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190 wenomeVwideIqssociationIStudyIofIαaximumIxabitualIqlcoholIyntakeIinInadYUYYYIUWSWIuuropeanI
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180 βeoantigenVdrivenIrIcellIandIstd´ TIfollicularIhelperIcellIcollaborationIpromotesIantiVtumorIsthI
T´ cellIresponsesWICellUI2021UIahdUIfaYaVfaahWeac 56.2 29
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171 OnIjointIestimationIofIwaussianIgraphicalImodelsIforIspatialIandItemporalIdataWIBiometricsUI2017UI
gcUIgfiVggi 1.8 22
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disequilibriumItestWIGeneticeEpidemiologyUI2001UIbaISupplIaUIScgYVe 2.6 22

168 wenotypingIqrrayItesignIandItataIQualityIsontrolIinItheIαillionIVeteranIProgramWIAmericane
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JournaleofeNeonataleScreeningUI2020UIfUI 2.6 13
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polymorphismsIinItwoIUSIpopulationsWIAddictionUI2018UIaacUIbbadVbbbd 4.6 13
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ComputationaleBiologyUI2020UIafUIeaYYhcae 5 3

61 ynfluenceIofIbloodIpressureIonIpneumoniaIriskjIupidemiologicalIassociationIandIαendelianI
randomisationIinItheIU Iriobank 3
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