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324-328. )
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[21] Restriction enzymes: Properties and use. Methods in Enzymology, 1992, 216, 199-224.

Reviving a Dead Enzyme:a€%o Cytosine Deaminations Promoted by an Inactive DNA Methyltransferase andan 97
S-Adenosylmethionine Analogue. Biochemistry, 2000, 39, 14611-14616. :

Sequence motifs specific for cytosine methyltransferases. Gene, 1988, 74, 261-265.
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