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n Paper IF Citations

243 siologicalVJclinicalJandJpopulationJrelevanceJofJjfJlociJforJbloodJlipidsXJNatureVJ2010VJeggVJhahWbd 50.4 2742

242 rssociationJanalysesJofJcejVhjgJindividualsJrevealJbiJnewJlociJassociatedJwithJbodyJmassJindexXJ
NaturehGeneticsVJ2010VJecVJjdhWei 36.3 2267

241 zntegratingJcommonJandJrareJgeneticJvariationJinJdiverseJhumanJpopulationsXJNatureVJ2010VJeghVJfcWi 50.4 2135

240 NewJgeneticJlociJimplicatedJinJfastingJglucoseJhomeostasisJandJtheirJimpactJonJtypeJcJdiabetesJriskXJ
NaturehGeneticsVJ2010VJecVJbafWbg 36.3 1673

239 xeneticJvariantsJinJnovelJpathwaysJinfluenceJbloodJpressureJandJcardiovascularJdiseaseJriskXJNature
VJ2011VJehiVJbadWj 50.4 1564

238 yundredsJofJvariantsJclusteredJinJgenomicJlociJandJbiologicalJpathwaysJaffectJhumanJheightXJ
NatureVJ2010VJeghVJidcWi 50.4 1514

237 rJreferenceJpanelJofJgeVjhgJhaplotypesJforJgenotypeJimputationXJNaturehGeneticsVJ2016VJeiVJbchjWid 36.3 1447

236 ₁argeWscaleJassociationJanalysisJidentifiesJbdJnewJsusceptibilityJlociJforJcoronaryJarteryJdiseaseXJ
NaturehGeneticsVJ2011VJedVJdddWi 36.3 1394

235 SixJnewJlociJassociatedJwithJbodyJmassJindexJhighlightJaJneuronalJinfluenceJonJbodyJweightJ
regulationXJNaturehGeneticsVJ2009VJebVJcfWde 36.3 1368

234 tommonJgeneticJdeterminantsJofJvitaminJuJinsufficiencykJaJgenomeWwideJassociationJstudyXJLancetwh
TheVJ2010VJdhgVJbiaWi 40 1183

233 tommonJvariantsJnearJMteRJareJassociatedJwithJfatJmassVJweightJandJriskJofJobesityXJNatureh
GeneticsVJ2008VJeaVJhgiWhf 36.3 1048

232 xenomeWwideJassociationJstudyJidentifiesJeightJlociJassociatedJwithJbloodJpressureXJNatureh
GeneticsVJ2009VJebVJgggWhg 36.3 970

231 TheJUKbaKJprojectJidentifiesJrareJvariantsJinJhealthJandJdiseaseXJNatureVJ2015VJfcgVJicWja 50.4 776

230 yumanJmetabolicJindividualityJinJbiomedicalJandJpharmaceuticalJresearchXJNatureVJ2011VJehhVJfeWga 50.4 728

229 MetaWanalysisJidentifiesJbdJnewJlociJassociatedJwithJwaistWhipJratioJandJrevealsJsexualJdimorphismJ
inJtheJgeneticJbasisJofJfatJdistributionXJNaturehGeneticsVJ2010VJecVJjejWga 36.3 724

228 rnJatlasJofJgeneticJinfluencesJonJhumanJbloodJmetabolitesXJNaturehGeneticsVJ2014VJegVJfedWffa 36.3 695

227 xenomeWwideJassociationJanalysisJidentifiesJcaJlociJthatJinfluenceJadultJheightXJNaturehGeneticsVJ
2008VJeaVJfhfWid 36.3 654
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226 TheJrllelicJ₁andscapeJofJyumanJsloodJtellJTraitJVariationJandJ₁inksJtoJtommonJtomplexJuiseaseXJ
CellVJ2016VJbghVJbebfWbecjXebj 56.2 637

225 VariantsJinJMTNRbsJinfluenceJfastingJglucoseJlevelsXJNaturehGeneticsVJ2009VJebVJhhWib 36.3 584

224 SequenceJvariantsJatJtyRNsdWtyRNrgJandJtYPcrgJaffectJsmokingJbehaviorXJNaturehGeneticsVJ2010
VJecVJeeiWfd 36.3 582

223 MappingJcisWJandJtransWregulatoryJeffectsJacrossJmultipleJtissuesJinJtwinsXJNaturehGeneticsVJ2012VJeeVJbaieWj36.3 572

222 TwentyJboneWmineralWdensityJlociJidentifiedJbyJlargeWscaleJmetaWanalysisJofJgenomeWwideJ
associationJstudiesXJNaturehGeneticsVJ2009VJebVJbbjjWcag 36.3 566

221 soneJmineralJdensityVJosteoporosisVJandJosteoporoticJfractureskJaJgenomeWwideJassociationJstudyXJ
LancetwhTheVJ2008VJdhbVJbfafWbc 40 538

220 xenomicJatlasJofJtheJhumanJplasmaJproteomeXJNatureVJ2018VJffiVJhdWhj 50.4 529

219 xeneticJvarianceJestimationJwithJimputedJvariantsJfindsJnegligibleJmissingJheritabilityJforJhumanJ
heightJandJbodyJmassJindexXJNaturehGeneticsVJ2015VJehVJbbbeWca 36.3 522

218 rJgenomeWwideJperspectiveJofJgeneticJvariationJinJhumanJmetabolismXJNaturehGeneticsVJ2010VJecVJbdhWeb36.3 515

217 xenomeWwideJassociationJanalysesJidentifyJbiJnewJlociJassociatedJwithJserumJurateJconcentrationsXJ
NaturehGeneticsVJ2013VJefVJbefWfe 36.3 505

216 rJgenomeWwideJassociationJstudyJconfirmsJVKORtbVJtYPctjVJandJtYPewcJasJprincipalJgeneticJ
determinantsJofJwarfarinJdoseXJPLoShGeneticsVJ2009VJfVJebaaaedd 6 484

215 xenomeWwideJmetaWanalysisJidentifiesJbbJnewJlociJforJanthropometricJtraitsJandJprovidesJinsightsJ
intoJgeneticJarchitectureXJNaturehGeneticsVJ2013VJefVJfabWbc 36.3 437

214 rJgenomeWwideJmetaWanalysisJidentifiesJccJlociJassociatedJwithJeightJhematologicalJparametersJinJ
theJyaemxenJconsortiumXJNaturehGeneticsVJ2009VJebVJbbicWja 36.3 433

213 xenomeWwideJassociationJstudyJidentifiesJfiveJlociJassociatedJwithJlungJfunctionXJNaturehGeneticsVJ
2010VJecVJdgWee 36.3 430

212 MetaWanalysisJofJgenomeWwideJassociationJstudiesJinJoiaJaaaJsubjectsJidentifiesJmultipleJlociJforJ
tWreactiveJproteinJlevelsXJCirculationVJ2011VJbcdVJhdbWi 16.7 395

211 TheJmetabochipVJaJcustomJgenotypingJarrayJforJgeneticJstudiesJofJmetabolicVJcardiovascularVJandJ
anthropometricJtraitsXJPLoShGeneticsVJ2012VJiVJebaachjd 6 395

210 xenomeWwideJassociationJscanJmetaWanalysisJidentifiesJthreeJ₁ociJinfluencingJadiposityJandJfatJ
distributionXJPLoShGeneticsVJ2009VJfVJebaaafai 6 393

209 rJgeneralJapproachJforJhaplotypeJphasingJacrossJtheJfullJspectrumJofJrelatednessXJPLoShGeneticsVJ
2014VJbaVJebaaecde 6 377

(2014-2016)
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208 ThirtyJnewJlociJforJageJatJmenarcheJidentifiedJbyJaJmetaWanalysisJofJgenomeWwideJassociationJ
studiesXJNaturehGeneticsVJ2010VJecVJbahhWif 36.3 372

207 xeneticJuriversJofJvpigeneticJandJTranscriptionalJVariationJinJyumanJzmmuneJtellsXJCellVJ2016VJbghVJbdjiWbebeXece56.2 339

206 xenomeWwideJassociationJstudyJidentifiesJsixJnewJlociJinfluencingJpulseJpressureJandJmeanJarterialJ
pressureXJNaturehGeneticsVJ2011VJedVJbaafWbb 36.3 338

205 TheJarchitectureJofJgeneJregulatoryJvariationJacrossJmultipleJhumanJtissueskJtheJMuTyvRJstudyXJ
PLoShGeneticsVJ2011VJhVJebaacaad 6 336

204 NewJgeneJfunctionsJinJmegakaryopoiesisJandJplateletJformationXJNatureVJ2011VJeiaVJcabWi 50.4 330

203 NovelJlociJforJadiponectinJlevelsJandJtheirJinfluenceJonJtypeJcJdiabetesJandJmetabolicJtraitskJaJ
multiWethnicJmetaWanalysisJofJefVijbJindividualsXJPLoShGeneticsVJ2012VJiVJebaacgah 6 326

202 tommonJvariantsJatJbaJgenomicJlociJinfluenceJhemoglobinJrâ��RtSJlevelsJviaJglycemicJandJ
nonglycemicJpathwaysXJDiabetesVJ2010VJfjVJdccjWdj 0.9 314

201 WholeWgenomeJsequencingJidentifiesJvNbJasJaJdeterminantJofJboneJdensityJandJfractureXJNatureVJ
2015VJfcgVJbbcWh 50.4 308

200 xeneticJassociationsJatJfdJlociJhighlightJcellJtypesJandJbiologicalJpathwaysJrelevantJforJkidneyJ
functionXJNaturehCommunicationsVJ2016VJhVJbaacd 17.4 295

199 MultipleJlociJinfluenceJerythrocyteJphenotypesJinJtheJtyrRxvJtonsortiumXJNaturehGeneticsVJ2009VJ
ebVJbbjbWi 36.3 285

198
xeneticJpredictorsJofJtheJmaximumJdosesJpatientsJreceiveJduringJclinicalJuseJofJtheJantiWepilepticJ
drugsJcarbamazepineJandJphenytoinXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedh
StateshofhAmericaVJ2005VJbacVJffahWbc

11.5 278

197 SignificantJ₁ocusJandJMetabolicJxeneticJtorrelationsJRevealedJinJxenomeWWideJrssociationJStudyJ
ofJrnorexiaJNervosaXJAmericanhJournalhofhPsychiatryVJ2017VJbheVJifaWifi 11.9 276

196
xlobalJanalysisJofJuNrJmethylationJvariationJinJadiposeJtissueJfromJtwinsJrevealsJlinksJtoJ
diseaseWassociatedJvariantsJinJdistalJregulatoryJelementsXJAmericanhJournalhofhHumanhGeneticsVJ2013
VJjdVJihgWja

11 269

195 siomarkersJforJtypeJcJdiabetesJandJimpairedJfastingJglucoseJusingJaJnontargetedJmetabolomicsJ
approachXJDiabetesVJ2013VJgcVJechaWg 0.9 268

194 s₁UvPRzNTJtoJdecodeJtheJepigeneticJsignatureJwrittenJinJbloodXJNaturehBiotechnologyVJ2012VJdaVJcceWg 44.5 261

193
NovelJassociationsJofJmultipleJgeneticJlociJwithJplasmaJlevelsJofJfactorJVzzVJfactorJVzzzVJandJvonJ
WillebrandJfactorkJTheJtyrRxvJRtohortsJforJyeartJandJrgingJResearchJinJxenomeJvpidemiologySJ
tonsortiumXJCirculationVJ2010VJbcbVJbdicWjc

16.7 260

192 SeventyWfiveJgeneticJlociJinfluencingJtheJhumanJredJbloodJcellXJNatureVJ2012VJejcVJdgjWhf 50.4 257

191 xenomeWwideJassociationJstudyJofJbloodJpressureJextremesJidentifiesJvariantJnearJUMOuJ
associatedJwithJhypertensionXJPLoShGeneticsVJ2010VJgVJebaabbhh 6 255
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190 tommonJvariantsJnearJTvRtJareJassociatedJwithJmeanJtelomereJlengthXJNaturehGeneticsVJ2010VJecVJbjhWj36.3 255

189 zdentificationJofJanJimprintedJmasterJtransJregulatorJatJtheJK₁wbeJlocusJrelatedJtoJmultipleJ
metabolicJphenotypesXJNaturehGeneticsVJ2011VJedVJfgbWe 36.3 253

188 MetaWanalysesJidentifyJbdJlociJassociatedJwithJageJatJmenopauseJandJhighlightJuNrJrepairJandJ
immuneJpathwaysXJNaturehGeneticsVJ2012VJeeVJcgaWi 36.3 243

187 xeneticJvariationJnearJzRSbJassociatesJwithJreducedJadiposityJandJanJimpairedJmetabolicJprofileXJ
NaturehGeneticsVJ2011VJedVJhfdWga 36.3 237

186 rssociationJsetweenJTelomereJ₁engthJandJRiskJofJtancerJandJNonWNeoplasticJuiseaseskJrJ
MendelianJRandomizationJStudyXJJAMAhOncologyVJ2017VJdVJgdgWgfb 13.4 236

185 TheJznternationalJyumanJvpigenomeJtonsortiumkJrJslueprintJforJScientificJtollaborationJandJ
uiscoveryXJCellVJ2016VJbghVJbbefWbbej 56.2 232

184 rJgenomeWwideJassociationJstudyJofJanorexiaJnervosaXJMolecularhPsychiatryVJ2014VJbjVJbaifWje 15.1 224

183
zmpactJofJcommonJgeneticJdeterminantsJofJyemoglobinJrbcJonJtypeJcJdiabetesJriskJandJdiagnosisJ
inJancestrallyJdiverseJpopulationskJrJtransethnicJgenomeWwideJmetaWanalysisXJPLoShMedicineVJ2017VJ
beVJebaacdid

11.6 223

182 MetaWanalysisJofJgenomeWwideJassociationJdataJidentifiesJtwoJlociJinfluencingJageJatJmenarcheXJ
NaturehGeneticsVJ2009VJebVJgeiWfa 36.3 223

181 RefiningJtheJaccuracyJofJvalidatedJtargetJidentificationJthroughJcodingJvariantJfineWmappingJinJtypeJ
cJdiabetesXJNaturehGeneticsVJ2018VJfaVJffjWfhb 36.3 221

180 zdentificationJofJheartJrateWassociatedJlociJandJtheirJeffectsJonJcardiacJconductionJandJrhythmJ
disordersXJNaturehGeneticsVJ2013VJefVJgcbWdb 36.3 219

179 xeneticJarchitecturekJtheJshapeJofJtheJgeneticJcontributionJtoJhumanJtraitsJandJdiseaseXJNatureh
ReviewshGeneticsVJ2018VJbjVJbbaWbce 30.1 219

178
xenomeWwideJassociationJandJgeneticJfunctionalJstudiesJidentifyJautismJsusceptibilityJcandidateJcJ
geneJRrUTScSJinJtheJregulationJofJalcoholJconsumptionXJProceedingshofhthehNationalhAcademyhofh
ScienceshofhthehUnitedhStateshofhAmericaVJ2011VJbaiVJhbbjWce

11.5 218

177 rJcatalogJofJgeneticJlociJassociatedJwithJkidneyJfunctionJfromJanalysesJofJaJmillionJindividualsXJ
NaturehGeneticsVJ2019VJfbVJjfhWjhc 36.3 217

176 tollaborativeJmetaWanalysiskJassociationsJofJbfaJcandidateJgenesJwithJosteoporosisJandJ
osteoporoticJfractureXJAnnalshofhInternalhMedicineVJ2009VJbfbVJfciWdh 8 215

175 xenomeWwideJassociationJidentifiesJOswtbJasJaJlocusJinvolvedJinJhumanJleukocyteJtelomereJ
biologyXJProceedingshofhthehNationalhAcademyhofhScienceshofhthehUnitedhStateshofhAmericaVJ2010VJbahVJjcjdWi11.5 209

174 xeneticJlociJinfluencingJkidneyJfunctionJandJchronicJkidneyJdiseaseXJNaturehGeneticsVJ2010VJecVJdhdWf 36.3 205

173 MetaWanalysisJofJgenomeWwideJscansJforJhumanJadultJstatureJidentifiesJnovelJ₁ociJandJassociationsJ
withJmeasuresJofJskeletalJframeJsizeXJPLoShGeneticsVJ2009VJfVJebaaaeef 6 198

(2009-2010)
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172 yumanJserumJmetabolicJprofilesJareJageJdependentXJAginghCellVJ2012VJbbVJjgaWh 9.9 193

171 TranscriptionalJdiversityJduringJlineageJcommitmentJofJhumanJbloodJprogenitorsXJScienceVJ2014VJ
defVJbcfbadd 33.3 187

170 zmprovedJimputationJofJlowWfrequencyJandJrareJvariantsJusingJtheJUKbaKJhaplotypeJreferenceJ
panelXJNaturehCommunicationsVJ2015VJgVJibbb 17.4 186

169 xenomeWwideJassociationJstudyJidentifiesJvariantsJatJjpcbJandJccqbdJassociatedJwithJdevelopmentJ
ofJcutaneousJneviXJNaturehGeneticsVJ2009VJebVJjbfWj 36.3 186

168 zdentificationJofJrareJsequenceJvariationJunderlyingJheritableJpulmonaryJarterialJhypertensionXJ
NaturehCommunicationsVJ2018VJjVJbebg 17.4 182

167 TransWancestryJmetaWanalysesJidentifyJrareJandJcommonJvariantsJassociatedJwithJbloodJpressureJ
andJhypertensionXJNaturehGeneticsVJ2016VJeiVJbbfbWbbgb 36.3 181

166 rJbriefJhistoryJofJhumanJdiseaseJgeneticsXJNatureVJ2020VJfhhVJbhjWbij 50.4 181

165 PositiveJselectionJonJaJhighWsensitivityJalleleJofJtheJhumanJbitterWtasteJreceptorJTrScRbgXJCurrenth
BiologyVJ2005VJbfVJbcfhWgf 6.3 180

164 TheJimpactJofJrareJandJlowWfrequencyJgeneticJvariantsJinJcommonJdiseaseXJGenomehBiologyVJ2017VJ
biVJhh 18.3 174

163 rJlowJmutationJrateJforJchloroplastJmicrosatellitesXJGeneticsVJ1999VJbfdVJjedWh 4 171

162 rnJintegrationJofJgenomeWwideJassociationJstudyJandJgeneJexpressionJprofilingJtoJprioritizeJtheJ
discoveryJofJnovelJsusceptibilityJ₁ociJforJosteoporosisWrelatedJtraitsXJPLoShGeneticsVJ2010VJgVJebaaajhh 6 163

161 rssociationJofJ rxbJwithJboneJmineralJdensityJandJosteoporoticJfractureskJaJgenomeWwideJ
associationJstudyJandJfollowWupJreplicationJstudiesXJAmericanhJournalhofhHumanhGeneticsVJ2010VJigVJccjWdj11 156

160 ₁argeWscaleJproductionJofJmegakaryocytesJfromJhumanJpluripotentJstemJcellsJbyJchemicallyJ
definedJforwardJprogrammingXJNaturehCommunicationsVJ2016VJhVJbbcai 17.4 155

159
xenomeJrnalysesJofJocaaVaaaJzndividualsJzdentifyJfiJ₁ociJforJthronicJznflammationJandJyighlightJ
PathwaysJthatJ₁inkJznflammationJandJtomplexJuisordersXJAmericanhJournalhofhHumanhGeneticsVJ
2018VJbadVJgjbWhag

11 151

158 ₁owWfrequencyJandJrareJexomeJchipJvariantsJassociateJwithJfastingJglucoseJandJtypeJcJdiabetesJ
susceptibilityXJNaturehCommunicationsVJ2015VJgVJfijh 17.4 147

157 rJmetaWanalysisJofJthyroidWrelatedJtraitsJrevealsJnovelJlociJandJgenderWspecificJdifferencesJinJtheJ
regulationJofJthyroidJfunctionXJPLoShGeneticsVJ2013VJjVJebaadcgg 6 146

156 rJgenomeWwideJassociationJsearchJforJtypeJcJdiabetesJgenesJinJrfricanJrmericansXJPLoShONEVJ2012VJ
hVJecjcac 3.7 138

155 rJsingleWnucleotideJpolymorphismJtaggingJsetJforJhumanJdrugJmetabolismJandJtransportXJNatureh
GeneticsVJ2005VJdhVJieWj 36.3 134
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154 rncientJandJrecentJpositiveJselectionJtransformedJopioidJcisWregulationJinJhumansXJPLoShBiologyVJ
2005VJdVJedih 9.7 133

153 xenomeJsequencingJelucidatesJSardinianJgeneticJarchitectureJandJaugmentsJassociationJanalysesJ
forJlipidJandJbloodJinflammatoryJmarkersXJNaturehGeneticsVJ2015VJehVJbchcWbcib 36.3 129

152 rJgenomeWwideJassociationJstudyJrevealsJvariantsJinJrR₁bfJthatJinfluenceJadiponectinJlevelsXJPLoSh
GeneticsVJ2009VJfVJebaaahgi 6 129

151 tlearJdetectionJofJruzPOQJlocusJasJtheJmajorJgeneJforJplasmaJadiponectinkJresultsJofJgenomeWwideJ
associationJanalysesJincludingJegfjJvuropeanJindividualsXJAtherosclerosisVJ2010VJcaiVJebcWca 3.1 128

150 ₁argeJscaleJassociationJanalysisJofJnovelJgeneticJlociJforJcoronaryJarteryJdiseaseXJArteriosclerosiswh
ThrombosiswhandhVascularhBiologyVJ2009VJcjVJhheWia 9.4 125

149 zdentificationJofJnovelJgeneticJ₁ociJassociatedJwithJthyroidJperoxidaseJantibodiesJandJclinicalJ
thyroidJdiseaseXJPLoShGeneticsVJ2014VJbaVJebaaebcd 6 122

148 zdentificationJofJnovelJriskJlociJforJrestlessJlegsJsyndromeJinJgenomeWwideJassociationJstudiesJinJ
individualsJofJvuropeanJancestrykJaJmetaWanalysisXJLancethNeurologywhTheVJ2017VJbgVJijiWjah 24.1 121

147 ₁ociJatJchromosomesJbdVJbjJandJcaJinfluenceJageJatJnaturalJmenopauseXJNaturehGeneticsVJ2009VJebVJgefWh36.3 120

146 uirectionalJdominanceJonJstatureJandJcognitionJin´ diverseJhumanJpopulationsXJNatureVJ2015VJfcdVJefjWegc50.4 119

145 ₁ociJinfluencingJbloodJpressureJidentifiedJusingJaJcardiovascularJgeneWcentricJarrayXJHumanh
MolecularhGeneticsVJ2013VJccVJbggdWhi 5.6 119

144 rJgenomeWwideJassociationJmetaWanalysisJofJcirculatingJsexJhormoneWbindingJglobulinJrevealsJ
multipleJ₁ociJimplicatedJinJsexJsteroidJhormoneJregulationXJPLoShGeneticsVJ2012VJiVJebaaciaf 6 116

143 PositiveJselectionJonJaJhumanWspecificJtranscriptionJfactorJbindingJsiteJregulatingJz₁eJexpressionXJ
CurrenthBiologyVJ2003VJbdVJcbbiWcd 6.3 113

142
rstsbYMuRbJgeneJdeterminesJsusceptibilityJandJphenotypeJinJulcerativeJcolitiskJdiscriminationJofJ
criticalJvariantsJusingJaJgeneWwideJhaplotypeJtaggingJapproachXJHumanhMolecularhGeneticsVJ2006VJ
bfVJhjhWiaf

5.6 111

141 rJnovelJvariantJonJchromosomeJhqccXdJassociatedJwithJmeanJplateletJvolumeVJcountsVJandJ
functionXJBloodVJ2009VJbbdVJdidbWh 2.2 109

140
MultiethnicJmetaWanalysisJofJgenomeWwideJassociationJstudiesJinJobaaJaaaJsubjectsJidentifiesJcdJ
fibrinogenWassociatedJ₁ociJbutJnoJstrongJevidenceJofJaJcausalJassociationJbetweenJcirculatingJ
fibrinogenJandJcardiovascularJdiseaseXJCirculationVJ2013VJbciVJbdbaWce

16.7 107

139 tommonJvariantsJinJtheJregionJaroundJOsterixJareJassociatedJwithJboneJmineralJdensityJandJ
growthJinJchildhoodXJHumanhMolecularhGeneticsVJ2009VJbiVJbfbaWh 5.6 107

138 zschemicJstrokeJisJassociatedJwithJtheJrsOJlocuskJtheJvurot₁OTJstudyXJAnnalshofhNeurologyVJ2013VJ
hdVJbgWdb 9.4 105

137 MetaWanalysisJofJuenseJxenecentricJrssociationJStudiesJRevealsJtommonJandJUncommonJVariantsJ
rssociatedJwithJyeightXJAmericanhJournalhofhHumanhGeneticsVJ2011VJiiVJgWbi 11 103

(2011-2005)
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136 zRweJvariantsJhaveJageWspecificJeffectsJonJnevusJcountJandJpredisposeJtoJmelanomaXJAmericanh
JournalhofhHumanhGeneticsVJ2010VJihVJgWbg 11 100

135 xenomeWwideJrssociationJStudiesJzdentifyJxeneticJ₁ociJrssociatedJWithJrlbuminuriaJinJuiabetesXJ
DiabetesVJ2016VJgfVJiadWbh 0.9 96

134 TheJPolygenicJandJMonogenicJsasisJofJsloodJTraitsJandJuiseasesXJCellVJ2020VJbicVJbcbeWbcdbXebb 56.2 96

133 zncreasedJuNrJmethylationJvariabilityJinJtypeJbJdiabetesJacrossJthreeJimmuneJeffectorJcellJtypesXJ
NaturehCommunicationsVJ2016VJhVJbdfff 17.4 95

132 rJgenomeWwideJassociationJstudyJidentifiesJthreeJlociJassociatedJwithJmeanJplateletJvolumeXJ
AmericanhJournalhofhHumanhGeneticsVJ2009VJieVJggWhb 11 94

131 zdentifyingJcandidateJcausalJvariantsJresponsibleJforJalteredJactivityJofJtheJrstsbJmultidrugJ
resistanceJgeneXJGenomehResearchVJ2004VJbeVJbdddWee 9.7 94

130 MaleWpatternJbaldnessJsusceptibilityJlocusJatJcapbbXJNaturehGeneticsVJ2008VJeaVJbcicWe 36.3 93

129 MultipleJlociJareJassociatedJwithJwhiteJbloodJcellJphenotypesXJPLoShGeneticsVJ2011VJhVJebaacbbd 6 92

128 ₁argeJmetaWanalysisJofJgenomeWwideJassociationJstudiesJidentifiesJfiveJlociJforJleanJbodyJmassXJ
NaturehCommunicationsVJ2017VJiVJia 17.4 88

127 SyntheticJassociationsJareJunlikelyJtoJaccountJforJmanyJcommonJdiseaseJgenomeWwideJassociationJ
signalsXJPLoShBiologyVJ2011VJjVJebaaafia 9.7 88

126 TransWethnicJandJrncestryWSpecificJsloodWtellJxeneticsJinJhegVgghJzndividualsJfromJfJxlobalJ
PopulationsXJCellVJ2020VJbicVJbbjiWbcbdXebe 56.2 88

125 tardiometabolicJeffectsJofJgeneticJupregulationJofJtheJinterleukinJbJreceptorJantagonistkJaJ
MendelianJrandomisationJanalysisXJLancethDiabeteshandhEndocrinologywtheVJ2015VJdVJcedWfd 18.1 81

124  rKcVgbhwJleadsJtoJintrinsicJchangesJinJplateletJformationJandJreactivityJinJaJknockWinJmouseJ
modelJofJessentialJthrombocythemiaXJBloodVJ2013VJbccVJdhihWjh 2.2 79

123 xeneticJdeterminantsJofJheelJboneJpropertieskJgenomeWwideJassociationJmetaWanalysisJandJ
replicationJinJtheJxvwOSYxvNOMOSJconsortiumXJHumanhMolecularhGeneticsVJ2014VJcdVJdafeWgi 5.6 78

122 MetaWanalysisJofJuenseJxenecentricJrssociationJStudiesJRevealsJtommonJandJUncommonJVariantsJ
rssociatedJwithJyeightXJAmericanhJournalhofhHumanhGeneticsVJ2012VJjaVJbbbgWbbbh 11 78

121 SMzMbJunderliesJtheJVelJbloodJgroupJandJinfluencesJredJbloodJcellJtraitsXJNaturehGeneticsVJ2013VJefVJfecWfef36.3 77

120 UgandaJxenomeJResourceJvnablesJznsightsJintoJPopulationJyistoryJandJxenomicJuiscoveryJinJ
rfricaXJCellVJ2019VJbhjVJjieWbaacXedg 56.2 76

119 xenomeWwideJanalysesJidentifyJaJroleJforJS₁tbhreJandJrrurTJinJthyroidJhormoneJregulationXJ
NaturehCommunicationsVJ2018VJjVJeeff 17.4 75
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118 WholeWxenomeJSequencingJtoupledJtoJzmputationJuiscoversJxeneticJSignalsJforJrnthropometricJ
TraitsXJAmericanhJournalhofhHumanhGeneticsVJ2017VJbaaVJigfWiie 11 74

117 xrRwzv₁uJclassifiesJdiseaseWrelevantJgenomicJfeaturesJthroughJintegrationJofJfunctionalJ
annotationsJwithJassociationJsignalsXJNaturehGeneticsVJ2019VJfbVJdedWdfd 36.3 71

116 yeightWreducingJvariantsJandJselectionJforJshortJstatureJinJSardiniaXJNaturehGeneticsVJ2015VJehVJbdfcWbdfg36.3 71

115 TheJpresenceJofJmethylationJquantitativeJtraitJlociJindicatesJaJdirectJgeneticJinfluenceJonJtheJlevelJ
ofJuNrJmethylationJinJadiposeJtissueXJPLoShONEVJ2013VJiVJeffjcd 3.7 71

114 QuantitativeJtraitJlociJforJtuektuiJlymphocyteJratioJareJassociatedJwithJriskJofJtypeJbJdiabetesJandJ
yzVWbJimmuneJcontrolXJAmericanhJournalhofhHumanhGeneticsVJ2010VJigVJiiWjc 11 71

113 xenomeWwideJanalysisJofJdifferentialJtranscriptionalJandJepigeneticJvariabilityJacrossJhumanJ
immuneJcellJtypesXJGenomehBiologyVJ2017VJbiVJbi 18.3 70

112 rJgenomeWwideJassociationJstudyJidentifiesJaJnovelJlocusJonJchromosomeJbiqbcXcJinfluencingJ
whiteJcellJtelomereJlengthXJJournalhofhMedicalhGeneticsVJ2009VJegVJefbWe 5.8 69

111 zsJtheJthriftyJgenotypeJhypothesisJsupportedJbyJevidenceJbasedJonJconfirmedJtypeJcJdiabetesWJandJ
obesityWsusceptibilityJvariantspXJDiabetologiaVJ2009VJfcVJbiegWfb 10.3 69

110 vightJcommonJgeneticJvariantsJassociatedJwithJserumJuyvrSJlevelsJsuggestJaJkeyJroleJinJageingJ
mechanismsXJPLoShGeneticsVJ2011VJhVJebaacacf 6 69

109 znfluenceJofJrstsbVJrsttbVJrsttcVJandJrstxcJhaplotypesJonJtheJcellularJexposureJofJnelfinavirJinJ
vivoXJPharmacogeneticshandhGenomicsVJ2005VJbfVJfjjWgai 1.9 69

108 xenomeWwideJassociationJstudyJforJcirculatingJlevelsJofJPrzWbJprovidesJnovelJinsightsJintoJitsJ
regulationXJBloodVJ2012VJbcaVJeihdWib 2.2 65

107 PositiveJselectionJonJMMPdJregulationJhasJshapedJheartJdiseaseJriskXJCurrenthBiologyVJ2004VJbeVJbfdbWj 6.3 64

106 MetabolomicJidentificationJofJaJnovelJpathwayJofJbloodJpressureJregulationJinvolvingJ
hexadecanedioateXJHypertensionVJ2015VJggVJeccWj 8.5 63

105 wunctionalJvariationJinJallelicJmethylomesJunderscoresJaJstrongJgeneticJcontributionJandJrevealsJ
novelJepigeneticJalterationsJinJtheJhumanJepigenomeXJGenomehBiologyVJ2017VJbiVJfa 18.3 57

104 WholeWgenomeJsequenceWbasedJanalysisJofJthyroidJfunctionXJNaturehCommunicationsVJ2015VJgVJfgib 17.4 56

103 rJmulticenterJstudyJofJsRucJasJaJriskJfactorJforJjuvenileJmyoclonicJepilepsyXJEpilepsiaVJ2007VJeiVJhagWbc 6.4 56

102 xenomeWwideJassociationJstudyJidentifiesJinversionJinJtheJlocusJtoJmodifyJriskJforJalcoholicJandJ
nonWalcoholicJchronicJpancreatitisXJGutVJ2018VJghVJbiffWbigd 19.2 54

101 rJgenomeWwideJassociationJstudyJsuggestsJthatJaJlocusJwithinJtheJataxinJcJbindingJproteinJbJgeneJisJ
associatedJwithJhandJosteoarthritiskJtheJTreatWOrJconsortiumXJJournalhofhMedicalhGeneticsVJ2009VJegVJgbeWg5.8 54

(2009-2017)
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100 rJmultipleWphenotypeJimputationJmethodJforJgeneticJstudiesXJNaturehGeneticsVJ2016VJeiVJeggWhc 36.3 52

99 vffectsJofJlongWtermJaveragingJofJquantitativeJbloodJpressureJtraitsJonJtheJdetectionJofJgeneticJ
associationsXJAmericanhJournalhofhHumanhGeneticsVJ2014VJjfVJejWgf 11 52

98 zdentificationJofJP₁t₁bJgeneJforJhipJboneJsizeJvariationJinJfemalesJinJaJgenomeWwideJassociationJ
studyXJPLoShONEVJ2008VJdVJedbga 3.7 51

97 uiscoveryJandJrefinementJofJgeneticJlociJassociatedJwithJcardiometabolicJriskJusingJdenseJ
imputationJmapsXJNaturehGeneticsVJ2016VJeiVJbdadWbdbc 36.3 51

96 ₁ongJtermJconservationJofJhumanJmetabolicJphenotypesJandJlinkJtoJheritabilityXJMetabolomicsVJ
2014VJbaVJbaafWbabh 4.7 50

95 tommonJgeneticJvariationJnearJtheJphospholambanJgeneJisJassociatedJwithJcardiacJrepolarisationkJ
metaWanalysisJofJthreeJgenomeWwideJassociationJstudiesXJPLoShONEVJ2009VJeVJegbdi 3.7 50

94 MetaWanalysisJofJgeneWlevelJassociationsJforJrareJvariantsJbasedJonJsingleWvariantJstatisticsXJ
AmericanhJournalhofhHumanhGeneticsVJ2013VJjdVJcdgWei 11 49

93 yumanJgenomicskJTheJendJofJtheJstartJforJpopulationJsequencingXJNatureVJ2015VJfcgVJfcWd 50.4 48

92 xeneticJznfluencesJonJMetaboliteJ₁evelskJrJtomparisonJacrossJMetabolomicJPlatformsXJPLoShONEVJ
2016VJbbVJeabfdghc 3.7 48

91 xeneticJpredictorsJofJfibrinJuWdimerJlevelsJinJhealthyJadultsXJCirculationVJ2011VJbcdVJbigeWhc 16.7 47

90 rJrareJvariantJinJrPOtdJisJassociatedJwithJplasmaJtriglycerideJandJV₁u₁JlevelsJinJvuropeansXJNatureh
CommunicationsVJ2014VJfVJeihb 17.4 46

89
rssociationJofJtheJjpcbXdJlocusJwithJriskJofJfirstWeverJmyocardialJinfarctionJinJPakistaniskJ
caseWcontrolJstudyJinJSouthJrsiaJandJupdatedJmetaWanalysisJofJvuropeansXJArteriosclerosiswh
ThrombosiswhandhVascularhBiologyVJ2010VJdaVJbeghWhd

9.4 45

88 xenomeWwideJassociationJanalysisJofJeatingJdisorderWrelatedJsymptomsVJbehaviorsVJandJpersonalityJ
traitsXJAmericanhJournalhofhMedicalhGeneticshParthB:hNeuropsychiatrichGeneticsVJ2012VJbfjsVJiadWbb 3.5 43

87 rJcomprehensiveJevaluationJofJpotentialJlungJfunctionJassociatedJgenesJinJtheJSpiroMetaJgeneralJ
populationJsampleXJPLoShONEVJ2011VJgVJebjdic 3.7 41

86 wunctionalJinterpretationJofJnonWcodingJsequenceJvariationkJconceptsJandJchallengesXJBioEssaysVJ
2014VJdgVJbjbWj 4.1 38

85 rJxWrSJsequenceJvariantJforJplateletJvolumeJmarksJanJalternativeJuNMdJpromoterJinJ
megakaryocytesJnearJaJMvzSbJbindingJsiteXJBloodVJ2012VJbcaVJeifjWgi 2.2 38

84 xenesJcontributingJtoJpainJsensitivityJinJtheJnormalJpopulationkJanJexomeJsequencingJstudyXJPLoSh
GeneticsVJ2012VJiVJebaadajf 6 38

83 PopulationJgeneticJandJphylogeneticJevidenceJforJpositiveJselectionJonJregulatoryJmutationsJatJtheJ
factorJVzzJlocusJinJhumansXJGeneticsVJ2004VJbghVJighWhh 4 38
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82 vnrichmentJofJlowWfrequencyJfunctionalJvariantsJrevealedJbyJwholeWgenomeJsequencingJofJ
multipleJisolatedJvuropeanJpopulationsXJNaturehCommunicationsVJ2017VJiVJbfjch 17.4 37

81 SignificantJimpactJofJmiRNrWtargetJgeneJnetworksJonJgeneticsJofJhumanJcomplexJtraitsXJScientifich
ReportsVJ2016VJgVJccccd 4.9 36

80 TheJuseJofJgenomeWwideJeQT₁JassociationsJinJlymphoblastoidJcellJlinesJtoJidentifyJnovelJgeneticJ
pathwaysJinvolvedJinJcomplexJtraitsXJPLoShONEVJ2011VJgVJeccaha 3.7 35

79 rutomatedJtypingJofJredJbloodJcellJandJplateletJantigenskJaJwholeWgenomeJsequencingJstudyXJ
LancethHaematologywtheVJ2018VJfVJecebWecfb 14.6 35

78 MapsJofJopenJchromatinJguideJtheJfunctionalJfollowWupJofJgenomeWwideJassociationJsignalskJ
applicationJtoJhematologicalJtraitsXJPLoShGeneticsVJ2011VJhVJebaacbdj 6 34

77 rJlocusJonJchromosomeJbpdgJisJassociatedJwithJthyrotropinJandJthyroidJfunctionJasJidentifiedJbyJ
genomeWwideJassociationJstudyXJAmericanhJournalhofhHumanhGeneticsVJ2010VJihVJedaWf 11 34

76
xenomeWwideJassociationJstudyJforJcirculatingJtissueJplasminogenJactivatorJlevelsJandJfunctionalJ
followWupJimplicatesJendothelialJSTXsPfJandJSTXcXJArteriosclerosiswhThrombosiswhandhVascularh
BiologyVJ2014VJdeVJbajdWbab

9.4 33

75 xenomeWwideJassociationJstudyJidentifiesJeiJcommonJgeneticJvariantsJassociatedJwithJhandednessXJ
NaturehHumanhBehaviourVJ2021VJfVJfjWha 12.8 33

74 ₁ongWJandJshortWtermJoutcomesJinJrenalJallograftsJwithJdeceasedJdonorskJrJlargeJrecipientJandJ
donorJgenomeWwideJassociationJstudyXJAmericanhJournalhofhTransplantationVJ2018VJbiVJbdhaWbdhj 8.7 32

73 vvidenceJforJthreeJgeneticJlociJinvolvedJinJbothJanorexiaJnervosaJriskJandJvariationJofJbodyJmassJ
indexXJMolecularhPsychiatryVJ2017VJccVJbjcWcab 15.1 31

72 MapsJofJopenJchromatinJhighlightJcellJtypeWrestrictedJpatternsJofJregulatoryJsequenceJvariationJatJ
hematologicalJtraitJlociXJGenomehResearchVJ2013VJcdVJbbdaWeb 9.7 31

71 ModulationJofJgeneticJassociationsJwithJserumJurateJlevelsJbyJbodyWmassWindexJinJhumansXJPLoSh
ONEVJ2015VJbaVJeabbjhfc 3.7 31

70
WholeWvxomeJSequencingJzdentifiesJ₁ociJrssociatedJwithJsloodJtellJTraitsJandJRevealsJaJRoleJforJ
rlternativeJxwzbsJSpliceJVariantsJinJyumanJyematopoiesisXJAmericanhJournalhofhHumanhGeneticsVJ
2016VJjjVJeibWi

11 31

69 andJ₁ociJzdentifiedJthroughJ₁argeWScaleJvxomeJthipJrnalysisJRegulateJKidneyJuevelopmentJandJ
wunctionXJJournalhofhthehAmericanhSocietyhofhNephrology:hJASNVJ2017VJciVJjibWjje 12.7 30

68 PlateletJfunctionJisJmodifiedJbyJcommonJsequenceJvariationJinJmegakaryocyteJsuperJenhancersXJ
NaturehCommunicationsVJ2017VJiVJbgafi 17.4 30

67 SexWdimorphicJgeneticJeffectsJandJnovelJlociJforJfastingJglucoseJandJinsulinJvariabilityXJNatureh
CommunicationsVJ2021VJbcVJce 17.4 30

66 SilencingJofJRhorJnucleotideJexchangeJfactorVJrRyxvwdVJrevealsJitsJunexpectedJroleJinJironJuptakeXJ
BloodVJ2011VJbbiVJejghWhg 2.2 29

65 uiscoveryJofJrareJvariantsJassociatedJwithJbloodJpressureJregulationJthroughJmetaWanalysisJofJbXdJ
millionJindividualsXJNaturehGeneticsVJ2020VJfcVJbdbeWbddc 36.3 26

(2020-2017)
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64 rJmapJofJtranscriptionalJheterogeneityJandJregulatoryJvariationJinJhumanJmicrogliaXJNatureh
GeneticsVJ2021VJfdVJigbWigi 36.3 26

63 rJgenomeWwideJscreenJforJinteractionsJrevealsJaJnewJlocusJonJepbfJmodifyingJtheJeffectJofJ
waistWtoWhipJratioJonJtotalJcholesterolXJPLoShGeneticsVJ2011VJhVJebaacddd 6 25

62
rssociationsJsetweenJrttentionWueficitYyyperactivityJuisorderJandJVariousJvatingJuisorderskJrJ
SwedishJNationwideJPopulationJStudyJUsingJMultipleJxeneticallyJznformativeJrpproachesXJ
BiologicalhPsychiatryVJ2019VJigVJfhhWfig

7.9 24

61 uisentanglingJtheJgeneticsJofJleanJmassXJAmericanhJournalhofhClinicalhNutritionVJ2019VJbajVJchgWcih 7 24

60 xenomeWwideJmetaWanalysisJofJcommonJvariantJdifferencesJbetweenJmenJandJwomenXJHumanh
MolecularhGeneticsVJ2012VJcbVJeiafWbf 5.6 24

59 ₁ackJofJsupportJforJaJroleJforJR₁zPhgJRRr₁sPbSJinJresponseJtoJtreatmentJorJpredispositionJtoJ
epilepsyXJEpilepsiaVJ2007VJeiVJgheWid 6.4 24

58 znvestigationJofJcommonVJlowWfrequencyJandJrareJgenomeWwideJvariationJinJanorexiaJnervosaXJ
MolecularhPsychiatryVJ2018VJcdVJbbgjWbbia 15.1 24

57 NovelJgeneticJassociationsJwithJserumJlevelJmetabolitesJidentifiedJbyJphenotypeJsetJenrichmentJ
analysesXJHumanhMolecularhGeneticsVJ2014VJcdVJfiehWfh 5.6 23

56 xeneticJdeterminantsJofJvariabilityJinJglycatedJhemoglobinJRybrRbcSSJinJhumanskJreviewJofJrecentJ
progressJandJprospectsJforJuseJinJdiabetesJcareXJCurrenthDiabeteshReportsVJ2011VJbbVJfgcWj 5.6 23

55 PromoterJpolymorphismsJandJallelicJimbalanceJinJrstsbJexpressionXJPharmacogeneticshandh
GenomicsVJ2007VJbhVJjfbWj 1.9 22

54 MulticohortJanalysisJofJtheJmaternalJageJeffectJonJrecombinationXJNaturehCommunicationsVJ2015VJgVJhieg17.4 21

53 SmallJeffectiveJpopulationJsizeJandJgeneticJhomogeneityJinJtheJValJsorberaJisolateXJEuropeanh
JournalhofhHumanhGeneticsVJ2013VJcbVJijWje 5.3 20

52 xenomeWwideJassociationJstudyJidentifiesJtwoJnovelJregionsJatJbbpbfXfWpbdJandJbpdbJwithJmajorJ
impactJonJacuteWphaseJserumJamyloidJrXJPLoShGeneticsVJ2010VJgVJebaabcbd 6 20

51 xeneticJdeterminantsJofJmajorJbloodJlipidsJinJPakistanisJcomparedJwithJvuropeansXJCirculation:h
CardiovascularhGeneticsVJ2010VJdVJdeiWfh 20

50 rJlossJofJfunctionJscreenJofJidentifiedJgenomeWwideJassociationJstudyJ₁ociJrevealsJnewJgenesJ
controllingJhematopoiesisXJPLoShGeneticsVJ2014VJbaVJebaaeefa 6 18

49 xrRwzv₁uJWJxWrSJrnalysisJofJRegulatoryJorJwunctionalJznformationJvnrichmentJwithJ₁uJcorrection 16

48 rJbirdQsWeyeJviewJofJztalianJgenomicJvariationJthroughJwholeWgenomeJsequencingXJEuropeanhJournalh
ofhHumanhGeneticsVJ2020VJciVJedfWeee 5.3 16

47 rJreferenceJpanelJofJgeVjhgJhaplotypesJforJgenotypeJimputation 15
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46 NonadditiveJvffectsJofJxenesJinJyumanJMetabolomicsXJGeneticsVJ2015VJcaaVJhahWbi 4 14

45 znterrogatingJcausalJpathwaysJlinkingJgeneticJvariantsVJsmallJmoleculeJmetabolitesVJandJcirculatingJ
lipidsXJGenomehMedicineVJ2014VJgVJcf 14.4 14

44 ₁ackJofJassociationJofJtheJpregnaneJXJreceptorJRPXRYNRbzcSJgeneJwithJinflammatoryJbowelJdiseasekJ
parallelJallelicJassociationJstudyJandJgeneJwideJhaplotypeJanalysisXJGutVJ2006VJffVJbghgWh 19.2 14

43 TheJroleJofJcommonJvariationJinJdrugJtransporterJgenesJinJrefractoryJepilepsyXJExperthOpinionhonh
PharmacotherapyVJ2005VJgVJbdafWbc 4 14

42 PersonalizedJandJgraphJgenomesJrevealJmissingJsignalJinJepigenomicJdataXJGenomehBiologyVJ2020VJ
cbVJbce 18.3 13

41 ₁argeJgenomeWwideJassociationJstudyJidentifiesJthreeJnovelJriskJvariantsJforJrestlessJlegsJ
syndromeXJCommunicationshBiologyVJ2020VJdVJhad 6.7 11

40 rJgenomeWwideJmetaWanalysisJyieldsJegJnewJlociJassociatingJwithJbiomarkersJofJironJhomeostasisXJ
CommunicationshBiologyVJ2021VJeVJbfg 6.7 11

39 topyJnumberJvariationJofJtheJrPtJgeneJisJassociatedJwithJregulationJofJboneJmineralJdensityXJBoneVJ
2012VJfbVJjdjWed 4.7 10

38 tonsequencesJofJnaturalJperturbationsJinJtheJhumanJplasmaJproteome 10

37 rnJinteractiveJgenomeJbrowserJofJassociationJresultsJfromJtheJUKbaKJcohortsJprojectXJ
BioinformaticsVJ2015VJdbVJeacjWdb 7.2 9

36 wromJxWrSJtoJfunctionkJlessonsJfromJbloodJcellsXJISBThSciencehSeriesVJ2016VJbbVJcbbWcbj 1.1 9

35 xenomeJwideJassociationJanalysisJofJaJfounderJpopulationJidentifiedJTrwdJasJaJgeneJforJMtytJinJ
humansXJPLoShONEVJ2013VJiVJegjcag 3.7 9

34 xeneticJassociationsJatJregulatoryJphenotypesJimproveJfineWmappingJofJcausalJvariantsJforJtwelveJ
immuneWmediatedJdiseases 8

33 xeneticJperturbationJofJPUXbJbindingJandJchromatinJloopingJatJneutrophilJenhancersJassociatesJ
withJautoimmuneJdiseaseXJNaturehCommunicationsVJ2021VJbcVJccji 17.4 7

32 rssociationJofJgeneticJlocikJreplicationJorJnotVJthatJisJtheJquestionXJNeurologyVJ2005VJgeVJbjij 6.5 6

31 zntegrativeJanalysisJofJtheJplasmaJproteomeJandJpolygenicJriskJofJcardiometabolicJdiseasesXJNatureh
MetabolismVJ2021VJdVJbehgWbeid 14.6 6

30 xeneticJvariationJinfluencingJuNrJmethylationJprovidesJinsightsJintoJmolecularJmechanismsJ
regulatingJgenomicJfunctionXXJNaturehGeneticsVJ2022VJ 36.3 6

29 WholeWgenomeJsequencingJassociationJanalysisJofJquantitativeJredJbloodJcellJphenotypeskJTheJ
Ny₁szJTOPMedJprogramXJAmericanhJournalhofhHumanhGeneticsVJ2021VJbaiVJiheWijd 11 5

(2021-2015)
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28
TheJimpactJofJdonorJandJrecipientJcommonJclinicalJandJgeneticJvariationJonJestimatedJglomerularJ
filtrationJrateJinJaJvuropeanJrenalJtransplantJpopulationXJAmericanhJournalhofhTransplantationVJ2019VJ
bjVJccgcWcchd

8.7 4

27 PairedJrRNrWdepletedJandJpolyrWselectedJRNrJsequencingJdataJandJsupportingJmultiWomicsJdataJ
fromJhumanJTJcellsXJScientifichDataVJ2020VJhVJdhg 8.2 4

26 RefiningJtheJaccuracyJofJvalidatedJtargetJidentificationJthroughJcodingJvariantJfineWmappingJinJtypeJ
cJdiabetes 4

25 zntegrativeJanalysisJofJtheJplasmaJproteomeJandJpolygenicJriskJofJcardiometabolicJdiseases 4

24 zmmuneJdiseaseJvariantsJmodulateJgeneJexpressionJinJregulatoryJtueUJTJcellsJandJinformJdrugJtargets 4

23 MitochondrialJuNrJvariantsJmodulateJNWformylmethionineVJproteostasisJandJriskJofJlateWonsetJ
humanJdiseasesXJNaturehMedicineVJ2021VJchVJbfgeWbfhf 50.5 4

22 TheJinfluenceJofJrareJvariantsJinJcirculatingJmetabolicJbiomarkersXJPLoShGeneticsVJ2020VJbgVJebaaigaf 6 3

21 xeneticJrnalysesJofJsloodJtellJStructureJforJsiologicalJandJPharmacologicalJznference 3

20 TheJPolygenicJandJMonogenicJsasisJofJsloodJTraitsJandJuiseases 3

19 ResolvingJvariantWtoWfunctionJrelationshipsJinJhematopoiesisXJNaturehGeneticsVJ2019VJfbVJfibWfid 36.3 2

18 NoJvvidenceJofJPersistenceJorJznheritanceJofJMitochondrialJuNrJtopyJNumberJinJyolocaustJ
SurvivorsJandJTheirJuescendantsXJFrontiershinhGeneticsVJ2020VJbbVJih 4.5 2

17 PlateletJxenomicsJ2013VJghWij 2

16 tommonJgeneticJvariantsJdoJnotJassociateJwithJtruJinJfamilialJhypercholesterolemiaXJEuropeanh
JournalhofhHumanhGeneticsVJ2014VJccVJiajWbd 5.3 2

15 NetworkWbasedJmetaboliteJratiosJforJanJimprovedJfunctionalJcharacterizationJofJgenomeWwideJ
associationJstudyJresults 2

14 tomparativeJanalysisJofJneutrophilJandJmonocyteJepigenomes 2

13 wUTgJdeficiencyJcompromisesJbasophilJfunctionJbyJselectivelyJabrogatingJtheirJsialylW₁ewisJxJ
expressionXJCommunicationshBiologyVJ2021VJeVJidc 6.7 2

12 vffectsJofJadiposityJonJtheJhumanJplasmaJproteomekJobservationalJandJMendelianJrandomisationJ
estimatesXJInternationalhJournalhofhObesityVJ2021VJefVJcccbWcccj 5.5 2

11 yigherJbodyJmassJindexJraisesJimmatureJplateletJcountkJpotentialJcontributionJtoJobesityWrelatedJ
thrombosisXXJPlateletsVJ2022VJbWba 3.6 1
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10 MachineJlearningJoptimizedJpolygenicJscoresJforJbloodJcellJtraitsJidentifyJsexWspecificJtrajectoriesJ
andJgeneticJcorrelationsJwithJdiseaseXXJCellhGenomicsVJ2022VJcVJNone 1

9 VariationJinJPUXbJbindingJandJchromatinJloopingJatJneutrophilJenhancersJinfluencesJautoimmuneJ
diseaseJsusceptibility 1

8 WholeJgenomeJsequencingJassociationJanalysisJofJquantitativeJredJbloodJcellJphenotypeskJtheJ
Ny₁szJTOPMedJprogram 1

7 zdentifyingJtissuesJimplicatedJinJrnorexiaJNervosaJusingJTranscriptomicJzmputation 1

6 WholeWgenomeJsequencingJinJdiverseJsubjectsJidentifiesJgeneticJcorrelatesJofJleukocyteJtraitskJTheJ
Ny₁szJTOPMedJprogramXJAmericanhJournalhofhHumanhGeneticsVJ2021VJbaiVJbidgWbifb 11 1

5 xeneticJassociationJstudieskJwebWbasedJresourcesJforJeffectiveJscreeningJandJassessmentJofJ
candidateJgenesJandJpathwaysXJHumanhGenomicsVJ2004VJbVJdahWj 6.8 1

4 xeneticJassociationsJatJregulatoryJphenotypesJimproveJfineWmappingJofJcausalJvariantsJforJbcJ
immuneWmediatedJdiseasesXXJNaturehGeneticsVJ2022VJfeVJcfbWcgc 36.3 1

3 znterpretingJrssociationJSignalsJ2011VJcgbWchg

2 StrategiesJandJResourcesJforJMarkerJSelectionJandJxenotypingJinJxeneticJrssociationJStudiesXJ
MethodshinhPharmacologyhandhToxicologyVJ2008VJbejWbid 1.1

1
rJtommonJSingleJNucleotideJPolymorphismJinJtheJthromosomeJhqccXdJRegionVJWhichJzsJ
wrequentlyJueletedJinJMyeloidJMalignanciesVJzsJrssociatedJwithJMeanJPlateletJVolumeJandJPlateletJ
wunctionJinJyealthyJzndividualsXJBloodVJ2008VJbbcVJigWig
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