
Gail Davies

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/7717401/publications.pdf

Version: 2024-02-01

76

papers

15,506

citations

44

h-index

57758

81

g-index

60623

86

all docs

86

docs citations

86

times ranked

21647

citing authors



Gail Davies

2

# Article IF Citations

1 Genome-wide association analyses identify 44 risk variants and refine the genetic architecture of
major depression. Nature Genetics, 2018, 50, 668-681. 21.4 2,224
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533, 539-542. 27.8 1,204
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links to intelligence. Nature Genetics, 2018, 50, 912-919. 21.4 893

6 Genetic variants associated with subjective well-being, depressive symptoms, and neuroticism
identified through genome-wide analyses. Nature Genetics, 2016, 48, 624-633. 21.4 870
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function. Nature Communications, 2018, 9, 2098. 12.8 484
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1758-1766. 21.4 470

10 Genome-wide association study of depression phenotypes in UK Biobank identifies variants in
excitatory synaptic pathways. Nature Communications, 2018, 9, 1470. 12.8 415
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14 Genome-Wide Association Study Meta-Analysis of the Alcohol Use Disorders Identification Test
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and implicates a role for DNA methylation. Nature Genetics, 2015, 47, 1282-1293. 21.4 294

16 Meta-analysis of Genome-wide Association Studies for Neuroticism, and the Polygenic Association
With Major Depressive Disorder. JAMA Psychiatry, 2015, 72, 642. 11.0 289

17 Association of Low-Frequency and Rare Coding-Sequence Variants with Blood Lipids and Coronary
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2016, 48, 1462-1472. 21.4 284



3

Gail Davies

# Article IF Citations

19
Common genetic variants associated with cognitive performance identified using the proxy-phenotype
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26 Genetic variants linked to education predict longevity. Proceedings of the National Academy of
Sciences of the United States of America, 2016, 113, 13366-13371. 7.1 110

27 Genome-wide analysis identifies molecular systems and 149 genetic loci associated with income.
Nature Communications, 2019, 10, 5741. 12.8 110

28 Associations of Mitochondrial and Nuclear Mitochondrial Variants and Genes with Seven Metabolic
Traits. American Journal of Human Genetics, 2019, 104, 112-138. 6.2 106

29 Large-Scale Cognitive GWAS Meta-Analysis Reveals Tissue-Specific Neural Expression and Potential
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30 Genome-wide association studies identify 137 genetic loci for DNA methylation biomarkers of aging.
Genome Biology, 2021, 22, 194. 8.8 90
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Pleiotropic Meta-Analysis of Cognition, Education, and Schizophrenia Differentiates Roles of Early
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33 Genome-wide association study identifies 48 common genetic variants associated with handedness.
Nature Human Behaviour, 2021, 5, 59-70. 12.0 79

34 Genetic variants associated with longitudinal changes in brain structure across the lifespan. Nature
Neuroscience, 2022, 25, 421-432. 14.8 75

35 Age-Dependent Pleiotropy Between General Cognitive Function and Major Psychiatric Disorders.
Biological Psychiatry, 2016, 80, 266-273. 1.3 71

36 Whole genome association scan for genetic polymorphisms influencing information processing speed.
Biological Psychology, 2011, 86, 193-202. 2.2 70
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43 Genetic and Environmental Risk for Chronic Pain and the Contribution of Risk Variants for Major
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International Journal of Epidemiology, 2016, 45, 433-440. 1.9 16
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67 Genetic and shared couple environmental contributions to smoking and alcohol use in the UK
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Scientific Reports, 2018, 8, 12585. 3.3 9

69 No Evidence for Genome-Wide Interactions on Plasma Fibrinogen by Smoking, Alcohol Consumption
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72 Sex-specific moderation by lifestyle and psychosocial factors on the genetic contributions to
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73 Functional Gene Group Analysis Indicates No Role for Heterotrimeric G Proteins in Cognitive Ability.
PLoS ONE, 2014, 9, e91690. 2.5 3

74 Association of low-frequency and rare coding variants with information processing speed.
Translational Psychiatry, 2021, 11, 613. 4.8 2
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