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j Paper IF Citations

143
InsightsLintoLtheLgeneticLarchitectureLofLhaematologicalLtraitsLfromLdeepLphenotypingLandL
wholeagenomeLsequencingLforLtwoLMediterraneanLisolatedLpopulationsbbLScientificlReportsYL2022YL
efYLeege

4.9 0

142 MachineLlearningLoptimizedLpolygenicLscoresLforLbloodLcellLtraitsLidentifyLsexaspecificLtrajectoriesL
andLgeneticLcorrelationsLwithLdiseasebbLCelllGenomicsYL2022YLfYLNone 1

141 InvestigatingL~eneticLandLOtherLxeterminantsLofLzirstaOnsetLMyocardialLInfarctionLinLMalaysianL
ProtocolLforLtheLMalaysianLucuteLVascularLyventsLRiskLStudybbLJMIRlResearchlProtocolsYL2022YLeeYLegelli2 1

140 ylucidatingLmechanismsLofLgeneticLcrossadiseaseLassociationsLatLtheLPROwRLvascularLdiseaseLlocusbbL
NaturelCommunicationsYL2022YLegYLefff 17.4 0

139 unalyzingLhumanLknockoutsLtoLvalidateL~PReieLasLaLtherapeuticLtargetLforLreductionLofLbodyLmassL
indexbbLPLoSlGeneticsYL2022YLelYLeededdmg 6 0

138 MendelianLrandomizationLsupportsLbidirectionalLcausalityLbetweenLtelomereLlengthLandLclonalL
hematopoiesisLofLindeterminateLpotentialbbLSciencelAdvancesYL2022YLlYLeabljikm 14.3 3

137 IntegrativeLanalysisLofLtheLplasmaLproteomeLandLpolygenicLriskLofLcardiometabolicLdiseasesbLNaturel
MetabolismYL2021YLgYLehkjaehlg 14.6 6

136 womparisonLofLfourLmethodsLtoLmeasureLhaemoglobinLconcentrationsLinLwholeLbloodLdonorsL
TwOMPuRyUnLuLdiagnosticLaccuracyLstudybLTransfusionlMedicineYL2021YLgeYLmhaedg 1.3 5

135 TheLPolygenicLScoreLwatalogLasLanLopenLdatabaseLforLreproducibilityLandLsystematicLevaluationbL
NaturelGeneticsYL2021YLigYLhfdahfi 36.3 58

134 uctionableLdruggableLgenomeawideLMendelianLrandomizationLidentifiesLrepurposingLopportunitiesL
forLwOVIxaembLNaturelMedicineYL2021YLfkYLjjlajkj 50.5 19

133 uccuracyLofLfourLlateralLflowLimmunoassaysLforLantiLSuRSawoVafLantibodiesnLaLheadatoaheadL
comparativeLstudybLEBioMedicineYL2021YLjlYLedgheh 8.8 2

132
PlantLfoodsYLdietaryLfibreLandLriskLofLischaemicLheartLdiseaseLinLtheLyuropeanLProspectiveL
InvestigationLintoLwancerLandLNutritionLTyPIwULcohortbLInternationallJournalloflEpidemiologyYL2021YL
idYLfefafff

7.8 5

131 PlasmaLVitaminLwLandLTypeLfLxiabetesnL~enomeaWideLussociationLStudyLandLMendelianL
RandomizationLunalysisLinLyuropeanLPopulationsbLDiabeteslCareYL2021YLhhYLmlaedj 14.6 21

130 MetabolicLprofilingLofLangiopoietinalikeLproteinLgLandLhLinhibitionnLaLdrugatargetLMendelianL
randomizationLanalysisbLEuropeanlHeartlJournalYL2021YLhfYLeejdaeejm 9.5 11

129 uLcrossaplatformLapproachLidentifiesLgeneticLregulatorsLofLhumanLmetabolismLandLhealthbLNaturel
GeneticsYL2021YLigYLihajh 36.3 18

128 PolygenicLriskLscoresLinLcardiovascularLriskLpredictionnLuLcohortLstudyLandLmodellingLanalysesbLPLoSl
MedicineYL2021YLelYLeeddghml 11.6 27

127 MitochondrialLxNuLvariantsLmodulateLNaformylmethionineYLproteostasisLandLriskLofLlateaonsetL
humanLdiseasesbLNaturelMedicineYL2021YLfkYLeijhaeiki 50.5 4
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126 ~enomeawideLanalysisLofLbloodLlipidLmetabolitesLinLoverLidddLSouthLusiansLrevealsLbiologicalL
insightsLatLcardiometabolicLdiseaseLlocibLBMClMedicineYL2021YLemYLfgf 11.4 3

125 RiskLfactorsLandLpredictionLmodelsLforLincidentLheartLfailureLwithLreducedLandLpreservedLejectionL
fractionbLESClHeartlFailureYL2021YL 3.7 2

124 xiscoveryLofLgelLnewLriskLlociLforLtypeLfLdiabetesLandLrelatedLvascularLoutcomesLamongLebhLmillionL
participantsLinLaLmultiaancestryLmetaaanalysisbLNaturelGeneticsYL2020YLifYLjldajme 36.3 140

123 ussociationLofLplasmaLbiomarkersLofLfruitLandLvegetableLintakeLwithLincidentLtypeLfLdiabetesnL
yPIwaInteructLcaseacohortLstudyLinLeightLyuropeanLcountriesbLBMJ,lTheYL2020YLgkdYLmfemh 5.9 24

122 ~lycemicLindexYLglycemicLloadYLandLriskLofLcoronaryLheartLdiseasenLaLpanayuropeanLcohortLstudybL
AmericanlJournalloflClinicallNutritionYL2020YLeefYLjgeajhg 7 10

121 ~enomeawideLussociationLunalysisLinL umansLLinksLNucleotideLMetabolismLtoLLeukocyteLTelomereL
LengthbLAmericanlJournalloflHumanlGeneticsYL2020YLedjYLglmahdh 11 40

120 LifestyleLfactorsLandLriskLofLmultimorbidityLofLcancerLandLcardiometabolicLdiseasesnLaLmultinationalL
cohortLstudybLBMClMedicineYL2020YLelYLi 11.4 43

119 uLmissenseLvariantLinLMitochondrialLumidoximeLReducingLwomponentLeLgeneLandLprotectionL
againstLliverLdiseasebLPLoSlGeneticsYL2020YLejYLeeddljfm 6 49

118 uwyLinhibitionLandLcardiometabolicLriskLfactorsYLlungLandLgeneLexpressionYLandLplasmaLuwyfLlevelsnL
aLMendelianLrandomizationLstudybLRoyallSocietylOpenlScienceYL2020YLkYLfddmil 3.3 6

117
TheLassociationLbetweenLcirculatingLfiahydroxyvitaminLxLmetabolitesLandLtypeLfLdiabetesLinL
yuropeanLpopulationsnLu´ metaaanalysisLandLMendelianLrandomisationLanalysisbLPLoSlMedicineYL2020YL
ekYLeeddggmh

11.6 15

116 TheLPolygenicLandLMonogenicLvasisLofLvloodLTraitsLandLxiseasesbLCellYL2020YLelfYLefehaefgebeee 56.2 96

115 xiscoveryLofLrareLvariantsLassociatedLwithLbloodLpressureLregulationLthroughLmetaaanalysisLofLebgL
millionLindividualsbLNaturelGeneticsYL2020YLifYLegehaeggf 36.3 26

114 ValidationLofLaL~enomeaWideLPolygenic´ ScoreLforLworonaryLurtery´ xiseaseLin´ SouthLusiansbLJournall
oflthelAmericanlCollegeloflCardiologyYL2020YLkjYLkdgakeh 15.1 22

113 xevelopmentLandLvalidationLofLaLuniversalLbloodLdonorLgenotypingLplatformnLaLmultinationalL
prospectiveLstudybLBloodlAdvancesYL2020YLhYLghmiagidj 7.8 7

112  eterozygousL~eneLxeficiencyLandLRiskLofLworonaryLurteryLxiseasebLCirculationlGenomiclandl
PrecisionlMedicineYL2020YLegYLhekahfg 5.2 21

111 TransaethnicLandLuncestryaSpecificLvloodawellL~eneticsLinLkhjYjjkLIndividualsLfromLiL~lobalL
PopulationsbLCellYL2020YLelfYLeemlaefegbeeh 56.2 88

110 PhenomeawideLMendelianLrandomizationLmappingLtheLinfluenceLofLtheLplasmaLproteomeLonL
complexLdiseasesbLNaturelGeneticsYL2020YLifYLeeffaeege 36.3 75

109 MetaaanalysisLofLupLtoLjffYhdmLindividualsLidentifiesLhdLnovelLsmokingLbehaviourLassociatedL
geneticLlocibLMolecularlPsychiatryYL2020YLfiYLfgmfafhdm 15.1 45
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108 ussociationLvetweenLxepressiveLSymptomsLandLIncidentLwardiovascularLxiseasesbLJAMAl-lJournallofl
thelAmericanlMedicallAssociationYL2020YLgfhYLfgmjafhdi 27.4 35

107
ussociationLofL~eneticLVariantsLRelatedLtoLwombinedLyxposureLtoLLowerLLowaxensityLLipoproteinsL
andLLowerLSystolicLvloodLPressureLWithLLifetimeLRiskLofLwardiovascularLxiseasebLJAMAl-lJournallofl
thelAmericanlMedicallAssociationYL2019YLgffYLegleaegme

27.4 79

106 ~enomeawideLassociationLmetaaanalysesLandLfineamappingLelucidateLpathwaysLinfluencingL
albuminuriabLNaturelCommunicationsYL2019YLedYLhegd 17.4 43

105 ussociationLofLTriglycerideaLoweringLLPLLVariantsLandLLxLawaLoweringLLxLRLVariantsLWithLRiskLofL
woronaryL eartLxiseasebLJAMAl-lJournalloflthelAmericanlMedicallAssociationYL2019YLgfeYLgjhagkg 27.4 263

104 PhenoScannerLVfnLanLexpandedLtoolLforLsearchingLhumanLgenotypeaphenotypeLassociationsbL
BioinformaticsYL2019YLgiYLhlieahlig 7.2 260

103 ~eneticallyLmodulatedLeducationalLattainmentLandLcoronaryLdiseaseLriskbLEuropeanlHeartlJournalYL
2019YLhdYLfhegafhfd 9.5 20

102 ~eneticLRiskLScoreLforLworonary´ xisease´ IdentifiesLPredispositionsLtoLwardiovascularL
and´ NoncardiovascularLxiseasesbLJournalloflthelAmericanlCollegeloflCardiologyYL2019YLkgYLfmgfafmhf 15.1 26

101 uLcatalogLofLgeneticLlociLassociatedLwithLkidneyLfunctionLfromLanalysesLofLaLmillionLindividualsbL
NaturelGeneticsYL2019YLieYLmikamkf 36.3 217

100 RareLProteinaTruncatingLVariantsLinLuPOvYLLowerLLowaxensityLLipoproteinLwholesterolYLandL
ProtectionLugainstLworonaryL eartLxiseasebLCirculationlGenomiclandlPrecisionlMedicineYL2019YLefYLeddfgkj5.2 30

99 wonsumptionLofLMeatYLzishYLxairyLProductsYLandLyggsLandLRiskLofLIschemicL eartLxiseasebLCirculation
YL2019YLegmYLflgiaflhi 16.7 52

98 unLUnbiasedLLipidLPhenotypingLupproachLToLStudyLtheL~eneticLxeterminantsLofLLipidsLandLTheirL
ussociationLwithLworonaryL eartLxiseaseLRiskLzactorsbLJournalloflProteomelResearchYL2019YLelYLfgmkafhed5.6 38

97 ussociationLofLPlasmaLVitaminLxLMetabolitesLWithLIncidentLTypeLfLxiabetesnLyPIwaInteructL
waseawohortLStudybLJournalloflClinicallEndocrinologylandlMetabolismYL2019YLedhYLefmgaegdg 5.6 17

96 ussessingLtheLcausalLassociationLofLglycineLwithLriskLofLcardioametabolicLdiseasesbLNaturel
CommunicationsYL2019YLedYLedjd 17.4 38

95 MendelianLRandomizationLStudyLofLandLwardiovascularLxiseasebLNewlEnglandlJournalloflMedicineYL
2019YLgldYLedggaedhf 59.2 116

94 InterleukinajLReceptorLSignalingLandLubdominalLuorticLuneurysmL~rowthLRatesbLCirculationl
GenomiclandlPrecisionlMedicineYL2019YLefYLeddfheg 5.2 25

93 NewLgeneticLsignalsLforLlungLfunctionLhighlightLpathwaysLandLchronicLobstructiveLpulmonaryL
diseaseLassociationsLacrossLmultipleLancestriesbLNaturelGeneticsYL2019YLieYLhleahmg 36.3 156

92
LongeratermLefficiencyLandLsafetyLofLincreasingLtheLfrequencyLofLwholeLbloodLdonationL
TINTyRVuLUnLextensionLstudyLofLaLrandomisedLtrialLofLfdLkikLbloodLdonorsbLLancetlHaematology,theYL
2019YLjYLeiedaeifd

14.6 10

91 ProteinacodingLvariantsLimplicateLnovelLgenesLrelatedLtoLlipidLhomeostasisLcontributingLtoLbodyafatL
distributionbLNaturelGeneticsYL2019YLieYLhifahjm 36.3 44
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90 LipoproteinLsignaturesLofLcholesterylLesterLtransferLproteinLandL M~awouLreductaseLinhibitionbL
PLoSlBiologyYL2019YLekYLegdddikf 9.7 15

89 ~enomicLriskLscoreLoffersLpredictiveLperformanceLcomparableLtoLclinicalLriskLfactorsLforLischaemicL
strokebLNaturelCommunicationsYL2019YLedYLilem 17.4 54

88 yqualizationLofLfourLcardiovascularLriskLalgorithmsLafterLsystematicLrecalibrationnL
individualaparticipantLmetaaanalysisLofLljLprospectiveLstudiesbLEuropeanlHeartlJournalYL2019YLhdYLjfeajge9.5 52

87 xNuLSequenceLVariationLinLyncodingLtheLuctivinLReceptoraLikeLKinaseLkLInfluencesLvodyLzatL
xistributionLandLProtectsLugainstLTypeLfLxiabetesbLDiabetesYL2019YLjlYLffjafgh 0.9 12

86 wardiovascularLRiskLzactorsLussociatedLWithLVenousLThromboembolismbLJAMAlCardiologyYL2019YLhYLejgaekg16.2 102

85 unalysisLofLpredictedLlossaofafunctionLvariantsLinLUKLviobankLidentifiesLvariantsLprotectiveLforL
diseasebLNaturelCommunicationsYL2018YLmYLejeg 17.4 55

84 RefiningLtheLaccuracyLofLvalidatedLtargetLidentificationLthroughLcodingLvariantLfineamappingLinLtypeL
fLdiabetesbLNaturelGeneticsYL2018YLidYLiimaike 36.3 221

83 RiskLthresholdsLforLalcoholLconsumptionnLcombinedLanalysisLofLindividualaparticipantLdataLforL
immLmefLcurrentLdrinkersLinLlgLprospectiveLstudiesbLLancet,lTheYL2018YLgmeYLeiegaeifg 40 530

82 zormalisingLrecallLbyLgenotypeLasLanLefficientLapproachLtoLdetailedLphenotypingLandLcausalL
inferencebLNaturelCommunicationsYL2018YLmYLkee 17.4 35

81 vigLdataLfromLelectronicLhealthLrecordsLforLearlyLandLlateLtranslationalLcardiovascularLresearchnL
challengesLandLpotentialbLEuropeanlHeartlJournalYL2018YLgmYLehleaehmi 9.5 106

80 ~enomeawideLassociationLstudyLinLkmYgjjLyuropeanaancestryLindividualsLinformsLtheLgeneticL
architectureLofLfiahydroxyvitaminLxLlevelsbLNaturelCommunicationsYL2018YLmYLfjd 17.4 174

79 PhenotypicLwonsequencesLofLaL~eneticLPredispositionLtoLynhancedLNitricLOxideLSignalingbL
CirculationYL2018YLegkYLfffafgf 16.7 53

78 ~enomeawideLmappingLofLplasmaLproteinLQTLsLidentifiesLputativelyLcausalLgenesLandLpathwaysLforL
cardiovascularLdiseasebLNaturelCommunicationsYL2018YLmYLgfjl 17.4 111

77 ~enomicLatlasLofLtheLhumanLplasmaLproteomebLNatureYL2018YLiilYLkgakm 50.4 529

76 ussociationLofLLPuLVariantsLWithLRiskLofLworonaryLxiseaseLandLtheLImplicationsLforL
LipoproteinTaUaLoweringLTherapiesnLuLMendelianLRandomizationLunalysisbLJAMAlCardiologyYL2018YLgYLjemajfk16.2 235

75 MultiancestryLgenomeawideLassociationLstudyLofLifdYdddLsubjectsLidentifiesLgfLlociLassociatedLwithL
strokeLandLstrokeLsubtypesbLNaturelGeneticsYL2018YLidYLifhaigk 36.3 536

74 SeparateLandLcombinedLassociationsLofLobesityLandLmetabolicLhealthLwithLcoronaryLheartLdiseasenLaL
panayuropeanLcaseacohortLanalysisbLEuropeanlHeartlJournalYL2018YLgmYLgmkahdj 9.5 146

73 wohortawideLdeepLwholeLgenomeLsequencingLandLtheLallelicLarchitectureLofLcomplexLtraitsbLNaturel
CommunicationsYL2018YLmYLhjkh 17.4 19

(2018-2019)
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72 RiskLthresholdsLforLalcoholLconsumptionLaLuuthorsSLreplybLLancet,lTheYL2018YLgmfYLfejkafejl 40 2

71 MetabolomicLwonsequencesLofL~eneticLInhibitionLofLPwSKmLwomparedLWithLStatinLTreatmentbL
CirculationYL2018YLeglYLfhmmafief 16.7 36

70 ~enomicLRiskLPredictionLofLworonaryLurteryLxiseaseLinLhldYdddLudultsnLImplicationsLforLPrimaryL
PreventionbLJournalloflthelAmericanlCollegeloflCardiologyYL2018YLkfYLellgaelmg 15.1 285

69 ~eneticsLofLbloodLlipidsLamongL~gddYdddLmultiaethnicLparticipantsLofLtheLMillionLVeteranLProgrambL
NaturelGeneticsYL2018YLidYLeiehaeifg 36.3 260

68 ~eneticLanalysisLofLoverLeLmillionLpeopleLidentifiesLigiLnewLlociLassociatedLwithLbloodLpressureL
traitsbLNaturelGeneticsYL2018YLidYLehefaehfi 36.3 386

67 ulcoholLintakeLinLrelationLtoLnonafatalLandLfatalLcoronaryLheartLdiseaseLandLstrokenLyPIwawVxL
caseacohortLstudybLBMJ,lTheYL2018YLgjeYLkmgh 5.9 44

66 uutomatedLtypingLofLredLbloodLcellLandLplateletLantigensnLaLwholeagenomeLsequencingLstudybL
LancetlHaematology,theYL2018YLiYLefheaefie 14.6 35

65 LessonsLfromLtheLINTyRVuLLstudyLaLuuthorsSLreplybLLancet,lTheYL2018YLgmeYLfjdj 40

64 RareLandLlowafrequencyLcodingLvariantsLalterLhumanLadultLheightbLNatureYL2017YLihfYLeljaemd 50.4 412

63 ~eneticLinvalidationLofLLpaPLuLasLaLtherapeuticLtargetnLLargeascaleLstudyLofLfiveLfunctionalL
LpaPLualoweringLallelesbLEuropeanlJournalloflPreventivelCardiologyYL2017YLfhYLhmfaidh 3.9 16

62 ussociationLofLRareLandLwommonLVariationLinLtheLLipoproteinLLipaseL~eneLWithLworonaryLurteryL
xiseasebLJAMAl-lJournalloflthelAmericanlMedicallAssociationYL2017YLgekYLmgkamhj 27.4 109

61 SystematicLyvaluationLofLPleiotropyLIdentifiesLjLzurtherLLociLussociatedLWith´ woronaryL
urtery´ xiseasebLJournalloflthelAmericanlCollegeloflCardiologyYL2017YLjmYLlfgalgj 15.1 146

60 upolipoproteinTaULisoformLsizeYLlipoproteinTaULconcentrationYLandLcoronaryLarteryLdiseasenLaL
mendelianLrandomisationLanalysisbLLancetlDiabeteslandlEndocrinology,theYL2017YLiYLifhaigg 18.1 111

59  umanLknockoutsLandLphenotypicLanalysisLinLaLcohortLwithLaLhighLrateLofLconsanguinitybLNatureYL
2017YLihhYLfgiafgm 50.4 208

58 wommentaryLonLNuLmetaaanalysisLbutLnotLaLsystematicLreviewnLanLevaluationLofLtheL~lobalLvMIL
MortalityLwollaborationNbLJournalloflClinicallEpidemiologyYL2017YLllYLgdagf 5.7 3

57 vodyamassLindexLandLallacauseLmortalityLaLuuthorsSLreplybLLancet,lTheYL2017YLglmYLffliafflj 40 2

56 zifteenLnewLriskLlociLforLcoronaryLarteryLdiseaseLhighlightLarterialawallaspecificLmechanismsbLNaturel
GeneticsYL2017YLhmYLeeegaeeem 36.3 184

55 uN~PTLgLxeficiencyLandLProtectionLugainstLworonaryLurteryLxiseasebLJournalloflthelAmericanl
CollegeloflCardiologyYL2017YLjmYLfdihafdjg 15.1 226
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54 yxomeawideLassociationLstudyLofLplasmaLlipidsLinLrgddYdddLindividualsbLNaturelGeneticsYL2017YLhmYLekilaekjj36.3 310

53 IdentificationLofLnovelLriskLlociLforLrestlessLlegsLsyndromeLinLgenomeawideLassociationLstudiesLinL
individualsLofLyuropeanLancestrynLaLmetaaanalysisbLLancetlNeurology,lTheYL2017YLejYLlmlamdk 24.1 121

52 yfficiencyLandLsafetyLofLvaryingLtheLfrequencyLofLwholeLbloodLdonationLTINTyRVuLUnLaLrandomisedL
trialLofLhiLdddLdonorsbLLancet,lTheYL2017YLgmdYLfgjdafgke 40 140

51 ussociationLanalysesLbasedLonLfalseLdiscoveryLrateLimplicateLnewLlociLforLcoronaryLarteryLdiseasebL
NaturelGeneticsYL2017YLhmYLegliaegme 36.3 361

50 PlateletLfunctionLisLmodifiedLbyLcommonLsequenceLvariationLinLmegakaryocyteLsuperLenhancersbL
NaturelCommunicationsYL2017YLlYLejdil 17.4 30

49 NeutrophilamediatedLILajLreceptorLtransasignalingLandLtheLriskLofLchronicLobstructiveLpulmonaryL
diseaseLandLasthmabLHumanlMolecularlGeneticsYL2017YLfjYLeilhaeimj 5.6 24

48 SequenceLdataLandLassociationLstatisticsLfromLefYmhdLtypeLfLdiabetesLcasesLandLcontrolsbLScientificl
DataYL2017YLhYLekdekm 8.2 22

47 ussociationLofL~eneticLVariantsLRelatedLtoLwyTPLInhibitorsLandLStatinsLWithLLipoproteinLLevelsLandL
wardiovascularLRiskbLJAMAl-lJournalloflthelAmericanlMedicallAssociationYL2017YLgelYLmhkamij 27.4 169

46 IdentificationLofLnewLsusceptibilityLlociLforLtypeLfLdiabetesLandLsharedLetiologicalLpathwaysLwithL
coronaryLheartLdiseasebLNaturelGeneticsYL2017YLhmYLehidaehik 36.3 136

45 unalysisLofLproteinacodingLgeneticLvariationLinLjdYkdjLhumansbLNatureYL2016YLigjYLfliame 50.4 6940

44 TransaancestryLmetaaanalysesLidentifyLrareLandLcommonLvariantsLassociatedLwithLbloodLpressureL
andLhypertensionbLNaturelGeneticsYL2016YLhlYLeeieaeeje 36.3 181

43 TheLgeneticsLofLbloodLpressureLregulationLandLitsLtargetLorgansLfromLassociationLstudiesLinLghfYheiL
individualsbLNaturelGeneticsYL2016YLhlYLeekeaeelh 36.3 251

42 InterpretationLofLtheLevidenceLforLtheLefficacyLandLsafetyLofLstatinLtherapybLLancet,lTheYL2016YLgllYLfigfafije40 961

41 TheLullelicLLandscapeLofL umanLvloodLwellLTraitLVariationLandLLinksLtoLwommonLwomplexLxiseasebL
CellYL2016YLejkYLeheiaehfmbeem 56.2 637

40 uLgenomicLapproachLtoLtherapeuticLtargetLvalidationLidentifiesLaLglucosealoweringL~LPeRLvariantL
protectiveLforLcoronaryLheartLdiseasebLSciencelTranslationallMedicineYL2016YLlYLgherakj 17.5 77

39 RecruitmentLandLrepresentativenessLofLbloodLdonorsLinLtheLINTyRVuLLrandomisedLtrialLassessingL
varyingLinteradonationLintervalsbLTrialsYL2016YLekYLhil 2.8 14

38 PhenoScannernLaLdatabaseLofLhumanLgenotypeaphenotypeLassociationsbLBioinformaticsYL2016YLgfYLgfdkagfdm7.2 430

37 ~enomeaWideLussociationLunalysisLofLYoungaOnsetLStrokeLIdentifiesLaLLocusLonLwhromosomeL
edqfiLNearL uvPfbLStrokeYL2016YLhkYLgdkaej 6.7 39

(2016-2017)
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36 ~enomeawideLassociationLstudiesLinLtheLJapaneseLpopulationLidentifyLsevenLnovelLlociLforLtypeLfL
diabetesbLNaturelCommunicationsYL2016YLkYLedige 17.4 99

35 RareLvariantLinLscavengerLreceptorLvILraisesL xLLcholesterolLandLincreasesLriskLofLcoronaryLheartL
diseasebLScienceYL2016YLgieYLeejjake 33.3 325

34 wausalLussessmentLofLSerumLUrateLLevelsLinLwardiometabolicLxiseasesLThroughLaLMendelianL
RandomizationLStudybLJournalloflthelAmericanlCollegeloflCardiologyYL2016YLjkYLhdkahej 15.1 101

33 ussociationLofLMultipleLviomarkersLofLIronLMetabolismLandLTypeLfLxiabetesnLTheLyPIwaInteructL
StudybLDiabeteslCareYL2016YLgmYLikfale 14.6 48

32 ValidationLofLselfaadministeredLnasalLswabsLandLpostageLforLtheLisolationLofLStaphylococcusLaureusbL
JournalloflMedicallMicrobiologyYL2016YLjiYLehghaehgk 3.2 2

31 TheLgeneticLarchitectureLofLtypeLfLdiabetesbLNatureYL2016YLigjYLheahk 50.4 704

30 ParityYLbreastfeedingLandLriskLofLcoronaryLheartLdiseasenLuLpanayuropeanLcaseacohortLstudybL
EuropeanlJournalloflPreventivelCardiologyYL2016YLfgYLekiiaekji 3.9 39

29 PhenotypicLwharacterizationLofL~enetically´ LoweredL umanLLipoproteinTaULLevelsbLJournalloflthel
AmericanlCollegeloflCardiologyYL2016YLjlYLfkjeafkkf 15.1 127

28 xiagnosticLYieldLandLwlinicalLUtilityLofLSequencingLzamilialL ypercholesterolemiaL~enesLinLPatientsL
WithLSevereL ypercholesterolemiabLJournalloflthelAmericanlCollegeloflCardiologyYL2016YLjkYLfiklalm 15.1 458

27 TheLvangladeshLRiskLofLucuteLVascularLyventsLTvRuVyULStudynLobjectivesLandLdesignbLEuropeanl
JournalloflEpidemiologyYL2015YLgdYLikkalk 12.1 16

26 TransaancestryLgenomeawideLassociationLstudyLidentifiesLefLgeneticLlociLinfluencingLbloodLpressureL
andLimplicatesLaLroleLforLxNuLmethylationbLNaturelGeneticsYL2015YLhkYLeflfaefmg 36.3 223

25 uLcomprehensiveLeYdddL~enomesabasedLgenomeawideLassociationLmetaaanalysisLofLcoronaryLarteryL
diseasebLNaturelGeneticsYL2015YLhkYLeefeaeegd 36.3 1290

24 yxomeLsequencingLidentifiesLrareLLxLRLandLuPOuiLallelesLconferringLriskLforLmyocardialLinfarctionbL
NatureYL2015YLielYLedfaj 50.4 463

23 ~enomeawideLmetaaanalysisLidentifiesLsixLnovelLlociLassociatedLwithLhabitualLcoffeeLconsumptionbL
MolecularlPsychiatryYL2015YLfdYLjhkajij 15.1 167

22
InformationLandLRiskLModificationLTrialLTINzORMUnLdesignLofLaLrandomisedLcontrolledLtrialLofL
communicatingLdifferentLtypesLofLinformationLaboutLcoronaryLheartLdiseaseLriskYLalongsideLlifestyleL
adviceYLtoLachieveLchangeLinLhealtharelatedLbehaviourbLBMClPubliclHealthYL2015YLeiYLljl

4.1 9

21 NewLgeneticLlociLlinkLadiposeLandLinsulinLbiologyLtoLbodyLfatLdistributionbLNatureYL2015YLielYLelkaemj 50.4 920

20 ~eneticLstudiesLofLbodyLmassLindexLyieldLnewLinsightsLforLobesityLbiologybLNatureYL2015YLielYLemkafdj 50.4 2687

19 InactivatingLmutationsLinLNPweLeLandLprotectionLfromLcoronaryLheartLdiseasebLNewlEnglandlJournall
oflMedicineYL2014YLgkeYLfdkfalf 59.2 307
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18 xefiningLtheLroleLofLcommonLvariationLinLtheLgenomicLandLbiologicalLarchitectureLofLadultLhumanL
heightbLNaturelGeneticsYL2014YLhjYLeekgalj 36.3 1339

17 MetabolicLmediatorsLofLbodyamassLindexLandLcardiovascularLriskbLLancet,lTheYL2014YLglgYLfdhfafdhg 40 2

16
TheLINTyRVuLLtrialLtoLdetermineLwhetherLintervalsLbetweenLbloodLdonationsLcanLbeLsafelyLandL
acceptablyLdecreasedLtoLoptimiseLbloodLsupplynLstudyLprotocolLforLaLrandomisedLcontrolledLtrialbL
TrialsYL2014YLeiYLgjg

2.8 75

15 xiscoveryLandLrefinementLofLlociLassociatedLwithLlipidLlevelsbLNaturelGeneticsYL2013YLhiYLefkhaeflg 36.3 1904

14 wommonLvariantsLassociatedLwithLplasmaLtriglyceridesLandLriskLforLcoronaryLarteryLdiseasebLNaturel
GeneticsYL2013YLhiYLeghiaif 36.3 597

13 ~enomeawideLassociationLstudyLforLcirculatingLlevelsLofLPuIaeLprovidesLnovelLinsightsLintoLitsL
regulationbLBloodYL2012YLefdYLhlkgale 2.2 65

12 LargeascaleLassociationLanalysisLprovidesLinsightsLintoLtheLgeneticLarchitectureLandLpathophysiologyL
ofLtypeLfLdiabetesbLNaturelGeneticsYL2012YLhhYLmleamd 36.3 1482

11
TheLPakistanLRiskLofLMyocardialLInfarctionLStudynLaLresourceLforLtheLstudyLofLgeneticYLlifestyleLandL
otherLdeterminantsLofLmyocardialLinfarctionLinLSouthLusiabLEuropeanlJournalloflEpidemiologyYL2009YL
fhYLgfmagl

12.1 67

10 ussociationLofLcholesterylLesterLtransferLproteinLgenotypesLwithLwyTPLmassLandLactivityYLlipidL
levelsYLandLcoronaryLriskbLJAMAl-lJournalloflthelAmericanlMedicallAssociationYL2008YLfmmYLfkkkall 27.4 385

9 LongatermLinterleukinajLlevelsLandLsubsequentLriskLofLcoronaryLheartLdiseasenLtwoLnewLprospectiveL
studiesLandLaLsystematicLreviewbLPLoSlMedicineYL2008YLiYLekl 11.6 480

8
yPIwa eartnLtheLcardiovascularLcomponentLofLaLprospectiveLstudyLofLnutritionalYLlifestyleLandL
biologicalLfactorsLinLifdYdddLmiddleaagedLparticipantsLfromLedLyuropeanLcountriesbLEuropeanl
JournalloflEpidemiologyYL2007YLffYLefmahe

12.1 69

7 untibioticsLinLtheLpreventionLofLheartLattacksbLLancet,lTheYL2005YLgjiYLgjiak 40 20

6 wareactiveLproteinLandLotherLcirculatingLmarkersLofLinflammationLinLtheLpredictionLofLcoronaryL
heartLdiseasebLNewlEnglandlJournalloflMedicineYL2004YLgidYLeglkamk 59.2 2317

5 wohortawideLdeepLwholeLgenomeLsequencingLandLtheLallelicLarchitectureLofLcomplexLtraits 1

4 TheLPolygenicLandLMonogenicLvasisLofLvloodLTraitsLandLxiseases 3

3 ylucidatingLmechanismsLofLgeneticLcrossadiseaseLassociationsnLanLintegrativeLapproachLimplicatesL
proteinLwLasLaLcausalLpathwayLinLarterialLandLvenousLdiseases 2

2 ~enomeawideLanalysisLofLbloodLlipidLmetabolitesLinLoverLiYdddLSouthLusiansLrevealsLbiologicalL
insightsLatLcardiometabolicLdiseaseLloci 1

1 LipoproteinLSignaturesLofLwholesterylLysterLTransferLProteinLandL M~awouLReductaseLInhibition 1
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