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90 tRNtLmodificationLdynamicsLfromLindividualLorganismsLtoLmetaepitranscriptomicsLofLmicrobiomesaaL
MolecularnCellYL2022YL 17.6 2

89 ProfilingLSelectiveLPackagingLofL–ostLRNtLandLViralLRNtLModificationLinLStRSZvoVZeLViralL
PreparationsaaLFrontiersninnCellnandnDevelopmentalnBiologyYL2022YLdcYLjikfhi 5.7 0

88 tLmultiplexLplatformLforLsmallLRNtLsequencingLelucidatesLmultifacetedLtRNtLstressLresponseLandL
translationalLregulationaaLNaturenCommunicationsYL2022YLdfYLegld 17.4 1

87 tLhighZthroughputLscreeningLmethodLforLevolvingLaLdemethylaseLenzymeLwithLimprovedLandLnewL
functionalitiesaLNucleicnAcidsnResearchYL2021YLglYLefc 20.1 6

86 vMTeNZcausingLaminoacylationLdomainLmutantsLenableLNrpdLinteractionLwithLtlaRSaLProceedingsnofn
thenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYL2021YLddkYL 11.5 2

85 TissueZspecificLreprogrammingLofLhostLtRNtLtranscriptomeLbyLtheLmicrobiomeaLGenomenResearchYL
2021YLfdYLlgjZlhj 9.7 2

84 PseudouridineLRNtLmodificationLdetectionLandLquantificationLbyLRTZPvRaLMethodsYL2021YL 4.6 2

83 tLKu–jZmediatedLdemethylationLregulatesLmitochondrialLpolycistronicLRNtLprocessingaLNaturen
CellnBiologyYL2021YLefYLikgZild 23.4 10

82 QuantitativeLprobingLofLglycosylatedLqueuosineLmodificationsLinLtRNtaLMethodsninnEnzymologyYL
2021YLihkYLjfZke 1.7 2

81 ⁶nterferonLinducibleLpseudouridineLmodificationLinLhumanLmRNtLbyLquantitativeLnanoporeL
profilingaLGenomenBiologyYL2021YLeeYLffc 18.3 6

80 vrossZeditingLbyLaLtRNtLsynthetaseLallowsLvertebratesLtoLabundantlyLexpressLmischargeableLtRNtL
withoutLcausingLmistranslationaLNucleicnAcidsnResearchYL2020YLgkYLigghZighj 20.1 7

79 tRNtLQueuosineLModificationLxnzymeLModulatesLtheLzrowthLandLMicrobiomeLRecruitmentLtoL
ureastLTumorsaLCancersYL2020YLdeYL 6.6 10

78 –⁶VLproteaseLcleavesLtheLantiviralLmitLreaderLproteinLYT–wyfLinLtheLviralLparticleaLPLoSnPathogensYL
2020YLdiYLedcckfch 7.6 25

77 tLdualLfunctionLPUSLenzymeaLNaturenChemicalnBiologyYL2020YLdiYLdcjZdck 11.7 1

76 hZMethylcytosineLRNtLModificationsLPromoteLRetrovirusLReplicationLinLanLtLYRxyLReaderL
ProteinZwependentLManneraLJournalnofnVirologyYL2020YLlgYL 6.6 13

75 wetectionLandLquantificationLofLglycosylatedLqueuosineLmodifiedLtRNtsLbyLacidLdenaturingLandL
tPuLgelsaLRnaYL2020YLeiYLdeldZdelk 5.8 6

74 RegulationLofLvoZtranscriptionalLPreZmRNtLSplicingLbyLmtLthroughLtheLLowZvomplexityLProteinL
hnRNPzaLMolecularnCellYL2019YLjiYLjcZkdael 17.6 124
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73
vMTLdiseaseLseverityLcorrelatesLwithLmutationZinducedLopenLconformationLofLhistidylZtRNtL
synthetaseYLnotLaminoacylationLlossYLinLpatientLcellsaLProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericaYL2019YLddiYLdlggcZdlggk

11.5 16

72 SensitiveLandLquantitativeLprobingLofLpseudouridineLmodificationLinLmRNtLandLlongLnoncodingL
RNtaLRnaYL2019YLehYLdedkZdeeh 5.8 21

71 QuantificationLofLQueuosineLModificationLLevelsLinLtRNtLfromL–umanLvellsLUsingLtPuLzelLandL
NorthernLulotaLBio-protocolYL2019YLlYLefdld 0.9 1

70 TranscriptomeZwideLreprogrammingLofLNZmethyladenosineLmodificationLbyLtheLmouseLmicrobiomeaL
CellnResearchYL2019YLelYLdijZdjc 24.7 19

69 NMethyladenosineLmethyltransferaseLZvv–vgLmediatesLribosomalLRNtLmethylationaLNaturen
ChemicalnBiologyYL2019YLdhYLkkZlg 11.7 149

68 ModificationsLandLfunctionalLgenomicsLofLhumanLtransferLRNtaLCellnResearchYL2018YLekYLflhZgcg 24.7 155

67 tnLadditionalLclassLofLmtLreadersaLNaturenCellnBiologyYL2018YLecYLefcZefe 23.4 22

66 PseudouridinesLhaveLcontextZdependentLmutationLandLstopLratesLinLhighZthroughputLsequencingaL
RNAnBiologyYL2018YLdhYLkleZlcc 4.8 18

65 MicrobiomeLcharacterizationLbyLhighZthroughputLtransferLRNtLsequencingLandLmodificationL
analysisaLNaturenCommunicationsYL2018YLlYLhfhf 17.4 31

64 RNtLmodificationLlandscapeLofLtheLhumanLmitochondrialLtRNtLregulatesLproteinLsynthesisaLNaturen
CommunicationsYL2018YLlYLflii 17.4 36

63 QueuosineLmodificationLprotectsLcognateLtRNtsLagainstLribonucleaseLcleavageaLRnaYL2018YLegYLdfchZdfdf5.8 56

62 RNtLmodificationsLandLstructuresLcooperateLtoLguideLRNtZproteinLinteractionsaLNaturenReviewsn
MolecularnCellnBiologyYL2017YLdkYLeceZedc 48.7 153

61 yunctionLandLoriginLofLmistranslationLinLdistinctLcellularLcontextsaLCriticalnReviewsninnBiochemistryn
andnMolecularnBiologyYL2017YLheYLechZedl 8.7 25

60 tRNtLMisacylationLwithLMethionineLinLtheLMouseLzutLMicrobiomeLinLSituaLMicrobialnEcologyYL2017YL
jgYLdcZdg 4.4 4

59 NiZmethyladenosineLaltersLRNtLstructureLtoLregulateLbindingLofLaLlowZcomplexityLproteinaLNucleicn
AcidsnResearchYL2017YLghYLichdZicif 20.1 339

58 ⁶dentificationLofLNZmethyladenosineLreaderLproteinsaLMethodsYL2017YLdeiYLdchZddd 4.6 4

57 wynamicLRNtLModificationsLinLzeneLxxpressionLRegulationaLCellYL2017YLdilYLddkjZdecc 56.2 1250

56 weterminationLofLtRNtLaminoacylationLlevelsLbyLhighZthroughputLsequencingaLNucleicnAcidsn
ResearchYL2017YLghYLedff 20.1 33
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55 SelectiveLxnzymaticLwemethylationLofLNeYNeZwimethylguanosineLinLRNtLandL⁶tsLtpplicationLinL
–ighZThroughputLtRNtLSequencingaLAngewandtenChemieYL2017YLdelYLhcllZhdce 3.6 3

54 –iliL⁶nhibitsL–⁶VLReplicationLinLtctivatedLTLvellsaLJournalnofnVirologyYL2017YLldYL 6.6 12

53 SelectiveLxnzymaticLwemethylationLofLNLYNLZwimethylguanosineLinLRNtLandL⁶tsLtpplicationLinL
–ighZThroughputLtRNtLSequencingaLAngewandtenChemien-nInternationalnEditionYL2017YLhiYLhcdjZhcec 16.4 30

52 weterminingLtheLfidelityLofLtRNtLaminoacylationLviaLmicroarraysaLMethodsYL2017YLddfYLejZff 4.6 7

51 NUiVZMethyladenosineLModificationLinLaLLongLNoncodingLRNtL–airpinLPredisposesL⁶tsLvonformationL
toLProteinLuindingaLJournalnofnMolecularnBiologyYL2016YLgekYLkeeZkff 6.5 122

50 xvolutionaryLzainLofLtlanineLMischargingLtoLNoncognateLtRNtsLwithLaLzgmUilLuaseLPairaLJournalnofn
thenAmericannChemicalnSocietyYL2016YLdfkYLdelgkZdelhh 16.4 27

49 StressLResponseLandLtdaptationLMediatedLbyLtminoLtcidLMisincorporationLduringLProteinL
SynthesisaLAdvancesninnNutritionYL2016YLjYLjjfSZlS 10 14

48 StructuresLofLtheLmUiVtLMethyltransferaseLvomplexmLTwoLSubunitsLwithLwistinctLbutLvoordinatedL
RolesaLMolecularnCellYL2016YLifYLdkfZdkh 17.6 22

47 tLKu–dZMediatedLtRNtLwemethylationLRegulatesLTranslationaLCellYL2016YLdijYLkdiZkekaedi 56.2 197

46 ⁶nteractionLofLtRNtLwithLMxKeLinLpancreaticLcancerLcellsaLScientificnReportsYL2016YLiYLekeic 4.9 8

45 TheLdynamicLNUdVZmethyladenosineLmethylomeLinLeukaryoticLmessengerLRNtaLNatureYL2016YLhfcYLggdZi 50.4 523

44 NiZmethyladenosineâ��encodedLepitranscriptomicsaLNaturenStructuralnandnMolecularnBiologyYL2016YL
efYLlkZdce 17.6 188

43 TemperatureLdependentLmistranslationLinLaLhyperthermophileLadaptsLproteinsLtoLlowerL
temperaturesaLNucleicnAcidsnResearchYL2016YLggYLelgZfcf 20.1 31

42 tLdualLfluorescentLreporterLforLtheLinvestigationLofLmethionineLmistranslationLinLliveLcellsaLRnaYL
2016YLeeYLgijZji 5.8 11

41 ProbingLNâ�¶ZmethyladenosineLUmâ�¶tVLRNtLModificationLinLTotalLRNtLwithLSvtRLxTaLMethodsninn
MolecularnBiologyYL2016YLdfhkYLekhZle 1.4 16

40 RNtLmodificationsmLwhatLhaveLweLlearnedLandLwhereLareLweLheadedraLNaturenReviewsnGeneticsYL
2016YLdjYLfihZje 30.1 144

39 tRNtLbaseLmethylationLidentificationLandLquantificationLviaLhighZthroughputLsequencingaLRnaYL2016
YLeeYLdjjdZdjkg 5.8 100

38 vodonLoptimalityLcontrolsLdifferentialLmRNtLtranslationLduringLaminoLacidLstarvationaLRnaYL2016YL
eeYLdjdlZdjej 5.8 29
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37 zlobalLtRNtLmisacylationLinducedLbyLanaerobiosisLandLantibioticLexposureLbroadlyLincreasesLstressL
resistanceLinLxscherichiaLcoliaLNucleicnAcidsnResearchYL2016YLggYLdceleZdcfcf 20.1 19

36 NUiVZmethyladenosineZdependentLRNtLstructuralLswitchesLregulateLRNtZproteinLinteractionsaL
NatureYL2015YLhdkYLhicZg 50.4 988

35 xfficientLandLquantitativeLhighZthroughputLtRNtLsequencingaLNaturenMethodsYL2015YLdeYLkfhZkfj 21.6 291

34 ReversibleYLSpecificYLtctiveLtggregatesLofLxndogenousLProteinsLtssembleLuponL–eatLStressaLCellYL
2015YLdieYLdekiZlk 56.2 264

33 RNtLepigeneticsaLTranslationalnResearchYL2015YLdihYLekZfh 11 86

32 –ighZResolutionLNiZMethyladenosineLUmitVLMapLUsingLPhotoZvrosslinkingZtssistedLmitL
SequencingaLAngewandtenChemieYL2015YLdejYLdicjZdidc 3.6 26

31 ProbingLRNtLModificationLStatusLatLSingleZNucleotideLResolutionLinLTotalLRNtaLMethodsninn
EnzymologyYL2015YLhicYLdglZhl 1.7 28

30 MyLadventureLinLtRNtLbiologyYLsoLfaraLRnaYL2015YLedYLjcjZk 5.8 2

29 MethionineLMistranslationLuypassesLtheLRestraintLofLtheLzeneticLvodeLtoLzenerateLMutantL
ProteinsLwithLwistinctLtctivitiesaLPLoSnGeneticsYL2015YLddYLedcchjgh 6 18

28 MethionineLMisacylationLofLtRNtLonLvaMK⁶⁶LinLResponseLtoLxRLStressaLFASEBnJournalYL2015YLelYLkleaj 0.9

27 NiZmethyladenosineZdependentLregulationLofLmessengerLRNtLstabilityaLNatureYL2014YLhchYLddjZec 50.4 1949

26 tngiogeninZcleavedLtRNtLhalvesLinteractLwithLcytochromeLcYLprotectingLcellsLfromLapoptosisLduringL
osmoticLstressaLMolecularnandnCellularnBiologyYL2014YLfgYLeghcZif 4.8 172

25 tLnutrientZdrivenLtRNtLmodificationLaltersLtranslationalLfidelityLandLgenomeZwideLproteinLcodingL
acrossLanLanimalLgenusaLPLoSnBiologyYL2014YLdeYLedccecdh 9.7 70

24 tdaptiveLtranslationLasLaLmechanismLofLstressLresponseLandLadaptationaLAnnualnReviewnofnGeneticsYL
2013YLgjYLdedZfj 14.5 79

23 NiZmethylZadenosineLmodificationLinLmessengerLandLlongLnonZcodingLRNtaLTrendsninnBiochemicaln
SciencesYL2013YLfkYLecgZl 10.3 137

22 wiversityLofLhumanLtRNtLgenesLfromLtheLdcccZgenomesLprojectaLRNAnBiologyYL2013YLdcYLdkhfZij 4.8 62

21 MisZtranslationLasLaLpotentialYLnewLmechanismLofLadaptionLandLstressLresponseaLFASEBnJournalYL
2013YLejYLfehae 0.9

20 tLroleLforLtRNtLmodificationsLinLgenomeLstructureLandLcodonLusageaLCellYL2012YLdglYLeceZdf 56.2 176
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19 TheLtlkuLwomainLofLMammalianLtu–kLvatalyzesL–ydroxylationLofLhZMethoxycarbonylmethyluridineL
atLtheLWobbleLPositionLofLtRNtaLAngewandtenChemieYL2010YLdeeYLlcilZlcje 3.6 6

18
TitelbildmLTheLtlkuLwomainLofLMammalianLtu–kLvatalyzesL–ydroxylationLofL
hZMethoxycarbonylmethyluridineLatLtheLWobbleLPositionLofLtRNtLUtngewaLvhemaLgjbecdcVaL
AngewandtenChemieYL2010YLdeeYLklgjZklgj

3.6

17 TheLtlkuLdomainLofLmammalianLtu–kLcatalyzesLhydroxylationLofLhZmethoxycarbonylmethyluridineL
atLtheLwobbleLpositionLofLtRNtaLAngewandtenChemien-nInternationalnEditionYL2010YLglYLkkkhZk 16.4 113

16
voverLPicturemLTheLtlkuLwomainLofLMammalianLtu–kLvatalyzesL–ydroxylationLofL
hZMethoxycarbonylmethyluridineLatLtheLWobbleLPositionLofLtRNtLUtngewaLvhemaL⁶ntaLxdaLgjbecdcVaL
AngewandtenChemien-nInternationalnEditionYL2010YLglYLkjihZkjih

16.4 2

15 wiversityLofLtRNtLgenesLinLeukaryotesaLNucleicnAcidsnResearchYL2006YLfgYLidfjZgi 20.1 145

14 RNtLfoldingLduringLtranscriptionaLAnnualnReviewnofnBiophysicsnandnBiomolecularnStructureYL2006YLfhYLdidZjh 177

13 ModularLconstructionLofLaLtertiaryLRNtLstructuremLtheLspecificityLdomainLofLtheLuacillusLsubtilisL
RNaseLPLRNtaLBiochemistryYL2001YLgcYLddeceZdc 3.2 31

12 tlteringLtheLintermediateLinLtheLequilibriumLfoldingLofLunmodifiedLyeastLtRNtPheLwithLmonovalentL
andLdivalentLcationsaLBiochemistryYL2001YLgcYLfielZfk 3.2 25

11 ModularLconstructionLforLfunctionLofLaLribonucleoproteinLenzymemLtheLcatalyticLdomainLofLuacillusL
subtilisLRNaseLPLcomplexedLwithLuaLsubtilisLRNaseLPLproteinaLNucleicnAcidsnResearchYL2001YLelYLdkleZj 20.1 29

10 TheLuacillusLsubtilisLRNaseLPLholoenzymeLcontainsLtwoLRNaseLPLRNtLandLtwoLRNaseLPLproteinL
subunitsaLRnaYL2001YLjYLeffZgd 5.8 50

9 TheLfTLsubstrateLdeterminantsLforLtheLcatalyticLefficiencyLofLtheLuacillusLsubtilisLRNaseLPL
holoenzymeLsuggestLautolyticLprocessingLofLtheLRNaseLPLRNtLinLvivoaLRnaYL2000YLiYLdgdfZee 5.8 18

8 MgeXZdependentLcompactionLandLfoldingLofLyeastLtRNtPheLandLtheLcatalyticLdomainLofLtheLuaL
subtilisLRNaseLPLRNtLdeterminedLbyLsmallZangleLXZrayLscatteringaLBiochemistryYL2000YLflYLdddcjZdf 3.2 109

7 wesignLandLisolationLofLribozymeZsubstrateLpairsLusingLRNaseLPZbasedLribozymesLcontainingLalteredL
substrateLbindingLsitesaLNucleicnAcidsnResearchYL1999YLejYLgelkZfcg 20.1 17

6 MgeXZdependentLfoldingLofLaLlargeLribozymeLwithoutLkineticLtrapsaLNaturenStructuralnBiologyYL1999YL
iYLdcldZh 99

5 TheLcleavageLstepLofLribonucleaseLPLcatalysisLisLdeterminedLbyLribozymeZsubstrateLinteractionsL
bothLdistalLandLproximalLtoLtheLcleavageLsiteaLBiochemistryYL1999YLfkYLkideZec 3.2 46

4 tLthermodynamicLframeworkLandLcooperativityLinLtheLtertiaryLfoldingLofLaLMgeXZdependentL
ribozymeaLBiochemistryYL1999YLfkYLdikgcZi 3.2 92

3 RecognitionLofLtheLhTLleaderLandLtheLacceptorLstemLofLaLpreZtRNtLsubstrateLbyLtheLribozymeLfromL
uacillusLsubtilisLRNaseLPaLBiochemistryYL1998YLfjYLdcdeiZff 3.2 55

2 RecognitionLofLtheLTLstemZloopLofLaLpreZtRNtLsubstrateLbyLtheLribozymeLfromLuacillusLsubtilisL
ribonucleaseLPaLBiochemistryYL1997YLfiYLifdjZeh 3.2 108
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1
⁶ntermediatesLandLkineticLtrapsLinLtheLfoldingLofLaLlargeLribozymeLrevealedLbyLcircularLdichroismLandL
UVLabsorbanceLspectroscopiesLandLcatalyticLactivityaLNaturenStructuralnandnMolecularnBiologyYL1997YL
gYLlfdZk

17.6 170

List of Publications

7


