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52 GutOMicrobiomedTargetedOModulationsORegulateOMetabolicOProfilesOandOxlleviateOxltitudedRelatedO
zardiacOHypertrophyOinORatseeOMicrobiologynSpectrumcO2022cOeghgljih 8.9 2
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48 ToxicantOsubstitutesOinOimmunologicalOassaysOforOmycotoxinsOdetectionqOxOminiOrevieweOFoodn
ChemistrycO2021cOjkkcOhiolop 8.5 5
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46 xOPilotOStudyOofOMicrobialOSuccessionOinOHumanORibOSkeletalORemainsOduringOTerrestrialO
βecompositioneOMSpherecO2021cOmcOeggkllih 5 1

45 GutOmicrobiotaOfromOgreenOteaOpolyphenolddosedOmiceOimprovesOintestinalOepithelialOhomeostasisO
andOamelioratesOexperimentalOcolitiseOMicrobiomecO2021cOpcOhok 16.6 39

44 xlterationOinOgutOmicrobiotaOisOassociatedOwithOdysregulationOofOcytokinesOandOglucocorticoidO
therapyOinOsystemicOlupusOerythematosuseOGutnMicrobescO2020cOhhcOhnlodhnnj 8.8 24

43 MultipledβiseaseOβetectionOandOzlassificationOacrossOzohortsOviaOMicrobiomeOSearcheOMSystemscO
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39 zalourqOanOInteractivecOMicrobedzentricOxnalysisOTooleOMSystemscO2019cOkcO 7.6 20

38 zhlorogenicOacidOattenuatesOcadmiumdinducedOintestinalOinjuryOinOSpraguedβawleyOratseOFoodnandn
ChemicalnToxicologycO2019cOhjjcOhhgnlh 4.7 16

37 ReproduciblecOinteractivecOscalableOandOextensibleOmicrobiomeOdataOscienceOusingOQIIMEOieONaturen
BiotechnologycO2019cOjncOolidoln 44.5 4050

36
xnOexaminationOofOdataOfromOtheOxmericanOGutOProjectOrevealsOthatOtheOdominanceOofOtheOgenusO
yifidobacteriumOisOassociatedOwithOtheOdiversityOandOrobustnessOofOtheOgutOmicrobiotaeO
MicrobiologyOpencO2019cOocOepjp
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35 TraceOEvidenceOPotentialOinOPostmortemOSkinOMicrobiomesqOFromOβeathOSceneOtoOMorgueeOJournaln
ofnForensicnSciencescO2019cOmkcOnphdnpo 1.8 19
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31 QIIMEOiqOReproduciblecOinteractivecOscalablecOandOextensibleOmicrobiomeOdataOscienceO2018cO 78
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28 TaxondspecificOaerosolizationOofObacteriaOandOvirusesOinOanOexperimentalOoceandatmosphereO
mesocosmeONaturenCommunicationscO2018cOpcOighn 17.4 61

27 βeblurORapidlyOResolvesOSingledNucleotideOzommunityOSequenceOPatternseOMSystemscO2017cOicO 7.6 763

26 NormalizationOandOmicrobialOdifferentialOabundanceOstrategiesOdependOuponOdataOcharacteristicseO
MicrobiomecO2017cOlcOin 16.6 840

25 xOcommunalOcatalogueOrevealsOEarthVsOmultiscaleOmicrobialOdiversityeONaturecO2017cOllhcOklndkmj 50.4 1076

24 LifestyleOchemistriesOfromOphonesOforOindividualOprofilingeOProceedingsnofnthenNationalnAcademynofn
SciencesnofnthenUnitednStatesnofnAmericacO2016cOhhjcOEnmkldEnmlk 11.5 41

23 TinyOmicrobescOenormousOimpactsqOwhatOmattersOinOgutOmicrobiomeOstudiesveOGenomenBiologycO2016cO
hncOihn 18.3 86

22 MicrobialOcommunityOassemblyOandOmetabolicOfunctionOduringOmammalianOcorpseOdecompositioneO
SciencecO2016cOjlhcOhlodmi 33.3 256

21 zorrelationOdetectionOstrategiesOinOmicrobialOdataOsetsOvaryOwidelyOinOsensitivityOandOprecisioneOISMEn
JournalcO2016cOhgcOhmmpdoh 11.9 365

20 PreservationOMethodsOβifferOinOFecalOMicrobiomeOStabilitycOxffectingOSuitabilityOforOFieldOStudieseO
MSystemscO2016cOhcO 7.6 250

19 ExperimentdxssistedOSecondaryOStructureOPredictionOwithORNxstructureeOMethodsninnMolecularn
BiologycO2016cOhkpgcOhmjdnm 1.4 17

18 SecondaryOStructureOPredictionOofOSingleOSequencesOUsingORNxstructureeOMethodsninnMolecularn
BiologycO2016cOhkpgcOhldjk 1.4 13
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17 PredictionOofOSecondaryOStructuresOzonservedOinOMultipleORNxOSequenceseOMethodsninnMolecularn
BiologycO2016cOhkpgcOjldlg 1.4 3

16 RibosomalORNxcOtheOlensOintoOlifeeORnacO2015cOihcOmpidk 5.8 3

15 SubsistenceOstrategiesOinOtraditionalOsocietiesOdistinguishOgutOmicrobiomeseONaturenCommunicationscO
2015cOmcOmlgl 17.4 304

14 PredictionOofOEarlyOzhildhoodOzariesOviaOSpatialdTemporalOVariationsOofOOralOMicrobiotaeOCellnHostn
andnMicrobecO2015cOhocOipmdjgm 23.4 123

13 βiscoveryOofONovelOncRNxOSequencesOinOMultipleOGenomeOxlignmentsOonOtheOyasisOofOzonservedO
andOStableOSecondaryOStructureseOPLoSnONEcO2015cOhgcOeghjgigg 3.7 21

12
IntestinalOmicrobiotaOandOimmuneOrelatedOgenesOinOseaOcucumberOWxpostichopusOjaponicusZO
responseOtoOdietaryO˛†dglucanOsupplementationeOBiochemicalnandnBiophysicalnResearchn
CommunicationscO2015cOklocOpodhgj
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11 WhichOisOmoreOimportantOforOclassifyingOmicrobialOcommunitiesqOwhoVsOthereOorOwhatOtheyOcanOdoveO
ISMEnJournalcO2014cOocOijlndp 11.9 65

10 StructuralObasisOforOdiversityOinOtheOSxMOclanOofOriboswitcheseOProceedingsnofnthenNationalnAcademyn
ofnSciencesnofnthenUnitednStatesnofnAmericacO2014cOhhhcOmmikdp 11.5 45

9 xdvancingOourOunderstandingOofOtheOhumanOmicrobiomeOusingOQIIMEeOMethodsninnEnzymologycO2013cO
ljhcOjnhdkkk 1.7 373

8 StatisticalOevaluationOofOimprovementOinORNxOsecondaryOstructureOpredictioneONucleicnAcidsnResearch
cO2012cOkgcOeim 20.1 22

7 xirOproteinsOcontrolOdifferentialOTRxMPOsubstrateOspecificityOforOnuclearORNxOsurveillanceeORnacO
2012cOhocOhpjkdkl 5.8 23

6 βeepOsequencingdbasedOidentificationOofOsmallOnondcodingORNxsOinOStreptomycesOcoelicoloreORNAn
BiologycO2011cOocOkmodnn 4.8 71

5 MultilignqOanOalgorithmOtoOpredictOsecondaryOstructuresOconservedOinOmultipleORNxOsequenceseO
BioinformaticscO2011cOincOmimdji 7.2 42

4 EffectsOofOlibraryOsizeOvariancecOsparsitycOandOcompositionalityOonOtheOanalysisOofOmicrobiomeOdata 5

3 EffectsOofOlibraryOsizeOvariancecOsparsitycOandOcompositionalityOonOtheOanalysisOofOmicrobiomeOdata 23

2 QIIMEOiqOReproduciblecOinteractivecOscalablecOandOextensibleOmicrobiomeOdataOscience 36

1 QIIMEOiqOReproduciblecOinteractivecOscalablecOandOextensibleOmicrobiomeOdataOscience 138
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