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j Paper IF Citations

87 xenchmarkingOclusteringOalgorithmsOonOestimatingOtheOnumberOofOcellOtypesOfromOsingleccellO
RNwcsequencingOdataddOGenomemBiologybO2022bOhibOjo 18.3 3

86 FunctionalOanalysisOofOtheOstableOphosphoproteomeOrevealsOcancerOvulnerabilitiesddOBioinformaticsbO
2022bO 7.2 1

85 scRγMOTγpOUsingOmultimodalOsingleOcellOdataOtoOpredictOregulatoryOgeneOrelationshipsOandOtoObuildO
aOcomputationalOcellOreprogrammingOmodelddONARmGenomicsmandmBioinformaticsbO2022bOjbOlqacfhi 3.7 0

84 MouseOorganogenesisOatlasOatOsingleccellOresolutionddOCellbO2022bOgnkbOglhkcglhm 56.2

83 yomputationalOsystemsOapproachOtowardsOphosphoproteomicsOandOtheirOdownstreamOregulationddO
ProteomicsbO2022bOehhfffln 4.8 1

82 wObenchmarkOstudyOofOsimulationOmethodsOforOsingleccellORNwOsequencingOdatadONaturem
CommunicationsbO2021bOghbOlogg 17.4 3

81 FeatureOselectionOrevisitedOinOtheOsingleccellOeradOGenomemBiologybO2021bOhhbOihg 18.3 4

80 zecodingOtheOfunctionOofObivalentOchromatinOinOdevelopmentOandOcancerdOGenomemResearchbO2021bO 9.7 3

79 GlobalOphosphoproteomicsOrevealsOzYRKgwOregulatesOyzKgOactivityOinOglioblastomaOcellsdOCellm
DeathmDiscoverybO2021bOmbOng 6.9 8

78 zefiningOcellOidentityObeyondOtheOpremiseOofOdifferentialOgeneOexpressiondOCellmRegenerationbO2021bO
gfbOhf 2.5 0

77 ProtocolOforOtheOprocessingOandOdownstreamOanalysisOofOphosphoproteomicOdataOwithOPhosRdOSTARm
ProtocolsbO2021bOhbOgffknk 1.4 1

76 wktOphosphorylatesOinsulinOreceptorOsubstrateOtoOlimitOPIiKcmediatedOPIPiOsynthesisdOELifebO2021bO
gfbO 8.9 2

75 γnhancedOstructureOandOfunctionOofOhumanOpluripotentOstemOcellcderivedObetaccellsOculturedOonO
extracellularOmatrixdOStemmCellsmTranslationalmMedicinebO2021bOgfbOjohckfk 6.9 4

74 PhosROenablesOprocessingOandOfunctionalOanalysisOofOphosphoproteomicOdatadOCellmReportsbO2021bOijbOgfnmmg10.6 7

73 ylonalOevolutionOinOliverOcancerOatOsingleccellOandOsinglecvariantOresolutiondOJournalmofmHematologym
andmOncologybO2021bOgjbOhh 22.4 8

72 SignalingOHeterogeneityOisOzefinedObyOPathwayOwrchitectureOandOIntercellularOVariabilityOinOProteinO
γxpressiondOISciencebO2021bOhjbOgfhggn 6.1 8

71 wOhierarchicalOapproachOtoOremovalOofOunwantedOvariationOforOlargecscaleOmetabolomicsOdatadO
NaturemCommunicationsbO2021bOghbOjooh 17.4 2
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70 UncoveringOcellOidentityOthroughOdifferentialOstabilityOwithOyepodONaturemComputationalmSciencebO
2021bOgbOmnjcmof 0

69 yiteFuseOenablesOmulticmodalOanalysisOofOyITγcseqOdatadOBioinformaticsbO2020bOilbOjgimcjgji 7.2 19

68 scylassifypOsampleOsizeOestimationOandOmultiscaleOclassificationOofOcellsOusingOsingleOandOmultipleO
referencedOMolecularmSystemsmBiologybO2020bOglbOeoino 12.2 22

67 TranscriptionalOnetworkOdynamicsOduringOtheOprogressionOofOpluripotencyOrevealedObyOintegrativeO
statisticalOlearningdONucleicmAcidsmResearchbO2020bOjnbOgnhncgnjh 20.1 6

66 TemporalOorderingOofOomicsOandOmultiomicOeventsOinferredOfromOtimecseriesOdatadONpjmSystemsm
BiologymandmApplicationsbO2020bOlbOhh 5 5

65 γnsembleOdeepOlearningOinObioinformaticsdONaturemMachinemIntelligencebO2020bOhbOkffckfn 22.5 32

64
zataOIndependentOwcquisitionOProteomicOwnalysisOyanOziscriminateObetweenOwctinicOKeratosisbO
xowenVsOziseasebOandOyutaneousOSquamousOyellOyarcinomadOJournalmofmInvestigativemDermatologybO
2020bOgjfbOhghchhhdegg

4.3 13

63 IntegratedOGlycoproteomicsOIdentifiesOaORoleOofONcGlycosylationOandOGalectincgOonOMyogenesisOandO
MuscleOzevelopmentdOMolecularmandmCellularmProteomicsbO2020bOhfbOgfffif 7.6 13

62 γvaluatingOstablyOexpressedOgenesOinOsingleOcellsdOGigaSciencebO2019bOnbO 7.6 23

61 MulticomicOProfilingORevealsOzynamicsOofOtheOPhasedOProgressionOofOPluripotencydOCellmSystemsbO
2019bOnbOjhmcjjkdegf 10.6 50

60 QyMwPpOwnOInteractiveOWebcToolOforOPerformanceOziagnosisOandOPredictionOofOLycMSOSystemsdO
ProteomicsbO2019bOgobOegofffln 4.8 3

59
scMergeOleveragesOfactorOanalysisbOstableOexpressionbOandOpseudoreplicationOtoOmergeOmultipleO
singleccellORNwcseqOdatasetsdOProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofm
AmericabO2019bOgglbOommkcomnj

11.5 67

58 MiRcoickpOisOaOnovelOpredictorOofOcoronaryOincstentOrestenosisdOHeartmAsiabO2019bOggbOefgggij 1.9 12

57 ImpactOofOsimilarityOmetricsOonOsingleccellORNwcseqOdataOclusteringdOBriefingsminmBioinformaticsbO2019bO
hfbOhiglchihl 13.4 47

56 wnOUncertaintyOVisualOwnalyticsOFrameworkOforOfMRIOFunctionalOyonnectivitydONeuroinformaticsbO
2019bOgmbOhggchhi 3.2 2

55 wdaSamplingOforOPositivecUnlabeledOandOLabelONoiseOLearningOWithOxioinformaticsOwpplicationsdO
IEEEmTransactionsmonmCyberneticsbO2019bOjobOgoihcgoji 10.2 20

54 NFcYOcontrolsOfidelityOofOtranscriptionOinitiationOatOgeneOpromotersOthroughOmaintenanceOofOtheO
nucleosomecdepletedOregiondONaturemCommunicationsbO2019bOgfbOifmh 17.4 25

53 wnOintegrativeOsystemsOgeneticOanalysisOofOmammalianOlipidOmetabolismdONaturebO2019bOklmbOgnmcgoi 50.4 63

(2019-2021)
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52 GlobalOredoxOproteomeOandOphosphoproteomeOanalysisOrevealsOredoxOswitchOinOwktdONaturem
CommunicationsbO2019bOgfbOkjnl 17.4 36

51 wutoencodercbasedOclusterOensemblesOforOsingleccellORNwcseqOdataOanalysisdOBMCmBioinformaticsbO
2019bOhfbOllf 3.6 18

50 sczypOsingleOcellOdifferentialOcompositionOanalysisdOBMCmBioinformaticsbO2019bOhfbOmhg 3.6 12

49 scReylassifypOpostOhocOcellOtypeOclassificationOofOsingleccellOrNwcseqOdatadOBMCmGenomicsbO2019bOhfbOogi 4.5 9

48 MitochondrialOyoQOdeficiencyOisOaOcommonOdriverOofOmitochondrialOoxidantsOandOinsulinOresistancedO
ELifebO2018bOmbO 8.9 61

47 IntragenicOγnhancersOwttenuateOHostOGeneOγxpressiondOMolecularmCellbO2017bOlnbOgfjcggmdel 17.6 54

46 IntegrativeOanalysisOidentifiesOcocdependentOgeneOexpressionOregulationOofOxRGgOandOyHzmOatO
distalOregulatoryOsitesOinOembryonicOstemOcellsdOBioinformaticsbO2017bOiibOgoglcgohf 7.2 9

45 wnOimprovedOwktOreporterOrevealsOintracOandOinterccellularOheterogeneityOandOoscillationsOinOsignalO
transductiondOJournalmofmCellmSciencebO2017bOgifbOhmkmchmll 5.3 12

44 PositiveOunlabeledOlearningOviaOwrappercbasedOadaptiveOsamplingO2017bO 10

43 PositivecunlabeledOensembleOlearningOforOkinaseOsubstrateOpredictionOfromOdynamicO
phosphoproteomicsOdatadOBioinformaticsbO2016bOihbOhkhco 7.2 17

42 yNOTiczependentOmRNwOzeadenylationOSafeguardsOtheOPluripotentOStatedOStemmCellmReportsbO2016
bOmbOnomcogf 8 18

41 UnravelingOKinaseOwctivationOzynamicsOUsingOKinasecSubstrateORelationshipsOfromOTemporalO
LargecScaleOPhosphoproteomicsOStudiesdOPLoSmONEbO2016bOggbOefgkmmli 3.7 9

40 KinasePwpOPhosphoproteomicsOdataOannotationOusingOhypothesisOdrivenOkinaseOperturbationO
analysisdOProteomicsbO2016bOglbOgnlncmg 4.8 14

39 NoisyGOwpONoisyOGOOannotationsOpredictionOusingOtaxonomicOandOsemanticOsimilaritydO
ComputationalmBiologymandmChemistrybO2016bOlkbOhfichgg 3.6 4

38 mTORygOIsOaOMajorORegulatoryONodeOinOtheOFGFhgOSignalingONetworkOinOwdipocytesdOCellmReportsbO
2016bOgmbOhocil 10.6 59

37 zNMTgOisOessentialOforOmammaryOandOcancerOstemOcellOmaintenanceOandOtumorigenesisdONaturem
CommunicationsbO2015bOlbOlogf 17.4 148

36 GlobalOPhosphoproteomicOwnalysisOofOHumanOSkeletalOMuscleORevealsOaONetworkOofO
γxercisecRegulatedOKinasesOandOwMPKOSubstratesdOCellmMetabolismbO2015bOhhbOohhcik 24.6 233

35 KnowledgecxasedOwnalysisOforOzetectingOKeyOSignalingOγventsOfromOTimecSeriesO
PhosphoproteomicsOzatadOPLoSmComputationalmBiologybO2015bOggbOegffjjfi 5 20
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34 zirectionOpathwayOanalysisOofOlargecscaleOproteomicsOdataOrevealsOnovelOfeaturesOofOtheOinsulinO
actionOpathwaydOBioinformaticsbO2014bOifbOnfncgj 7.2 20

33 FipgOregulatesOmRNwOalternativeOpolyadenylationOtoOpromoteOstemOcellOselfcrenewaldOEMBOmJournalbO
2014bOiibOnmncno 13 109

32 SelectiveOphotodegradationOofOgcmethylimidazolechcthiolObyOtheOmagneticOandOdualOconductiveO
imprintedOphotocatalystsObasedOonOTiOheFeiOjeMWyNTsdOChemicalmEngineeringmJournalbO2014bOhjfbOhjjchkh14.7 52

31
ISLgOregulatesOperoxisomeOproliferatorcactivatedOreceptorO˛‡OactivationOandOearlyOadipogenesisOviaO
boneOmorphogeneticOproteinOjcdependentOandOcindependentOmechanismsdOMolecularmandmCellularm
BiologybO2014bOijbOilfmcgm

4.8 8

30 HistonecfoldOdomainOproteinONFcYOpromotesOchromatinOaccessibilityOforOcellOtypecspecificOmasterO
transcriptionOfactorsdOMolecularmCellbO2014bOkkbOmfnchh 17.6 108

29 SampleOSubsetOOptimizationOTechniquesOforOImbalancedOandOγnsembleOLearningOProblemsOinO
xioinformaticsOwpplicationsdOIEEEmTransactionsmonmCyberneticsbO2014bOjjbOjjkckk 10.2 51

28 γnsemblecxasedOWrapperOMethodsOforOFeatureOSelectionOandOylassOImbalanceOLearningdOLecturem
NotesminmComputermSciencebO2013bOkjjckkk 0.9 32

27 zynamicOadipocyteOphosphoproteomeOrevealsOthatOwktOdirectlyOregulatesOmTORyhdOCellmMetabolismbO
2013bOgmbOgffocgfhf 24.6 269

26 StabilityOofOFeatureOSelectionOwlgorithmsOandOγnsembleOFeatureOSelectionOMethodsOinO
xioinformaticsO2013bOiiicikh 15

25 ImprovingOXPTandemOonOpeptideOidentificationOfromOmassOspectrometryObyOselfcboostedOPercolatordO
IEEE/ACMmTransactionsmonmComputationalmBiologymandmBioinformaticsbO2012bOobOghmicnf 3 14

24 RecfractionpOaOmachineOlearningOapproachOforOdeterministicOidentificationOofOproteinOhomologuesO
andOspliceOvariantsOinOlargecscaleOMScbasedOproteomicsdOJournalmofmProteomemResearchbO2012bOggbOifikcjk5.6 6

23 OywPpOanOopenOcomprehensiveOanalysisOpipelineOforOiTRwQdOBioinformaticsbO2012bOhnbOgjfjck 7.2 8

22 GenecgeneOinteractionOfilteringOwithOensembleOofOfiltersdOBMCmBioinformaticsbO2011bOghOSupplOgbOSgf 3.6 32

21 SampleOSubsetOOptimizationOforOylassifyingOImbalancedOxiologicalOzatadOLecturemNotesminmComputerm
SciencebO2011bOiiicijj 0.9 10

20 GeneticOwlgorithmcxasedOMulticobjectiveOOptimisationOforOQoScwwareOWebOServicesOyompositiondO
LecturemNotesminmComputermSciencebO2010bOkjockkj 0.9 2

19 wOdynamicOwaveletcbasedOalgorithmOforOprecprocessingOtandemOmassOspectrometryOdatadO
BioinformaticsbO2010bOhlbOhhjhco 7.2 11

18 wOclusteringObasedOhybridOsystemOforObiomarkerOselectionOandOsampleOclassificationOofOmassO
spectrometryOdatadONeurocomputingbO2010bOmibOhigmchiig 5.4 10

17 wOgeneticOensembleOapproachOforOgenecgeneOinteractionOidentificationdOBMCmBioinformaticsbO2010bO
ggbOkhj 3.6 17

(2010-2014)
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16 wOmulticfilterOenhancedOgeneticOensembleOsystemOforOgeneOselectionOandOsampleOclassificationOofO
microarrayOdatadOBMCmBioinformaticsbO2010bOggOSupplOgbOSk 3.6 33

15 HierarchicalOkernelOmixtureOmodelsOforOtheOpredictionOofOwIzSOdiseaseOprogressionOusingOHIVO
structuralOgpghfOprofilesdOBMCmGenomicsbO2010bOggOSupplOjbOShh 4.5 5

14 wOReviewOofOγnsembleOMethodsOinOxioinformaticsdOCurrentmBioinformaticsbO2010bOkbOholcifn 4.7 284

13 wnOwgentcxasedOHybridOSystemOforOMicroarrayOzataOwnalysisdOIEEEmIntelligentmSystemsbO2009bOhjbOkicli 4.2 6

12 wOparticleOswarmObasedOhybridOsystemOforOimbalancedOmedicalOdataOsamplingdOBMCmGenomicsbO2009bO
gfOSupplOibOSij 4.5 33

11 MultiagentOFrameworkOforOxiocdataOMiningdOLecturemNotesminmComputermSciencebO2009bOhffchfm 0.9 2

10 ModelingOandOsimulationOofOParallelOyurrentOModeOcontrolledOboostOconverterO2008bO 1

9 wOylusteringOxasedOHybridOSystemOforOMassOSpectrometryOzataOwnalysisdOLecturemNotesminmComputerm
SciencebO2008bOoncgfo 0.9 3

8 HybridOMethodsOtoOSelectOInformativeOGeneOSetsOinOMicroarrayOzataOylassificationO2007bOngfcngj 4

7 hRUVpOHierarchicalOapproachOtoOremovalOofOunwantedOvariationOforOlargecscaleOmetabolomicsOdata 3

6 γvaluatingOstablyOexpressedOgenesOinOsingleOcells 8

5 scMergepOIntegrationOofOmultipleOsingleccellOtranscriptomicsOdatasetsOleveragingOstableOexpressionO
andOpseudocreplication 8

4 scylassifypOhierarchicalOclassificationOofOcells 8

3 wObenchmarkOstudyOofOsimulationOmethodsOforOsingleccellORNwOsequencingOdata 1

2 SpatialOanalysisOforOhighlyOmultiplexedOimagingOdataOtoOidentifyOtissueOmicroenvironments 2

1 yepoOuncoversOcellOidentityOthroughOdifferentialOstability 1
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