28

papers

28

all docs

471509

8,125 17
citations h-index
28 28
docs citations times ranked

501196
28

g-index

12971

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Polygenic risk for anxiety influences anxiety comorbidity and suicidal behavior in bipolar disorder.
Translational Psychiatry, 2020, 10, 298.

Efficient region-based test strategy uncovers genetic risk factors for functional outcome in bipolar

disorder. European Neuropsychopharmacology, 2019, 29, 156-170. 0.7 4

Detecting significant genotypea€“phenotype association rules in bipolar disorder: market research
meets complex genetics. International Journal of Bipolar Disorders, 2018, 6, 24.

Choosing Subsamples for Sequencing Studies by Minimizing the Average Distance to the Closest Leaf. 9.9 3
Genetics, 2015, 201, 499-511. :

Genome wide association study identifies variants in NBEA associated with migraine in bipolar
disorder. Journal of Affective Disorders, 2015, 172, 453-461.

Joint Analysis of Psychiatric Disorders Increases Accuracy of Risk Prediction for Schizophrenia,
Bipolar Disorder, and Major Depressive Disorder. American Journal of Human Genetics, 2015, 96, 6.2 225
283-294.

Psychiatric genome-wide association study analyses implicate neuronal, immune and histone pathways.
Nature Neuroscience, 2015, 18, 199-209.

Interaction of the<i>ADRB2</i>Gene Polymorphism With Childhood Trauma in Predicting Adult

Symptoms of Posttraumatic Stress Disorder. JAMA Psychiatry, 2014, 71, 1174. 11.0 80

Identification of Pathways for Bipolar Disorder. JAMA Psychiatry, 2014, 71, 657.

Polygenic dissection of diagnosis and clinical dimensions of bipolar disorder and schizophrenia. 79 333
Molecular Psychiatry, 2014, 19, 1017-1024. )

Characterization of the Genomic Architecture and Mutational Spectrum of a Small Cell Prostate
Carcinoma. Genes, 2014, 5, 366-384.

Genetic relationship between five psychiatric disorders estimated from genome-wide SNPs. Nature

Genetics, 2013, 45, 984-994. 214 2,067

Identification of risk loci with shared effects on five major psychiatric disorders: a genome-wide
analysis. Lancet, The, 2013, 381, 1371-1379.

Enrichment of cis-regulatory gene expression SNPs and methylation quantitative trait loci among

bipolar disorder susceptibility variants. Molecular Psychiatry, 2013, 18, 340-346. 7.9 153

Genotype Imputation Reference Panel Selection Using Maximal Phylogenetic Diversity. Genetics, 2013,
195, 319-330.

Genome-Wide Association Study of Irritable vs. Elated Mania Suggests Genetic Differences between 05 29
Clinical Subtypes of Bipolar Disorder. PLoS ONE, 2013, 8, e53804. :

BDNF expression in lymphoblastoid cell lines carrying BDNF SNPs associated with bipolar disorder.

Psychiatric Genetics, 2012, 22, 253-255.

Genome-wide association of mood-incongruent psychotic bipolar disorder. Translational Psychiatry,

2012, 2, e180-e180. 4.8 58
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Evidence for association of bipolar disorder to haplotypes in the 22q12.3 region near the genes

stargazin, ift27 and parvalbumin. American Journal of Medical Genetics Part B: Neuropsychiatric
Genetics, 2012, 159B, 941-950.

CLINICAL FEATURES OF BIPOLAR DISORDER COMORBID WITH ANXIETY DISORDERS DIFFER BETWEEN MEN a1 a7
AND WOMEN. Depression and Anxiety, 2012, 29, 739-746. :

Exonic DNA Sequencing of ERBB4 in Bipolar Disorder. PLoS ONE, 2011, 6, e20242.

Genome-wide association study of personality traits in bipolar patients. Psychiatric Genetics, 2011, 21,
190-194. 11 37

Large-scale genome-wide association analysis of bipolar disorder identifies a new susceptibility locus
near ODZ4. Nature Genetics, 2011, 43, 977-983.

Genome-Wide Association of Bipolar Disorder Suggests an Enrichment of Replicable Associations in 35 59
Regions near Genes. PLoS Genetics, 2011, 7, e1002134. :

A genomed€wide association study of bipolar disorder and comorbid migraine. Genes, Brain and
Behavior, 2010, 9, 673-680.

Familya€based association analysis to finemap bipolar linkage peak on chromosome 8924 using 2,500 1.9 34
genotyped SNPs and 15,000 imputed SNPs. Bipolar Disorders, 2010, 12, 786-792. :

Suggestive linkage at 9p22 in bipolar disorder weighted by alcohol abuse. American Journal of Medical

Genetics Part B: Neuropsychiatric Genetics, 2009, 150B, 1133-1138.

Association study between late-onset Alzheimer's disease and the transferrin gene polymorphisms in 01 17
Chinese. Neuroscience Letters, 2003, 349, 209-211. :



