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k Paper IF Citations

112 yutomatedORecommendationOofOResearchOKeywordsOfromOPubMedOThatOSuggestOtheOMolecularO
MechanismOyssociatedOwithOziomarkerOMetaboliteseeOMetabolitescO2022cOhicO 5.6 1

111 MetabolomicsdbasedOphenotypicOscreensOforOevaluationOofOdrugOsynergyOviaOdirectdinfusionOmassO
spectrometryeeOISciencecO2022cOimcOhgliih 6.1 0

110 IncreasedOcarvoneOproductionOinO¹scherichiaOcoliObyObalancingOlimoneneOconversionOenzymeO
expressionOviaOtargetedOquantificationOconcatamerOproteomeOanalysiseOScientificiReportscO2021cOhhcOiihin4.9 0

109 SeeddcoatOprotectiveOneolignansOareOproducedObyOtheOdirigentOproteinOyt³PhOandOtheOlaccaseO
ytLy mOinOyrabidopsiseOPlantiCellcO2021cOkkcOhiqdhmi 11.6 5

108 MutationsOinOhikinOandOslrhqhnOleadOtoOhighdlightOstressOtoleranceOinOSynechocystisOspeOP  npgkeO
CommunicationsiBiologycO2021cOlcOklk 6.7 4

107 ynalysesOofOLipidOyO³iversityOinOΔramdNegativeOIntestinalOzacteriaOUsingOLiquidO
 hromatographydQuadrupoleOTimedofdFlightOMassOSpectrometryeOMetabolitescO2021cOhhcO 5.6 1

106 RandomOTransferOofOΔenesOintoORevealsOaO omplexOzackgroundOofOβeatOToleranceeOJournaliofiFungii
sBaselwiSwitzerlandtcO2021cOocO 5.6 2

105  omparativeO dmetabolicOfluxOanalysisOindicatesOelevationOofOyTPOregenerationcOcarbonOdioxidecOandO
heatOproductionOinOindustrialOSaccharomycesOcerevisiaeOstrainseOBiotechnologyiJournalcO2021cOeiggglkp 5.6 0

104 SyntheticOproductionOofOprenylatedOnaringeninsOinOyeastOusingOpromiscuousOmicrobialO
prenyltransferaseseOMetaboliciEngineeringiCommunicationscO2021cOhicOegghnq 6.5 3

103 FakeOmetabolomicsOchromatogramOgenerationOforOfacilitatingOdeepOlearningOofOpeakdpickingOneuralO
networkseOJournaliofiBioscienceiandiBioengineeringcO2021cOhkhcOigodihi 3.3 0

102 SoftdsensorOdevelopmentOforOmonitoringOtheOlysineOfermentationOprocesseOJournaliofiBioscienceiandi
BioengineeringcO2021cOhkicOhpkdhpq 3.3 1

101 ProteomeOanalysisOofOresponseOtoOdifferentOspectralOlightOirradiationOinOSynechocystisOspeOP  OnpgkeO
JournaliofiProteomicscO2021cOilncOhglkgn 3.9 1

100 TreatmentOofORetinoblastomaOhdIntactOβepatocellularO arcinomaOWithO yclind³ependentOKinaseOlfnO
InhibitorO ombinationOTherapyeOHepatologycO2021cOolcOhqohdhqqk 11.2 8

99 mfapyrOynOopendsourceOPythonOpackageOforO dbasedOmetabolicOfluxOanalysiseOMetaboliciEngineeringi
CommunicationscO2021cOhkcOegghoo 6.5 0

98  omputationalOdataOminingOmethodOforOisotopomerOanalysisOinOtheOquantitativeOassessmentOofO
metabolicOreprogrammingeOScientificiReportscO2020cOhgcOipn 4.9 5

97 ¹ffectsOofOmutationsOofOΔI³OproteindcodingOgenesOonOmalateOproductionOandOenzymeOexpressionO
profilesOinOSaccharomycesOcerevisiaeeOAppliediMicrobiologyiandiBiotechnologycO2020cOhglcOlqohdlqpk 5.7 4

96 ³roughtOStressOResponsesOinO ontextdSpecificOΔenomedScaleOMetabolicOModelsOofeOMetabolitescO
2020cOhgcO 5.6 5
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95 ¹ffectsOofOOrganicOSolventsOonO ancerOMetabolismeOJournaliofitheiMassiSpectrometryiSocietyiofi
JapancO2020cOnpcOqgdqi 0.2

94 NovelOallostericOinhibitionOofOphosphoribulokinaseOidentifiedObyOensembleOkineticOmodelingOofOspeO
P  OnpgkOmetabolismeOMetaboliciEngineeringiCommunicationscO2020cOhhcOegghmk 6.5 1

93 ³ataOsciencedbasedOmodelingOofOtheOlysineOfermentationOprocesseOJournaliofiBioscienceiandi
BioengineeringcO2020cOhkgcOlgqdlhm 3.3 5

92 ³irectOandOquantitativeOanalysisOofOalteredOmetabolicOfluxOdistributionsOandOcellularOyTPOproductionO
pathwayOinOfumarateOhydrataseddiminishedOcellseOScientificiReportscO2020cOhgcOhkgnm 4.9 1

91 yssessmentOofOProteinO ontentOandOPhosphorylationOLevelOinOspeOP  OnpgkOunderOVariousOΔrowthO
 onditionsOUsingOQuantitativeOPhosphoproteomicOynalysiseOMoleculescO2020cOimcO 4.8 7

90  omparisonOofOmetabolicOprofilesOofOyeastsObasedOonOtheOdifferenceOofOtheO rabtreeOpositiveOandO
negativeeOJournaliofiBioscienceiandiBioengineeringcO2020cOhiqcOmidmp 3.3 9

89 SurvivalOofOmembraneddamagedO¹scherichiaOcoliOinOaOcytosoldmimickingOsolutioneOJournaliofi
BioscienceiandiBioengineeringcO2019cOhipcOmmpdmnk 3.3 0

88 yOFusionOMethodOtoO³evelopOanO¹xpandedOyrtificialOΔenomicORNyOReplicableObyOQ˛†OReplicaseeO
ChemBioChemcO2019cOigcOikkhdikkm 3.8 2

87 TimedresolvedOanalysisOofOshortOtermOmetabolicOadaptationOatOdarkOtransitionOinOSynechocystisOspeO
P  OnpgkeOJournaliofiBioscienceiandiBioengineeringcO2019cOhipcOlildlip 3.3 4

86 TheophyllinedinducibleOriboswitchOaccuratelyOregulatesOproteinOexpressionOatOlowOlevelOinO
¹scherichiaOcolieOBiotechnologyiLetterscO2019cOlhcOolkdomh 3 4

85 InterdLaboratoryO omparisonOofOMetaboliteOMeasurementsOforOMetabolomicsO³ataOIntegrationeO
MetabolitescO2019cOqcO 5.6 15

84 RepressionOofOmitochondrialOmetabolismOforOcytosolicOpyruvatedderivedOchemicalOproductionOinO
SaccharomycesOcerevisiaeeOMicrobialiCelliFactoriescO2019cOhpcOhoo 6.4 3

83 FragmentationOofO³icarboxylicOandOTricarboxylicOycidsOinOtheOKrebsO ycleOUsingOΔ d¹IdMSOandO
Δ d¹IdMSfMSeOMassiSpectrometrycO2019cOpcOyggok 1.7 4

82
SugarOphosphateOanalysisOwithObaselineOseparationOandOsoftOionizationObyOgasO
chromatographydnegativeOchemicalOionizationdmassOspectrometryOimprovesOfluxOestimationOofO
bidirectionalOreactionsOinOcancerOcellseOMetaboliciEngineeringcO2019cOmhcOlkdlq

9.7 4

81 TransomicsOdataddrivencOensembleOkineticOmodelingOforOsystemdlevelOunderstandingOandO
engineeringOofOtheOcyanobacteriaOcentralOmetabolismeOMetaboliciEngineeringcO2019cOmicOiokdipk 9.7 20

80 MagnesiumOstarvationOimprovesOproductionOofOmalonyld oydderivedOmetabolitesOinO¹scherichiaOcolieO
MetaboliciEngineeringcO2019cOmicOihmdiik 9.7 14

79 TargetedOproteomeOanalysisOofOmicroalgaeOunderOhighdlightOconditionsObyOoptimizedOproteinO
extractionOofOphotosyntheticOorganismseOJournaliofiBioscienceiandiBioengineeringcO2019cOhiocOkqldlgi 3.3 4

78 ypplicationOofOadaptiveOlaboratoryOevolutionOtoOovercomeOaOfluxOlimitationOinOanO¹scherichiaOcoliO
productionOstraineOBiotechnologyiandiBioengineeringcO2018cOhhmcOhmlidhmmh 4.9 17
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77 MetabolicOfluxOofOtheOoxidativeOpentoseOphosphateOpathwayOunderOlowOlightOconditionsOinO
SynechocystisOspeOP  OnpgkeOJournaliofiBioscienceiandiBioengineeringcO2018cOhincOkpdlk 3.3 14

76 MetabolicOengineeringOofOmevalonatedproducingO¹scherichiaOcoliOstrainsObasedOonOthermodynamicO
analysiseOMetaboliciEngineeringcO2018cOlocOhdq 9.7 15

75
¹xpressionOofOSaccharomycesOcerevisiaeOc³NysOtoOenhanceOtheOgrowthOofOnondethanoldproducingO
Se´ cerevisiaeOstrainsOlackingOpyruvateOdecarboxylaseseOJournaliofiBioscienceiandiBioengineeringcO2018
cOhincOkhodkih

3.3 1

74 MolecularO omponentsOofOyrabidopsisOIntactOVacuolesO larifiedOwithOMetabolomicOandOProteomicO
ynalyseseOPlantiandiCelliPhysiologycO2018cOmqcOhkmkdhkni 4.9 3

73 yOpyruvateOcarbonOfluxOtuggingOstrategyOforOincreasingOickdbutanediolOproductionOandOreducingO
ethanolOsubgenerationOinOtheOyeasteOBiotechnologyiforiBiofuelscO2018cOhhcOhpg 7.8 16

72
TranscriptomeOanalysisOofOtheOcyanobacteriumOSynechocystisOspeOP  OnpgkOandOmechanismsOofO
photoinhibitionOtoleranceOunderOextremeOhighOlightOconditionseOJournaliofiBioscienceiandi
BioengineeringcO2018cOhincOmqndngi

3.3 15

71  omparativeOanalysisOofOfermentationOandOenzymeOexpressionOprofilesOamongOindustrialO
SaccharomycesOcerevisiaeOstrainseOAppliediMicrobiologyiandiBiotechnologycO2018cOhgicOogohdogph 5.7 3

70 MassOSpectrometrydzasedOMethodOtoOStudyOInhibitordInducedOMetabolicORedirectionOinOtheO entralO
MetabolismOofO ancerO ellseOMassiSpectrometrycO2018cOocOyggno 1.7 4

69  omparativeOTargetedOProteomicsOofOtheO entralOMetabolismOandOPhotosystemsOinOSig¹OMutantO
StrainsOofOspeOP  OnpgkeOMoleculescO2018cOikcO 4.8 8

68  dmetabolicOfluxOanalysisOofOethanoldassimilatingOSaccharomycesOcerevisiaeOforO
SdadenosyldLdmethionineOproductioneOMicrobialiCelliFactoriescO2018cOhocOpi 6.4 9

67 OmicsdIntegratedOypproachOforOMetabolicOStateOynalysisOofOMicrobialOProcessesO2017cOihkdikn

66 SyntheticOmetabolicObypassOforOaOmetabolicOtoggleOswitchOenhancesOacetyld oyOsupplyOforO
isopropanolOproductionObyO¹scherichiaOcolieOJournaliofiBioscienceiandiBioengineeringcO2017cOhikcOnimdnkk 3.3 24

65 RewiringOofOembryonicOglucoseOmetabolismOviaOsuppressionOofOPFKdhOandOaldolaseOduringOmouseO
chorioallantoicObranchingeODevelopmentisCambridgetcO2017cOhllcOnkdok 6.6 43

64 ³ifferencesOinOglucoseOyieldOofOresiduesOfromOamongOvarietiesOofOricecOwheatcOandOsorghumOafterO
diluteOacidOpretreatmenteOBiosciencewiBiotechnologyiandiBiochemistrycO2017cOphcOhnmgdhnmn 2.1 2

63
βeterologousOexpressionOofObacterialOphosphoenolOpyruvateOcarboxylaseOandO¹ntnerd³oudoroffO
pathwayOinOSaccharomycesOcerevisiaeOforOimprovementOofOisobutanolOproductioneOJournaliofi
BioscienceiandiBioengineeringcO2017cOhilcOinkdiog

3.3 12

62 LipoproteinOprofilingOmethodologyObasedOonOdeterminationOofOapolipoproteinOconcentrationeO
BioanalysiscO2017cOqcOqdhq 2.1 2

61
yOβighlyOSpecificOΔenomedWideOyssociationOStudyOIntegratedOwithOTranscriptomeO³ataORevealsOtheO
 ontributionOofO opyONumberOVariationsOtoOSpecializedOMetabolitesOinOyrabidopsisOthalianaO
yccessionseOMoleculariBiologyiandiEvolutioncO2017cOklcOkhhhdkhii

8.3 5

60
MetabolicOengineeringOofOSynechococcusOelongatusOP  OoqliOforOimprovementOofOhckdpropanediolO
andOglycerolOproductionObasedOonOinOsilicoOsimulationOofOmetabolicOfluxOdistributioneOMicrobialiCelli
FactoriescO2017cOhncOihi

6.4 26
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59 LearningOfromOquantitativeOdataOtoOunderstandOcentralOcarbonOmetabolismeOBiotechnologyiAdvancescO
2017cOkmcOqohdqpg 17.8 18

58 MetabolicOengineeringOofOisopropylOalcoholdproducingO¹scherichiaOcoliOstrainsOwithO dmetabolicOfluxO
analysiseOBiotechnologyiandiBioengineeringcO2017cOhhlcOiopidioqk 4.9 15

57 MetabolicOFluxOynalysisOofOtheOSynechocystisOspeOP  OnpgkO˛�nrtyz ³OMutantORevealsOaOMechanismO
forOMetabolicOydaptationOtoONitrogendLimitedO onditionseOPlantiandiCelliPhysiologycO2017cOmpcOmkodmlm 4.9 14

56 ycetatedmediatedOnovelOsurvivalOstrategyOagainstOdroughtOinOplantseONatureiPlantscO2017cOkcOhogqo 11.5 129

55  dmetabolicOfluxOanalysisOforOmevalonatedproducingOstrainOofO¹scherichiaOcolieOJournaliofiBiosciencei
andiBioengineeringcO2017cOhikcOhoodhpi 3.3 35

54 ypplicationOStudiesOUsingOMetabolomicseOJournaliofitheiMassiSpectrometryiSocietyiofiJapancO2017cO
nmcOiigdiii 0.2

53
ynalysisOofOMetabolicO³ynamicsOinOMetabolomicsrOMeasurementOofOMetabolicO³ynamicsObyOMassO
SpectrometryOviaOIsotopeOLabelingOKineticseOJournaliofitheiMassiSpectrometryiSocietyiofiJapancO2017
cOnmcOihgdihl

0.2

52 PredictionOofOβopelessOPeptidesOUnlikelyOtoObeOSelectedOforOTargetedOProteomeOynalysiseOMassi
SpectrometrycO2017cOncOyggmn 1.7 6

51 βydrophilicOMetaboliteOynalysiseOJournaliofitheiMassiSpectrometryiSocietyiofiJapancO2017cOnmcOhqmdhqp 0.2

50 TargetedOproteomeOanalysisOofOsingledgeneOdeletionOstrainsOofOSaccharomycesOcerevisiaeOlackingO
enzymesOinOtheOcentralOcarbonOmetabolismeOPLoSiONEcO2017cOhicOeghoioli 3.7 13

49 RewiringOofOembryonicOglucoseOmetabolismOviaOsuppressionOofOPFKdhOandOaldolaseOduringOmouseO
chorioallantoicObranchingeOJournaliofiCelliSciencecO2017cOhkgcOehehdeheh 5.3

48 TechnicalO hallengesOinOMassOSpectrometrydzasedOMetabolomicseOMassiSpectrometrycO2016cOmcOSggmi 1.7 29

47
TowardOtheOcompleteOutilizationOofOriceOstrawrOMethaneOfermentationOandOligninOrecoveryObyOaO
combinationalOprocessOinvolvingOmechanicalOmillingcOsupportingOmaterialOandOnanofiltrationeO
BioresourceiTechnologycO2016cOihncOpkgdo

11 20

46 RegularOexpressionsOofOMSfMSOspectraOforOpartialOannotationOofOmetaboliteOfeatureseOMetabolomicscO
2016cOhicOh 4.7 4

45 OrganosolvOpretreatmentOofOsorghumObagasseOusingOaOlowOconcentrationOofOhydrophobicOsolventsO
suchOasOhdbutanolOorOhdpentanoleOBiotechnologyiforiBiofuelscO2016cOqcOio 7.8 45

44
OverexpressingOenzymesOofOtheO¹hrlichOpathwayOandOdeletingOgenesOofOtheOcompetingOpathwayOinO
SaccharomycesOcerevisiaeOforOincreasingOidphenylethanolOproductionOfromOglucoseeOJournaliofi
BioscienceiandiBioengineeringcO2016cOhiicOkldq

3.3 27

43
Δ dMSfMSOsurveyOofOcollisiondinducedOdissociationOofOtertdbutyldimethylsilyldderivatizedOaminoO
acidsOandOitsOapplicationOtoOWhkZ dmetabolicOfluxOanalysisOofO¹scherichiaOcoliOcentralOmetabolismeO
AnalyticaliandiBioanalyticaliChemistrycO2016cOlgpcOnhkkdlg

4.4 10

42 PositiveOeffectsOofOprolineOadditionOonOtheOcentralOmetabolismOofOwilddtypeOandOlacticO
aciddproducingOSaccharomycesOcerevisiaeOstrainseOBioprocessiandiBiosystemsiEngineeringcO2016cOkqcOhohhdn3.7 1

(2016-2017)
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41 MetabolicOydaptationOtoONutritionalOStressOinOβumanO olorectalO ancereOScientificiReportscO2016cOncOkplhm4.9 39

40 InvestigationOofOusefulOcarbonOtracersOforO dmetabolicOfluxOanalysisOofObyOconsideringOfiveO
experimentallyOdeterminedOfluxOdistributionseOMetaboliciEngineeringiCommunicationscO2016cOkcOhpodhqm 6.5 12

39 MetabolomeOanalysisOofOSaccharomycesOcerevisiaeOandOoptimizationOofOcultureOmediumOforO
SdadenosyldLdmethionineOproductioneOAMBiExpresscO2016cOncOkp 4.1 17

38 PrecipitateOobtainedOfollowingOmembraneOseparationOofOhydrothermallyOpretreatedOriceOstrawO
liquidOrevealedObyOi³ONMROtoOhaveOhighOligninOcontenteOBiotechnologyiforiBiofuelscO2015cOpcOpp 7.8 20

37 WhkZ dmetabolicOfluxOanalysisOinOSdadenosyldLdmethionineOproductionObyOSaccharomycesOcerevisiaeeO
JournaliofiBioscienceiandiBioengineeringcO2015cOhigcOmkidp 3.3 26

36 MetabolicOcharacterizationOofOculturedOmammalianOcellsObyOmassObalanceOanalysiscOtracerOlabelingO
experimentsOandOcomputerdaidedOsimulationseOJournaliofiBioscienceiandiBioengineeringcO2015cOhigcOoimdkh3.3 9

35 ybsoluteOquantitationOofOglycolyticOintermediatesOrevealsOthermodynamicOshiftsOinOSaccharomycesO
cerevisiaeOstrainsOlackingOPFKhOorOZWFhOgeneseOJournaliofiBioscienceiandiBioengineeringcO2015cOhigcOipgdn3.3 22

34 MetabolomedgenomedwideOassociationOstudyOdissectsOgeneticOarchitectureOforOgeneratingOnaturalO
variationOinOriceOsecondaryOmetabolismeOPlantiJournalcO2015cOphcOhkdik 6.9 114

33 InOSilicoOMetabolicOPathwayO³esignOandOhk dzasedOMetabolicOFluxOynalysisOforOziodProductioneO
KagakuiToiSeibutsucO2015cOmkcOlmmdlnh 0

32 ¹valuationOofOzrachypodiumOdistachyonOLdTyrosineO³ecarboxylaseOUsingOLdTyrosineOOverdProducingO
SaccharomycesOcerevisiaeeOPLoSiONEcO2015cOhgcOeghimlpp 3.7 1

31
NanodscaleOliquidOchromatographyOcoupledOtoOtandemOmassOspectrometryOusingOtheOmultipleO
reactionOmonitoringOmodeObasedOquantitativeOplatformOforOanalyzingOmultipleOenzymesOassociatedO
withOcentralOmetabolicOpathwaysOofOSaccharomycesOcerevisiaeOusingOultraOfastOmassOspectrometryeO
JournaliofiBioscienceiandiBioengineeringcO2015cOhhqcOhhodig

3.3 12

30 ´„´‡ dbasedOmetabolicOfluxOanalysisOofOSaccharomycesOcerevisiaeOwithOaOreducedO rabtreeOeffecteO
JournaliofiBioscienceiandiBioengineeringcO2015cOhigcOhlgdl 3.3 16

29  hangesOinOLigninOandOPolysaccharideO omponentsOinOhkO ultivarsOofORiceOStrawOfollowingO³iluteO
ycidOPretreatmentOasOStudiedObyOSolutiondStateOi³Ohβdhk ONMReOPLoSiONEcO2015cOhgcOeghiplho 3.7 21

28 ThreeOgeneOexpressionOvectorOsetsOforOconcurrentlyOexpressingOmultipleOgenesOinOSaccharomycesO
cerevisiaeeOFEMSiYeastiResearchcO2014cOhlcOkqqdlhh 3.1 25

27 IncreasedObiomassOproductionOandOglycogenOaccumulationOinOapc¹OgeneOdeletedOSynechocystisOspeO
P  OnpgkeOAMBiExpresscO2014cOlcOho 4.1 17

26 IntegratedOmetabolicOfluxOandOomicsOanalysisOofOSynechocystisOspeOP  OnpgkOunderOmixotrophicOandO
photoheterotrophicOconditionseOPlantiandiCelliPhysiologycO2014cOmmcOhngmdhi 4.9 60

25 RethinkingOMassOSpectrometrydzasedOSmallOMoleculeOIdentificationOStrategiesOinOMetabolomicseO
MassiSpectrometrycO2014cOkcOSggkp 1.7 10

24 WinnersOofO ySMIighkrOyutomatedOToolsOandO hallengeO³ataeOMassiSpectrometrycO2014cOkcOSggkq 1.7 22
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23 OpenMebiusrOanOopenOsourceOsoftwareOforOisotopicallyOnonstationaryOhk dbasedOmetabolicOfluxO
analysiseOBioMediResearchiInternationalcO2014cOighlcOnioghl 3 72

22 RrekoOstimulatesOaccumulationOofOidoxoglutarateOandOglycogenOunderOnitrogenOstarvationOinO
SynechocystisOspeOP  OnpgkeOFEBSiLetterscO2014cOmppcOlnndoh 3.8 26

21
¹valuationOofOcontrolOmechanismsOforOSaccharomycesOcerevisiaeOcentralOmetabolicOreactionsOusingO
metabolomeOdataOofOeightOsingledgeneOdeletionOmutantseOAppliediMicrobiologyiandiBiotechnologycO
2013cOqocOkmnqdoo

5.7 7

20 IncreasedOisobutanolOproductionOinOSaccharomycesOcerevisiaeObyOeliminatingOcompetingOpathwaysO
andOresolvingOcofactorOimbalanceeOMicrobialiCelliFactoriescO2013cOhicOhhq 6.4 102

19 MethodOforOassessingOtheOstatisticalOsignificanceOofOmassOspectralOsimilaritiesOusingObasicOlocalO
alignmentOsearchOtoolOstatisticseOAnalyticaliChemistrycO2013cOpmcOpiqhdo 7.8 26

18 IntegrativeOynalysisOofOSecondaryOMetabolismOandOTranscriptORegulationOinOyrabidopsisOThalianaO
2013cOhomdhqm

17  urrentOmetabolomicsrOpracticalOapplicationseOJournaliofiBioscienceiandiBioengineeringcO2013cOhhmcOmoqdpq3.3 188

16 ³evelopmentOofOmicrobialOcellOfactoriesOforObiodrefineryOthroughOsyntheticObioengineeringeOJournali
ofiBiotechnologycO2013cOhnkcOigldhn 3.7 46

15 PRIMeOUpdaterOinnovativeOcontentOforOplantOmetabolomicsOandOintegrationOofOgeneOexpressionOandO
metaboliteOaccumulationeOPlantiandiCelliPhysiologycO2013cOmlcOem 4.9 72

14 WidelyOtargetedOmetabolicOprofilingOanalysisOofOyeastOcentralOmetaboliteseOJournaliofiBioscienceiandi
BioengineeringcO2012cOhhkcOnnmdok 3.3 81

13 ³issectionOofOgenotypedphenotypeOassociationsOinOriceOgrainsOusingOmetabolomeOquantitativeOtraitO
lociOanalysiseOPlantiJournalcO2012cOogcOnildkn 6.9 155

12 ΔeneticOengineeringOtoOenhanceOtheO¹hrlichOpathwayOandOalterOcarbonOfluxOforOincreasedOisobutanolO
productionOfromOglucoseObyOSaccharomycesOcerevisiaeeOJournaliofiBiotechnologycO2012cOhmqcOkido 3.7 131

11 RIK¹NOtandemOmassOspectralOdatabaseOWReSpectZOforOphytochemicalsrOaOplantdspecificOMSfMSdbasedO
dataOresourceOandOdatabaseeOPhytochemistrycO2012cOpicOkpdlm 4 214

10  onstructionOofOanOartificialOpathwayOforOisobutanolObiosynthesisOinOtheOcytosolOofOSaccharomycesO
cerevisiaeeOBiosciencewiBiotechnologyiandiBiochemistrycO2012cOoncOihkqdlh 2.1 30

9 MassOspectradbasedOframeworkOforOautomatedOstructuralOelucidationOofOmetabolomeOdataOtoO
exploreOphytochemicalOdiversityeOFrontiersiiniPlantiSciencecO2011cOicOlg 6.2 25

8 ¹ngineeringOstrategyOofOyeastOmetabolismOforOhigherOalcoholOproductioneOMicrobialiCelliFactoriescO
2011cOhgcOog 6.4 38

7 MetabolicOprofilingOandOcytologicalOanalysisOofOproanthocyanidinsOinOimmatureOseedsOofOyrabidopsisO
thalianaOflavonoidOaccumulationOmutantseOPlantiJournalcO2010cOnicOmlqdmq 6.9 66

6 ytMet¹xpressOdevelopmentrOaOphytochemicalOatlasOofOyrabidopsisOdevelopmenteOPlantiPhysiologycO
2010cOhmicOmnndop 6.6 149

(2010-2014)
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5 MetabolomicsOforOfunctionalOgenomicscOsystemsObiologycOandObiotechnologyeOAnnualiReviewiofiPlanti
BiologycO2010cOnhcOlnkdpq 30.7 521

4 MasszankrOaOpublicOrepositoryOforOsharingOmassOspectralOdataOforOlifeOscienceseOJournaliofiMassi
SpectrometrycO2010cOlmcOogkdhl 2.2 1321

3 yssessmentOofOmetabolomeOannotationOqualityrOaOmethodOforOevaluatingOtheOfalseOdiscoveryOrateOofO
elementalOcompositionOsearcheseOPLoSiONEcO2009cOlcOeolqg 3.7 56

2 MSfMSOspectralOtagdbasedOannotationOofOnondtargetedOprofileOofOplantOsecondaryOmetaboliteseOPlanti
JournalcO2009cOmocOmmmdoo 6.9 191

1  omprehensiveOflavonolOprofilingOandOtranscriptomeOcoexpressionOanalysisOleadingOtoOdecodingO
genedmetaboliteOcorrelationsOinOyrabidopsiseOPlantiCellcO2008cOigcOihngdon 11.6 308
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