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51 TropicalNandNsubtropicalNwsiaUsNvaluedNtreeNspeciesNunderNthreatdNConservationeBiologybN2021bN 6 1

50 InteractionNbetweenNandNItsNHostbNtheNSubterraneanNTermiteNduringNtheNInfectionNProcessdNBiologybN
2021bNgfbN 4.9 4

49 TheNcompleteNchloroplastNgenomeNofNWallaNPattabNVThymelaeaceaeWbNanNagarwoodcproducingNtreeN
speciesNfromNSriNLankadNMitochondrialeDNAeParteB:eResourcesbN2021bNlbNgloocgmfg 0.5 0

48 SurveybNIdentificationbNandNPathogenicityNofNyeratocystisNfimbriataNyomplexNwssociatedNwithNWiltN
ziseaseNonNwcaciaNmangiumNinNMalaysiadNForestsbN2021bNghbNgmnh 2.8 2

47 yrosscamplificationNofNmicrosatelliteNmarkersNacrossNagarwoodcproducingNspeciesNofNtheNwquilarieaeN
tribeNVThymelaeaceaeWdNzeBiotechbN2020bNgfbNgfi 2.8 2

46 yomparisonNofNeightNcompleteNchloroplastNgenomesNofNtheNendangeredNwquilariaNtreeNspeciesN
VThymelaeaceaeWNandNtheirNphylogeneticNrelationshipsdNScientificeReportsbN2020bNgfbNgifij 4.9 5

45 ImprovedNgelcenhancedNliquidNchromatographycmassNspectrometryNbyNchemometricsNforNhalalN
proteomicsdNChemometricseandeIntelligenteLaboratoryeSystemsbN2019bNgohbNgfinhk 3.8 3

44
MorphologyNandNmolecularNphylogeneticNplacementNofNaNcoastalNshipwormNVxactronophorusN
thoracitesNVGouldbNgnlhWbNTeredinidaeWNfromNPeninsularNMalaysiadNRegionaleStudieseineMarineeSciencebN
2019bNhobNgffloj

1.5

43 TimecbasedNLycMSeMSNanalysisNprovidesNinsightsNintoNearlyNresponsesNtoNmechanicalNwoundingbNaN
majorNtriggerNtoNagarwoodNformationNinNLamddNRSCeAdvancesbN2019bNobNgninicgnioi 3.7 1

42 TheNcompleteNchloroplastNgenomeNsequenceNofNyhengalNVbNzipterocarpaceaeWbNaNdurableNtropicalN
hardwooddNMitochondrialeDNAeParteB:eResourcesbN2019bNjbNgochf 0.5 4

41
ziversityNandNcharacterizationNofNlignocellulolyticNfungiNisolatedNfromNoilNpalmNemptyNfruitNbunchbN
andNidentificationNofNinfluencingNfactorsNofNnaturalNcompostingNprocessdNWasteeManagementbN2019bN
gffbNghncgim

8.6 7

40 zamagingNInsectNPestsNandNziseasesNandNTheirNThreatsNtoNwgarwoodNTreeNPlantationsN2019bNjnbNjomckfm 2

39
RapidNdetectionNofNseveralNendangeredNagarwoodcproducingNwquilariaNspeciesNandNtheirNpotentialN
adulterantsNusingNplantNzNwNbarcodesNcoupledNwithNhighcresolutionNmeltingNVxarcHRMWNanalysisdN
HolzforschungbN2019bNmibNjikcjjj

2 5

38 HistoryNandNperspectivesNofNinductionNtechnologyNforNagarwoodNproductionNfromNcultivatedN
wquilariaNinNwsiapNaNreviewdNJournaleofeForestryeResearchbN2019bNifbNgcgg 2 30

37 FirstNRecordNofNxasalNStemNRotNofNFoxtailNPalmNWodyetiaNbifurcataNyausedNbyNGanodermaNboninenseN
inNMalaysiadNPlanteDiseasebN2018bNgfhbNgjlgcgjlg 1.5 2

36 yomparisonNofNteakNwoodNpropertiesNaccordingNtoNforestNmanagementpNshortNversusNlongNrotationdN
AnnalseofeForesteSciencebN2018bNmkbNg 3.1 23

35
UtilizationNofNtheNinternalNtranscribedNspacerNVITSWNzNwNsequenceNtoNtraceNtheNgeographicalNsourcesN
ofNwquilariaNmalaccensisNLamdNpopulationsdNPlanteGeneticeResources:eCharacterisationeandeUtilisationbN
2018bNglbNgficggg

1 4

Rozi Mohamed

2



34 GenomeNSizebNMolecularNPhylogenybNandN×volutionaryNHistoryNofNtheNTribeNwquilarieaeN
VThymelaeaceaeWbNtheNNaturalNSourceNofNwgarwooddNFrontierseinePlanteSciencebN2018bNobNmgh 6.2 11

33
ziversityNandNyharacterizationNofN×ndophyticNFungiNIsolatedNFromNtheNTropicalNMangroveNSpeciesbNbN
andNIdentificationNofNPotentialNwntagonistsNwgainstNtheNSoilcxorneNFungusbdNFrontierseineMicrobiology
bN2018bNobNgmfm

5.7 55

32 yhemometricscwssistedNShotgunNProteomicsNforN×stablishmentNofNPotentialNPeptideNMarkersNofN
NoncHalalNPorkNVSusNscrofaWNamongNHalalNxeefNandNyhickendNFoodeAnalyticaleMethodsbN2018bNggbNikfkcikgk3.4 10

31 zifferentiallyN×xpressedNWoundcresponsecrelatedNProteinsNfromNaNMajorNwgarwoodcproducingNTreebN
wquilariaNmalaccensisNLamdNIdentifiedNviaNhczN×lectrophoresisdNCurrenteProteomicsbN2018bNgkbNhogchon 0.7 2

30 PhylogeneticNRelatednessNofNSeveralNwgarwoodcProducingNTaxaNVThymelaeaceaeWNfromNIndonesiadN
TropicaleLifeeScienceseResearchbN2018bNhobNgichn 1.1 8

29 TheNcompleteNchloroplastNgenomeNofNLamdNVThymelaeaceaeWbNanNimportantNandNthreatenedN
agarwoodcproducingNtreeNspeciesdNMitochondrialeDNAeParteB:eResourcesbN2018bNibNgghfcgghg 0.5 5

28 PharmacologicalNpropertiesNofNagarwoodNteaNderivedNfromNwquilariaNVThymelaeaceaeWNleavespNwnN
emergingNcontemporaryNherbalNdrinkdNJournaleofeHerbaleMedicinebN2017bNgfbNimcjj 2.3 18

27 PlantNcytochromeNPjkfspNnomenclatureNandNinvolvementNinNnaturalNproductNbiosynthesisdN
ProtoplasmabN2016bNhkibNggomchfo 3.4 29

26
RediscoveryNofNwquilariaNrostrataNVThymelaeaceaeWbNaNspeciesNthoughtNtoNbeNextinctbNandNnotesNonN
wquilariaNconservationNinNPeninsularNMalaysiadNBlumea:eJournaleofePlanteTaxonomyeandePlante
GeographybN2016bNlgbNgicgo

1 7

25 TheNOriginNandNzomesticationNofNwquilariabNanNImportantNwgarwoodcProducingNGenusdNTropicale
ForestrybN2016bNgchf 12

24 KeepingNUpNwppearancespNwgarwoodNGradesNandNQualitydNTropicaleForestrybN2016bNgjocglm 5

23 UnderstandingNwgarwoodNFormationNandNItsNyhallengesdNTropicaleForestrybN2016bNiockl 15

22 zNwNxarcodingNofNtheN×ndangeredNwquilariaNVThymelaeaceaeWNandNItsNwpplicationNinNSpeciesN
wuthenticationNofNwgarwoodNProductsNTradedNinNtheNMarketdNPLoSeONEbN2016bNggbNefgkjlig 3.7 34

21
TranscriptomeNrevealsNsenescingNcallusNtissueNofNwquilariaNmalaccensisbNanNendangeredNtropicalNtreebN
triggersNsimilarNresponseNasNwoundingNwithNrespectNtoNterpenoidNbiosynthesisdNTreeeGeneticseande
GenomesbN2016bNghbNg

2.1 10

20 RapidNspeciesNidentificationNofNhighlyNdegradedNagarwoodNproductsNfromNwquilariaNusingNrealctimeN
PyRdNConservationeGeneticseResourcesbN2016bNnbNkngcknk 0.8 1

19 TemporalNandNspatialNexpressionNofNterpeneNsynthaseNgenesNassociatedNwithNagarwoodNformationNinN
wquilariaNmalaccensisNLamdNNeweZealandeJournaleofeForestryeSciencebN2016bNjlbN 1 6

18
yrudeNextractNofNTrichodermaNelicitsNagarwoodNsubstancesNinNcellNsuspensioncultureNofNtheNtropicalN
treebNwquilariaNmalaccensisNLamddNTurkeTarimeVeeOrmancilikeDergisivTurkisheJournaleofeAgricultureeande
ForestrybN2015bNiobNglicgmi

2.2 17

17 ×xpressionNofNpathogenesiscrelatedNgenesNinNMetarhiziumNanisopliaeNwhenNinfectingNSpodopteraN
exiguadNBiologicaleControlbN2015bNnkbNifcil 3.8 6
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16
×xpressionNprofilesNofNlysozymecNandNprophenoloxidasecencodingNgenesNinNSpodopteraNspeciesN
challengedNwithNentomopathogenicNfungusbNMetarhiziumNanisopliaeNVMetchnikoffWNSorokinNusingN
qRTcPyRdNInvertebrateeReproductioneandeDevelopmentbN2015bNkobNhifchil

0.7 4

15 FungalNinoculationNinducesNagarwoodNinNyoungNwquilariaNmalaccensisNtreesNinNtheNnurserydNJournaleofe
ForestryeResearchbN2014bNhkbNhfgchfj 2 40

14
×ffectsNofNplantNgrowthNregulatorsbNcarbonNsourcesNandNpHNvaluesNonNcallusNinductionNinNwquilariaN
malaccensisNleafNexplantsNandNcharacteristicsNofNtheNresultantNcallidNJournaleofeForestryeResearchbN
2014bNhkbNkikckjf

2 21

13 SuccessionNpatternsNofNfungiNassociatedNtoNwoundcinducedNagarwoodNinNwildNwquilariaNmalaccensisN
revealedNfromNquantitativeNPyRNassaydNWorldeJournaleofeMicrobiologyeandeBiotechnologybN2014bNifbNhjhmcil4.4 11

12 yadmiumNtoxicityNinducedNalterationsNinNtheNrootNproteomeNofNgreenNgramNinNcontrastingNresponseN
towardsNironNsupplementdNInternationaleJournaleofeMoleculareSciencesbN2014bNgkbNlijickk 6.3 24

11 yharacterizationNofNwoundNresponsiveNgenesNinNwquilariaNmalaccensisdNJournaleofePlanteBiochemistrye
andeBiotechnologybN2013bNhhbNglncgmk 1.6 8

10
SuitabilityNofNyentellaNwsiaticaNVPegagaWNasNaNFoodNSourceNforNRearingNSpodopteraNLituraNVFdWN
VLepidopterapNNoctuidaeWNunderNLaboratoryNyonditionsdNJournaleofePlanteProtectioneResearchbN2013bN
kibNgnjcgno

5

9
yONV×RSIONNOFNLIGNOy×LLULOSIyNxIOMwSSNFROMNGRwSSNTONxIO×THwNOLNUSINGNMwT×RIwLSN
PR×TR×wT×zNWITHNwLKwLINwNzNTH×NWHIT×NROTNFUNGUSbNPHwN×ROyHw×T×NyHRYSOSPORIUMdN
BioResourcesbN2012bNmbN

1.3 12

8 wNrealctimeNPyRNmethodNforNtheNdetectionNofNtrnLctrnFNsequenceNinNagarwoodNandNproductsNfromN
wquilariaNVThymelaeaceaeWdNConservationeGeneticseResourcesbN2012bNjbNnficnfl 0.8 5

7 GeneticNVariationNandNMolecularNwuthenticationNofNSelectedNwquilariaNSpeciesNfromNNaturalN
PopulationsNinNMalaysiaNUsingNRwPzNandNSywRNMarkersdNAsianeJournaleofePlanteSciencesbN2011bNgfbNhfhchgg0.6 10

6 PopulusNy×NeTFLgNregulatesNfirstNonsetNofNfloweringbNaxillaryNmeristemNidentityNandNdormancyN
releaseNinNPopulusdNPlanteJournalbN2010bNlhbNlmjcnn 6.9 161

5
MorphologicalNyharacteristicsNofNPdNxylostellaNGranulovirusNandN×ffectsNonNItsNLarvalNHostN
ziamondbackNMothNPlutellaNxylostellaNLdNVLepidopterabNPlutellidaeWdNAmericaneJournaleofeAgriculturale
andeBiologicaleSciencebN2010bNkbNjicjo

1.7 13

4 FungalNdiversityNinNwoundedNstemsNofNwquilariaNmalaccensisdNFungaleDiversitybN2010bNjibNlmcmj 17.6 53

3 GeneticNcontainmentNofNforestNplantationsdNTreeeGeneticseandeGenomesbN2007bNibNmkcgff 2.1 86

2 xacteriocopsinNgeneNoverexpressionNfailsNtoNelevateNfungalNdiseaseNresistanceNinNtransgenicNpoplarN
VPopulusWdNCanadianeJournaleofeForesteResearchbN2001bNigbNhlnchmk 1.9 7

1 xacteriocopsinNgeneNovereˆ�pressionNfailsNtoNelevateNfungalNdiseaseNresistanceNinNtransgenicNpoplarN
VPopulusWdNCanadianeJournaleofeForesteResearchbN2001bNigbNhlnchmk 1.9 10
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