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53 –ecipheringOalternativeOsplicingOpatternsOinOmultipleOtissuesOofOGinkgoObilobaOimportantOsecondaryO
metaboliteseOIndustrialpCropspandpProductscO2022cOhohcOhhkohi 5.9 0
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hkpcOindjl
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41 zomparisonOamongOthreeOmethodsOforOobtainingOchloroplastOgenomeOsequencesOfromOtheOconiferO
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40 OverexpressionOofOtheOVOGeneO×nhancedOtheO×pigallocatechincOGallocatechincOandOzatechinOzontentsO
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39 SelectionOofOcrownOtypeOprovidesOaOpotentialOtoOimproveOtheOcontentOofOisorhamnetinOinOGinkgoO
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IntegrativeOanalysisOofOwoodObiomassOandOdevelopingOxylemOtranscriptomeOprovideOinsightsOintoO
mechanismsOofOligninObiosynthesisOinOwoodOformationOofOPinusOmassonianaeOInternationalpJournalpofp
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29 SNPOdevelopmentOandOdiversityOanalysisOforOGinkgoObilobaObasedOonOtranscriptomeOsequencingeO
Treesp-pStructurepandpFunctioncO2019cOjjcOlondlpn 2.6 10
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JournalpofpForestrypResearchcO2018cOipcOjldkk 2 7
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regulationOinOGinkgoObilobaeOIndustrialpCropspandpProductscO2018cOhikcOiimdijl 5.9 44

24 –evelopmentOandOcharacterizationOofOchloroplastOmicrosatelliteOmarkersOforOPinusOmassonianaOandO
theirOapplicationOinOPinusOWPinaceaeXOspecieseOJournalpofpGeneticscO2018cOpncOljdlp 1.2 7

23 –evelopmentOandOcharacterizationOofOchloroplastOmicrosatelliteOmarkersOforOandOtheirOapplicationOinO
WPinaceaeXOspecieseOJournalpofpGeneticscO2018cOpncOeljdelp 1.2 1

22 IdentificationOandOcharacterizationOofOnineOPxThObranchOgenesOinOpoplareOPlantpGrowthpRegulationcO
2017cOohcOjlldjmk 3.2 2

21 –ifferentiallyOexpressedOgeneOanalysisOofOTamarixOchinensisOprovidesOinsightsOintoONazldstressO
responseeOTreesp-pStructurepandpFunctioncO2017cOjhcOmkldmlo 2.6 12
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19 VariationOinOtheOzoncentrationsOofOMajorOSecondaryOMetabolitesOinOGinkgoOLeavesOfromO–ifferentO
GeographicalOPopulationseOForestscO2017cOocOimm 2.8 18

18 GeneticO–iversityOandOStructureOofONaturalOQuercusOvariabilisOPopulationOinOzhinaOasORevealedObyO
MicrosatellitesOMarkerseOForestscO2017cOocOkpl 2.8 11

17 TranscriptomeOsequencingOandOSNPOdetectionOineOPeerJcO2017cOlcOejhpj 3.1 6

16 TheOcompleteOchloroplastOgenomeOofOandOitsOcomparisonOwithOrelatedOspecieseOPeerJcO2017cOlcOejoig 3.1 33

15 MolecularOcloningcOexpressionOanalysisOandOsubcellularOlocalizationOofOfourO–×LLxOgenesOfromOhybridO
poplareOSpringerPluscO2016cOlcOhhip 10

14 xnalysisOofOcodonOusageOpatternsOinOGinkgoObilobaOrevealsOcodonOusageOtendencyOfromOxfUdendingO
toOGfzdendingeOScientificpReportscO2016cOmcOjlpin 4.9 49

13 –evelopmentOofOnovelOchloroplastOmicrosatelliteOmarkersOforOGinkgoObilobaeOGeneticspandpMolecularp
ResearchcO2015cOhkcOnnhldig 1.2 5

12 TranscriptomeOanalysisOofOGinkgoObilobaOkernelseOFrontierspinpPlantpSciencecO2015cOmcOohp 6.2 25

11 –eepOsequencingOofOtheOzamelliaOchekiangoleosaOtranscriptomeOrevealedOcandidateOgenesOforO
anthocyaninObiosynthesiseOGenecO2014cOljocOhdn 3.8 27

10 zharacterizationOofOmassonOpineOWPinusOmassonianaOLambeXOmicrosatelliteO–NxObyOklkOgenomeO
shotgunOsequencingeOTreepGeneticspandpGenomescO2014cOhgcOkipdkjn 2.1 9

9 heOxOgeneticOlinkageOmapOofOPinusOmassonianaObasedOonOSRxPcOSSROandO×STPOmarkerseOSilvaep
GeneticacO2014cOmjcOhdo 1.1 4

8 IdentificationOandOfunctionalOanalysisOofOLysMOeffectorsOfromOMarssoninaObrunneaeOAustralasianp
PlantpPathologycO2014cOkjcOmhldmii 1.4 6

7 zloningOandOexpressionOanalysisOofOzhitinaseOgenesOfromOPopulusOcanadensiseORussianpJournalpofp
PlantpPhysiologycO2013cOmgcOjpmdkgj 1.6 2

6 zomparativeOgenomeOmappingOamongOPopulusOadenopodacOPeOalbacOPeOdeltoidescOPeOeuramericanaO
andOPeOtrichocarpaeOGenespandpGeneticpSystemscO2011cOomcOilndmo 1.4 10

5 xOgeneticOlinkageOmapOofOPopulusOadenopodaOMaximeOˆ�OPeOalbaOLeOhybridObasedOonOSSROandOSRxPO
markerseOEuphyticacO2010cOhnjcOhpjdigl 2.1 18

4 IdentifyingOsecretedOproteinsOofOMarssoninaObrunneaObyOdegenerateOPzReOProteomicscO2010cOhgcOikgmdhn 4.8 14

3 GeneticOmappingOofOdevelopmentalOinstabilityqOdesigncOmodelOandOalgorithmeOGeneticscO2007cOhnmcOhhondpm4 8

2 RelationshipObetweenOfirstdseasonOfreeOgrowthOcomponentsOandOlaterOfieldOheightOgrowthOinO
maritimeOpineOWPinuspinasterXeOCanadianpJournalpofpForestpResearchcO1989cOhpcOmpgdmpp 1.9 8
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