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Analysis of HPV-Positive and HPV-Negative Head and Neck Squamous Cell Carcinomas and Paired
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Therapy. Cancers, 2019, 11, 440.
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Diversity of root-associated microbial populations of Tamarix parviflora cultivated under various
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Detection of Distinct Changes in Gene-expression Profiles in Specimens of Tumors and Transition
Zones of Tenascinpositive/- negative Head and Neck Squamous Cell Carcinoma. Anticancer Research, 11 8
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