociatedIwithIsOVytVaiIseverityIrevealsIsharedI
geneticsIwithIcomplexIdiseasesIinItheIαillionIVeteranIProgramWWIPLoSeGeneticsUI2022UIahUIeaYaYaac 6 0

243 yncorporatingIlocalIancestryIimprovesIidentificationIofIancestryVassociatedImethylationIsignaturesI
andImeQT×sIinIqfricanIqmericansWWICommunicationseBiologyUI2022UIeUIdYa 6.7 0

242 xealthyIlifestyleIcounteractsItheIriskIeffectIofIgeneticIfactorsIonIincidentIgoutjIaIlargeI
populationVbasedIlongitudinalIstudyWWIBMCeMedicineUI2022UIbYUIach 11.4 0

241 qImultiVpopulationIphenomeVwideIassociationIstudyIofIgeneticallyVpredictedIheightIinItheIαillionI
VeteranIProgramWIPLoSeGeneticsUI2022UIahUIeaYaYaic 6 0

240 αVtqTqjIqIstatisticalIapproachItoIjointlyIanalyzingIdeInovoImutationsIforImultipleItraitsWIPLoSe
GeneticsUI2021UIagUIeaYYihdi 6 0

239 teepI×earningIofItheIRetinaIunablesIPhenomeVIandIwenomeVwideIqnalysesIofItheI
αicrovasculatureWICirculationUI2021UI 16.7 7

238 βeoantigenVdrivenIrIcellIandIstd´ TIfollicularIhelperIcellIcollaborationIpromotesIantiVtumorIsthI
T´ cellIresponsesWICellUI2021UIahdUIfaYaVfaahWeac 56.2 29

237 sircadianIRhythmIqnalysisIUsingIWearableIteviceItatajIβovelIPenalizedIαachineI×earningI
qpproachWIJournaleofeMedicaleInterneteResearchUI2021UIbcUIeahdYc 7.6 0

236 qIαarkovIrandomIfieldImodelIforInetworkVbasedIdifferentialIexpressionIanalysisIofIsingleVcellI
RβqVseqIdataWIBMCeBioinformaticsUI2021UIbbUIebd 3.6 0

235 stdTIfollicularIregulatoryITIcellsIoptimizeItheIinfluenzaIvirusVspecificIrIcellIresponseWIJournaleofe
ExperimentaleMedicineUI2021UIbahUI 16.6 13

234 PolygenicIriskIscoreUIhealthyIlifestylesUIandIriskIofIincidentIdepressionWITranslationalePsychiatryUI
2021UIaaUIahi 8.6 1
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233 ydentifyingImodulesIofIcooperatingIcancerIdriversWIMoleculareSystemseBiologyUI2021UIagUIeihaY 12.2 2

232 qIunifiedIframeworkIforIcrossVpopulationItraitIpredictionIbyIleveragingItheIgeneticIcorrelationIofI
polygenicItraitsWIAmericaneJournaleofeHumaneGeneticsUI2021UIaYhUIfcbVfee 11 11

231 upigeneticIageIaccelerationUIfatigueUIandIinflammationIinIpatientsIundergoingIradiationItherapyIforI
headIandIneckIcancerjIqIlongitudinalIstudyWICancerUI2021UIabgUIccfaVccga 6.4 3

230 TranscriptomeVwideIassociationIanalysisIofIbrainIstructuresIyieldsIinsightsIintoIpleiotropyIwithI
complexIneuropsychiatricItraitsWINatureeCommunicationsUI2021UIabUIbhgh 17.4 2

229 TheIimpactIofIremovingIformerIdrinkersIfromIgenomeVwideIassociationIstudiesIofIqUtyTVsWI
AddictionUI2021UIaafUIcYddVcYed 4.6 1

228 wenomicsIofIwulfIWarIyllnessIinIUWSWIVeteransIWhoIServedIduringItheIaiiYVaiiaIPersianIwulfIWarjI
αethodsIandIRationaleIforIVeteransIqffairsIsooperativeIStudyILbYYfWIBraineSciencesUI2021UIaaUI 3.4 2

227 sorrelatingIgenomicIcopyInumberIalterationsIwithIclinicopathologicIfindingsIinIgeIcasesIofI
hepatocellularIcarcinomaWIBMCeMedicaleGenomicsUI2021UIadUIaeY 3.7 1

226 xematopoieticImosaicIchromosomalIalterationsIincreaseItheIriskIforIdiverseItypesIofIinfectionWI
NatureeMedicineUI2021UIbgUIaYabVaYbd 50.5 16

225 yntegratingIαultidimensionalItataIforIslusteringIqnalysisIWithIqpplicationsItoIsancerIPatientItataWI
JournaleofetheeAmericaneStatisticaleAssociationUI2021UIaafUIadVbf 2.8 3

224 T×RiIteficiencyIinIrIsellsIPromotesIymmuneIToleranceIviaIynterleukinVaYIinIaITypeIaItiabetesI
αouseIαodelWIDiabetesUI2021UIgYUIeYdVeae 0.9 1

223 OverviewIofIPqXIgeneIfamilyjIanalysisIofIhumanItissueVspecificIvariantIexpressionIandIinvolvementI
inIhumanIdiseaseWIHumaneGeneticsUI2021UIadYUIchaVdYY 6.3 8

222 qIpooledIgenomeVwideIassociationIstudyIidentifiesIpancreaticIcancerIsusceptibilityIlociIonI
chromosomeIaipabIandIaipacWcIinItheIfullVzewishIpopulationWIHumaneGeneticsUI2021UIadYUIcYiVcai 6.3 2

221 ulevatedIrloodIPressureIyncreasesIPneumoniaIRiskjIupidemiologicalIqssociationIandIαendelianI
RandomizationIinItheIU IriobankWIMedUI2021UIbUIacgVadhWed 31.7 9

220 wenomeVWideIqssociationIStudiesIofISchizophreniaIandIripolarItisorderIinIaItiverseIsohortIofIUSI
VeteransWISchizophreniaeBulletinUI2021UIdgUIeagVebi 1.3 7

219 TranscriptomicIorganizationIofItheIhumanIbrainIinIpostVtraumaticIstressIdisorderWINaturee
NeuroscienceUI2021UIbdUIbdVcc 25.5 44

218 TheIroleIofItheIgutImicrobiomeIinIcancerVrelatedIfatiguejIpilotIstudyIonIepigeneticImechanismsWI
SupportiveeCareeineCancerUI2021UIbiUIcagcVcahb 3.9 12

217 qIcomprehensiveIgeneticIandIepidemiologicalIassociationIanalysisIofIvitaminItIwithIcommonI
diseasesXtraitsIinItheIU IriobankWIGeneticeEpidemiologyUI2021UIdeUIbdVce 2.6 6

216
sorticalITranscriptomicIqlterationsIinIqssociationIWithIqppetitiveIβeuropeptidesIandIrodyIαassI
yndexIinIPosttraumaticIStressItisorderWIInternationaleJournaleofeNeuropsychopharmacologyUI2021UI
bdUIaahVabi

5.8 3

(2021-2021)

3



215 qISetIofIufficientIαethodsItoIwenerateIxighVtimensionalIrinaryItataIWithISpecifiedIsorrelationI
StructuresWIAmericaneStatisticianUI2021UIgeUIcaYVcbb 5 4

214 sytokineIProfilesIreforeIandIqfterIymmuneIαodulationIinIxospitalizedIPatientsIwithIsOVytVaiWI
JournaleofeClinicaleImmunologyUI2021UIdaUIgchVgdg 5.7 7

213 TollVlikeIreceptorIgIdeficiencyIsuppressesItypeIaIdiabetesIdevelopmentIbyImodulatingIrVcellI
differentiationIandIfunctionWICellulareandeMoleculareImmunologyUI2021UIahUIcbhVcch 15.4 2

212 ynteractionsIretweenIunhancedIPolygenicIRiskIScoresIandI×ifestyleIforIsardiovascularItiseaseUI
tiabetesUIandI×ipidI×evelsWICirculationeGenomiceandePrecisioneMedicineUI2021UIadUIeYYcabh 5.2 23

211 RePhinejIqnIyntegrativeIαethodIforIydentificationIofItrugIResponseVrelatedITranscriptionalI
RegulatorsWIGenomicsseProteomicseandeBioinformaticsUI2021UI 6.5 4

210 qIfastIandIrobustIrayesianInonparametricImethodIforIpredictionIofIcomplexItraitsIusingIsummaryI
statisticsWIPLoSeGeneticsUI2021UIagUIeaYYifig 6 5

209 tyqPxaIVariantsIinIβonVuastIqsianIPatientsIWithISporadicIαoyamoyaItiseaseWIJAMAeNeurologyUI
2021UIghUIiicVaYYc 17.2 7

208
qssociationIofIupigeneticIqgeIqccelerationIWithIRiskIvactorsUISurvivalUIandIQualityIofI×ifeIinI
PatientsIWithIxeadIandIβeckIsancerWIInternationaleJournaleofeRadiationeOncologyeBiologyePhysicsUI
2021UIaaaUIaegVafg

4 2

207 SUPuRwβOVqjIlocalIgeneticIcorrelationIanalysisIrevealsIheterogeneousIetiologicIsharingIofI
complexItraitsWIGenomeeBiologyUI2021UIbbUIbfb 18.3 7

206 salculatingIOrthologousIProteinVsodingISequenceISetIProbabilityIUsingItheIPoissonIProcessWI
JournaleofeComputationaleBiologyUI2021UIbhUIifaVigd 1.7

205 unhancingItiscoveryIofIweneticIVariantsIforIPosttraumaticIStressItisorderIThroughIyntegrationIofI
QuantitativeIPhenotypesIandITraumaIuxposureIynformationWIBiologicalePsychiatryUI2021UI 7.9 3

204 qIreservoirIofIstemVlikeIsthITIcellsIinItheItumorVdrainingIlymphInodeIpreservesItheIongoingI
antitumorIimmuneIresponseWIScienceeImmunologyUI2021UIfUIeabgghcf 28 12

203 yntegrativeImodelingIofItransmittedIandIvariantsIidentifiesInovelIriskIgenesIforIcongenitalIheartI
diseaseWWIQuantitativeeBiologyUI2021UIiUIbafVbbg 3.9 0

202 wenomeVwideIassociationIanalysesIofIpostVtraumaticIstressIdisorderIandIitsIsymptomIsubdomainsI
inItheIαillionIVeteranIProgramWINatureeGeneticsUI2021UIecUIagdVahd 36.3 40

201 tifferentialIProteinIuxpressionIinIStriatalItaVIandItbVtopamineIReceptorVuxpressingIαediumI
SpinyIβeuronsWIProteomesUI2020UIhUI 4.6 5

200 ulevatedIserumIinterleukinVhIisIassociatedIwithIenhancedIintratumorIneutrophilsIandIreducedI
clinicalIbenefitIofIimmuneVcheckpointIinhibitorsWINatureeMedicineUI2020UIbfUIfhhVfib 50.5 128

199 wermlineIvariantIburdenIinIcancerIgenesIcorrelatesIwithIageIatIdiagnosisIandIsomaticImutationI
burdenWINatureeCommunicationsUI2020UIaaUIbdch 17.4 17

198 tiscoveryIofIcahInewIriskIlociIforItypeIbIdiabetesIandIrelatedIvascularIoutcomesIamongIaWdImillionI
participantsIinIaImultiVancestryImetaVanalysisWINatureeGeneticsUI2020UIebUIfhYVfia 36.3 140
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197 ReducingIvalseVPositiveIResultsIinIβewbornIScreeningIUsingIαachineI×earningWIInternationale
JournaleofeNeonataleScreeningUI2020UIfUI 2.6 13

196 RelationshipIofIqgeIWithItheIxemodynamicIParametersIinIyndividualsIWithIulevatedIrloodI
PressureWIJournaleofetheeAmericaneGeriatricseSocietyUI2020UIfhUIaebYVaebh 5.6 0

195 wenomicIinfluencesIonIselfVreportedIchildhoodImaltreatmentWITranslationalePsychiatryUI2020UIaYUIch 8.6 20

194 ×everagingIeffectIsizeIdistributionsItoIimproveIpolygenicIriskIscoresIderivedIfromIsummaryI
statisticsIofIgenomeVwideIassociationIstudiesWIPLoSeComputationaleBiologyUI2020UIafUIeaYYgefe 5 13

193 StatisticalIαethodsIinIwenomeVWideIqssociationIStudiesWIAnnualeRevieweofeBiomedicaleDataeScienceUI
2020UIcUIbfeVbhh 5.6 1

192 qInovelImachineIlearningIunsupervisedIalgorithmIforIsleepXwakeIidentificationIusingIactigraphyWI
ChronobiologyeInternationalUI2020UIcgUIaYYbVaYae 3.6 11

191 uthnicIvariabilityIinInewbornImetabolicIscreeningImarkersIassociatedIwithIfalseVpositiveIoutcomesWI
JournaleofeInheritedeMetaboliceDiseaseUI2020UIdcUIicdVidc 5.4 11

190 PilotIstudyIofIcombinedIaerobicIandIresistanceIexerciseIonIfatigueIforIpatientsIwithIheadIandIneckI
cancerjIynflammatoryIandIepigeneticIchangesWIBrainseBehaviorseandeImmunityUI2020UIhhUIahdVaib 16.6 4

189 xematopoieticImosaicIchromosomalIalterationsIandIriskIforIinfectionIamongIgfgUhiaIindividualsI
withoutIbloodIcancerI2020UI 2

188 ×everagingIfunctionalIannotationItoIidentifyIgenesIassociatedIwithIcomplexIdiseasesWIPLoSe
ComputationaleBiologyUI2020UIafUIeaYYhcae 5 3

187 qndrogenIRegulatesISqRSVsoVVbIReceptorI×evelsIandIysIqssociatedIwithISevereIsOVytVaiI
SymptomsIinIαenI2020UI 18

186 xematopoieticImosaicIchromosomalIalterationsIandIriskIforIinfectionIamongIgfgUhiaIindividualsI
withoutIbloodIcancerI2020UI 5

185 wenomeVwideIassociationIstudyIofIcognitiveIperformanceIinIUWSWIveteransIwithIschizophreniaIorI
bipolarIdisorderWIAmericaneJournaleofeMedicaleGeneticseParteB:eNeuropsychiatriceGeneticsUI2020UIahcUIahaVaid3.5 9

184 αolecularIgeneticIoverlapIbetweenIposttraumaticIstressIdisorderIandIsleepIphenotypesWISleepUI
2020UIdcUI 1.1 9

183 αutationsIdisruptingIneuritogenesisIgenesIconferIriskIforIcerebralIpalsyWINatureeGeneticsUI2020UIebUIaYdfVaYef36.3 38

182 qutomatedIfeatureIextractionIfromIpopulationIwearableIdeviceIdataIidentifiedInovelIlociI
associatedIwithIsleepIandIcircadianIrhythmsWIPLoSeGeneticsUI2020UIafUIeaYYiYhi 6 1

181 wenomeVwideIassociationIstudyIofIsmokingItrajectoryIandImetaVanalysisIofIsmokingIstatusIinI
hdbUYYYIindividualsWINatureeCommunicationsUI2020UIaaUIecYb 17.4 15

180 ynheritedIcausesIofIclonalIhaematopoiesisIinIigUfiaIwholeIgenomesWINatureUI2020UIehfUIgfcVgfh 50.4 127

(2020-2020)
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179 qndrogenISignalingIRegulatesISqRSVsoVVbIReceptorI×evelsIandIysIqssociatedIwithISevereI
sOVytVaiISymptomsIinIαenWICelleStemeCellUI2020UIbgUIhgfVhhiWeab 18 85

178 qnIenhancedImachineIlearningItoolIforIcisVeQT×ImappingIwithIregularizationIandIconfounderI
adjustmentsWIGeneticeEpidemiologyUI2020UIddUIgihVhaY 2.6

177 wutIαicrobiomeIqssociatedIwithItheIPsychoneurologicalISymptomIslusterIinIPatientsIwithIxeadI
andIβeckIsancersWICancersUI2020UIabUI 6.6 16

176 xemodynamicIPhenotypesIofIxypertensionIrasedIonIsardiacIOutputIandISystemicIVascularI
ResistanceWIAmericaneJournaleofeMedicineUI2020UIaccUIeabgVeaci 2.4 4

175 βyTUαytjIβonnegativeImatrixIfactorizationVbasedIymmuneVTUmorIαycroenvironmentI
teconvolutionWIBioinformaticsUI2020UIcfUIacddVaceY 7.2 4

174 wenotypingIqrrayItesignIandItataIQualityIsontrolIinItheIαillionIVeteranIProgramWIAmericane
JournaleofeHumaneGeneticsUI2020UIaYfUIeceVedh 11 22

173 TimingIofIβewbornIrloodIsollectionIqltersIαetabolicItiseaseIScreeningIPerformanceWIFrontierseine
PediatricsUI2020UIhUIfbcahd 3.4 5

172 ×everagingIfunctionalIannotationItoIidentifyIgenesIassociatedIwithIcomplexIdiseasesI2020UIafUIeaYYhcae

171 ×everagingIfunctionalIannotationItoIidentifyIgenesIassociatedIwithIcomplexIdiseasesI2020UIafUIeaYYhcae

170 ×everagingIfunctionalIannotationItoIidentifyIgenesIassociatedIwithIcomplexIdiseasesI2020UIafUIeaYYhcae

169 ×everagingIfunctionalIannotationItoIidentifyIgenesIassociatedIwithIcomplexIdiseasesI2020UIafUIeaYYhcae

168 ×everagingIfunctionalIannotationItoIidentifyIgenesIassociatedIwithIcomplexIdiseasesI2020UIafUIeaYYhcae

167 ×everagingIfunctionalIannotationItoIidentifyIgenesIassociatedIwithIcomplexIdiseasesI2020UIafUIeaYYhcae

166 renchmarkingIvariantIidentificationItoolsIforIplantIdiversityIdiscoveryWIBMCeGenomicsUI2019UIbYUIgYa 4.5 8

165 xarmonizingIweneticIqncestryIandISelfVidentifiedIRaceXuthnicityIinIwenomeVwideIqssociationI
StudiesWIAmericaneJournaleofeHumaneGeneticsUI2019UIaYeUIgfcVggb 11 41

164 qnIevaluationIofInoncodingIgenomeIannotationItoolsIthroughIenrichmentIanalysisIofIaeI
genomeVwideIassociationIstudiesWIBriefingseineBioinformaticsUI2019UIbYUIiieVaYYc 13.4 3

163 weneticI×inkIretweenIqrterialIStiffnessIandIqtrialIvibrillationWICirculationeGenomiceandePrecisione
MedicineUI2019UIabUIeYYbdec 5.2 6

162 weneticIqssociationIofIvingerIPhotoplethysmographyVterivedIqrterialIStiffnessIyndexIWithIrloodI
PressureIandIsoronaryIqrteryItiseaseWIArteriosclerosisseThrombosisseandeVasculareBiologyUI2019UIciUIabecVabfa9.4 15
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161 ValidationIofIanIulectronicIαedicalIRecordVrasedIqlgorithmIforIydentifyingIPosttraumaticIStressI
tisorderIinIUWSWIVeteransWIJournaleofeTraumaticeStressUI2019UIcbUIbbfVbcg 3.8 11

160 wenomeVwideIqssociationIStudyIofIαaximumIxabitualIqlcoholIyntakeIinInadYUYYYIUWSWIuuropeanI
andIqfricanIqmericanIVeteransIYieldsIβovelIRiskI×ociWIBiologicalePsychiatryUI2019UIhfUIcfeVcgf 7.9 37

159 yncreasedImonocyteIcountIasIaIcellularIbiomarkerIforIpoorIoutcomesIinIfibroticIdiseasesjIaI
retrospectiveUImulticentreIcohortIstudyWILanceteRespiratoryeMedicinestheUI2019UIgUIdigVeYh 35.1 72

158 wenomeVwideIassociationIstudyIofIalcoholIconsumptionIandIuseIdisorderIinIbgdUdbdIindividualsI
fromImultipleIpopulationsWINatureeCommunicationsUI2019UIaYUIadii 17.4 164

157 qIstatisticalIframeworkIforIcrossVtissueItranscriptomeVwideIassociationIanalysisWINatureeGeneticsUI
2019UIeaUIefhVegf 36.3 108

156 wenomicsIofIposttraumaticIstressIdisorderIinIveteransjIαethodsIandIrationaleIforIVeteransIqffairsI
sooperativeIStudyILegerWIInternationaleJournaleofeMethodseinePsychiatriceResearchUI2019UIbhUIeagfg 4.3 5

155 ynternationalIvariationsIinItrustIinIhealthIcareIsystemsWIInternationaleJournaleofeHealthePlanningeande
ManagementUI2019UIcdUIacYVaci 2.2 12

154 βextVgenerationIsequencingIinIliquidIbiopsyjIcancerIscreeningIandIearlyIdetectionWIHumane
GenomicsUI2019UIacUIcd 6.8 139

153 uxpressionIofItheItypeIcIynsPIreceptorIisIaIfinalIcommonIeventIinItheIdevelopmentIofI
hepatocellularIcarcinomaWIGutUI2019UIfhUIafgfVafhg 19.2 32

152 wenomeVwideIassociationIstudyIofIpostVtraumaticIstressIdisorderIreexperiencingIsymptomsIinI
nafeUYYYIUSIveteransWINatureeNeuroscienceUI2019UIbbUIacidVadYa 25.5 92

151 zointIαodelsIforITimeVtoVuventItataIandI×ongitudinalIriomarkersIofIxighItimensionWIStatisticseine
BiosciencesUI2019UIaaUIfadVfbi 1.5 1

150 ynternationalImetaVanalysisIofIPTStIgenomeVwideIassociationIstudiesIidentifiesIsexVIandI
ancestryVspecificIgeneticIriskIlociWINatureeCommunicationsUI2019UIaYUIdeeh 17.4 151

149 RetrospectiveIqssociationIqnalysisIofI×ongitudinalIrinaryITraitsIydentifiesIymportantI×ociIandI
PathwaysIinIsocaineIUseWIGeneticsUI2019UIbacUIabbeVabcf 4 3

148
wenomicIanalysisIofIaIspinalImuscularIatrophyIQSαqRIdiscordantIfamilyIidentifiesIaInovelImutationI
inIT××bUIanIactivatorIofIgrowthIdifferentiationIfactorIhIQmyostatinRjIaIcaseIreportWIBMCeMedicale
GeneticsUI2019UIbYUIbYd

2.1 2

147 sombiningInewbornImetabolicIandItβqIanalysisIforIsecondVtierItestingIofImethylmalonicIacidemiaWI
GeneticseineMedicineUI2019UIbaUIhifViYc 8.1 19

146 UnderstandingItheIdeterminantsIofIpublicItrustIinItheIhealthIcareIsystemIinIshinajIanIanalysisIofIaI
crossVsectionalIsurveyWIJournaleofeHealtheServiceseResearcheandePolicyUI2019UIbdUIcgVdc 2.4 13

145 RegularizedI×atentIslassIαodelIforIzointIqnalysisIofIxighVtimensionalI×ongitudinalIriomarkersI
andIaITimeVtoVuventIOutcomeWIBiometricsUI2019UIgeUIfiVgg 1.8 4

144 ulevatedImethylmalonicIacidemiaIQααqRIscreeningImarkersIinIxispanicIandIpretermInewbornsWI
MoleculareGeneticseandeMetabolismUI2019UIabfUIciVdb 3.7 3

(2019-2019)
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143 ProteomicsrrowserjIαSXproteomicsIdataIvisualizationIandIinvestigationWIBioinformaticsUI2019UIceUIbcacVbcad7.2 2

142 UsingItβqImethylationItoIvalidateIanIelectronicImedicalIrecordIphenotypeIforIsmokingWIAddictione
BiologyUI2019UIbdUIaYefVaYfe 4.6 7

141 TrendsIinItheIPrevalenceIofIOverweightIandIObesityIamongIshineseISchoolVqgeIshildrenIandI
qdolescentsIfromIbYaYItoIbYaeWIChildhoodeObesityUI2018UIadUIahbVahh 2.5 17

140 SpectralIclusteringIbasedIonIlearningIsimilarityImatrixWIBioinformaticsUI2018UIcdUIbYfiVbYgf 7.2 42

139 ×onelinessIeIyearsIanteVmortemIisIassociatedIwithIdiseaseVrelatedIdifferentialIgeneIexpressionIinI
postmortemIdorsolateralIprefrontalIcortexWITranslationalePsychiatryUI2018UIhUIb 8.6 15

138 ymprovingISβPIprioritizationIandIpleiotropicIarchitectureIestimationIbyIincorporatingIpriorI
knowledgeIusingIgraphVwPqWIBioinformaticsUI2018UIcdUIbaciVbada 7.2 3

137 UncoveringIwenomicIRegionsIqssociatedIwithIynfectionsIinIWildIPopulationsIofItheITsetseIvlyWIGz:e
GenesseGenomesseGeneticsUI2018UIhUIhhgVhig 3.2 5

136 tissectingIPathwayItisturbancesIUsingIβetworkITopologyIandIαultiVplatformIwenomicsItataWI
StatisticseineBiosciencesUI2018UIaYUIhfVaYf 1.5 5

135
wenomicIsomparisonIqmongIwlobalIysolatesIofISerovarsIsopenhageniIandIycterohaemorrhagiaeI
ydentifiedIβaturalIweneticIVariationIsausedIbyIanIyndelWIFrontierseineCellulareandeInfectione
MicrobiologyUI2018UIhUIaic

5.9 18

134 qUtyTVsIandIystIcodesIasIphenotypesIforIharmfulIalcoholIusejIassociationIwithIqtxarI
polymorphismsIinItwoIUSIpopulationsWIAddictionUI2018UIaacUIbbadVbbbd 4.6 13

133 TollVlikeIreceptorIiInegativelyIregulatesIpancreaticIisletIbetaIcellIgrowthIandIfunctionIinIaImouseI
modelIofItypeIaIdiabetesWIDiabetologiaUI2018UIfaUIbcccVbcdc 10.3 13

132 TranslationalIstudiesIsupportIaIroleIforIserotoninIbrIreceptorIQxTRbrRIgeneIinIaggressionVrelatedI
cannabisIresponseWIMolecularePsychiatryUI2018UIbcUIbbggVbbhf 15.1 14

131 SpatiallyIResolvedIandIQuantitativeIqnalysisIofIVySTqXPtVaxIasIaIβovelIymmunotherapyITargetIinI
xumanIβonVSmallIsellI×ungIsancerWIClinicaleCancereResearchUI2018UIbdUIaefbVaegc 12.9 93

130 TransancestralIwWqSIofIalcoholIdependenceIrevealsIcommonIgeneticIunderpinningsIwithI
psychiatricIdisordersWINatureeNeuroscienceUI2018UIbaUIafefVaffi 25.5 257

129 αachineIlearningIselectedIsmokingVassociatedItβqImethylationIsignaturesIthatIpredictIxyVI
prognosisIandImortalityWIClinicaleEpigeneticsUI2018UIaYUIaee 7.7 18

128 yntegrativeIfunctionalIgenomicIanalysisIofIhumanIbrainIdevelopmentIandIneuropsychiatricIrisksWI
ScienceUI2018UIcfbUI 33.3 277

127 SpatiotemporalItranscriptomicIdivergenceIacrossIhumanIandImacaqueIbrainIdevelopmentWIScienceUI
2018UIcfbUI 33.3 127

126 RiskI×ocusIydentificationITiesIqlcoholIWithdrawalISymptomsItoISORsSbWIAlcoholism:eClinicaleande
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